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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4751 


351 19 


A 


4792 


3 


1426 


RRYDELQNSSGRDGKPRAMAV 
TRSTSSTSSGSNSNVLVPVSWK 
RPQYSQKRAKEK.LVHVLSLCG 
QEVGLSK.NPSVIFSSCGDLDLLE 
HQTSLVSSEDGAREQENMDDT 
NSEQQFRVFRDFDFLDVELEDG 
EELQGESMDNFNWGVRRRSLD 
SLDKCDMQILEERQLSGSTPSL 
NKMHHEDFDESSEEEDLTASQI 
LEHSDLIMTLSPSEETNPMELLT 
TACDSTPPEPHSFNTRMSSFDAS 
LPDMNNLQ1SEGSKA\EAVR£E 
EDTTVHEDDLSSSINELPAAFEC 
SDSFSLDMTEGEEKGNRALDQF 
TLASFGEGDRGVSPPPSPFFSAI 
LAAFQPAACDDAEEAWRSHIN 
QLMCDSDGSCAVYTFHVFSSLF 
KNIQKRFCFLTCDAASYLGDNL 

KulUor\r V i>bov' v 'L' * oL-oYLDrvL. 

T/CCVl pi ApVI nTV\I\IDVPATT 
JVT C> V LtLl^C Y L>L> 1 Y IN IN KJVC, A 1 L, 

SWLANCKATFAGGSRDGV1TC 
QPGDSEEK.V1KAC 


4752 


35120 


C 


4793 


60 


164 




4753 


35121 


B 


4794 


44 


2547 




4754 


35122 


A 


4795 


401 


9546 


PRAD1TTCDRRJTPGTCSRPLPV 
LPASLYAADMASQQDSGFFEISI 
KYLLK.SWSNTSPVGNGYIKPPV 
PPASGTHREKGPPTMLPiNVDP 
DSKPGEYVLKSLFVNFTTQAER 
KIR11MAEPLEKPLTK SLQRG ED 
PQFDQVISSMSSLSEYCLPSILRT 

T Fr^\X/VI^PrYMrMPr*P<3I4FVT?DI?T 

LrlJW Y K.Kl^INUlfcL'tLorifc. Y JvrK.1 

SNKSKSDEQQRDYLMERRDLAI 
DF1FSLVLIEVLKQIPLHPVIDSLI 
HDVINLAFKHFKYKEGYLGPNT 
GNMH1 


4755 


35123 


A 


4796 


2 


6107 


GERKPKIDLFRTCVAAIPRLLPD 

GMSKLEL1DLLARLS1HMDDEL 

RHIAQNSLQGLLVDFSDWRED 

VLFGFTNFLLREVNDMHHTLL 

DSSLKLLLQLLTQWKLVIQTQG 

KVYEQANKIRNSEARDLELDV 

GVDVDVGVDVDADVDVDVDL 

GVDVDVGVDVDADVDVDVD 

MGVDVDVDRIYGFGCKCGCDR 

DVDRVVDVDVDIDVDVDVDM 

DVNIDVDVGLGAGVDVDMDV 

H1DMDMDVDIGSDNILQSALRR 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4756 


35124 


A 


4797 




565 


MLPGHLFCLAICAGKEEQEEKG 

QI ITRKTITPQNI PGPGAH ITATH 

RGRCTV ATKFSGGLCK.E PN RLT 

WY/GPPLKGAHGGR/GPSSRVPS 

pda Ar.riDDir.r.Ai ur.Ar.cpr.i a 
r rAAu^rrlOuALnUAUoRULA 

i? tt? a c\ i r.r.DPr.r.Fi prnvcnxir 1 

K I KA^LuUrrwOcLlvLj l/C50fNvj 

DGQGPDGDSRKSGSPLRPSHL/P 
DPAAVAGAPVSGHLQTPGHHA 
GRRQQAGPRGAGLP 


4757 


35125 


A 


4798 


1 


417 




4758 


35126 


A 


4799 


1 


1069 


MPRPPVPANALGARGEAVRLQ 

LQGEELRLQEVESVRLHQINIYL 

SDRISLHRRLPVRWNPLCKEKK 

YDYDNLPRTSWTKAFYNEAWS 

TLLRTVYSVLETSPDILLEEVIL 

VDDYSDREHLKERLANELSGLP 

KVRL1RANKREG\LVRARLLGA 

SAARGDVLTFLDCHCECHEGW 

LEPLLQR1HEEESAVVCPVTDVI 

DWNTFEYLGNSGEPQIGGFDW 

RLVF\RWHTVPERERIRMQSPV 

DVIRSPTMAGGLFAVSKKYFEY 

LGSYDTGMEVWGGENLEFSFRI 

WQCGGVLETHPCSHVGHVFPK 

QAPYSRNKALANSVRAAEVW 

MDEFKELYYHRNPRARLGLAC 

DECS1KAGWWL 


4759 


35127 


A 


4800 


1 


1152 


MHNSDG1EVMRQQRAEIGRVG 

GLEGIQLGVTEVIVNGARMLES 

YNCKAELGATGLVNYQISVKC 

SNQFKLEVYLLNAENKVVDNQ 

AGTQGQLKVLGTNLWWPYLM 

HEHPAYLYSWEGRPDGAQAVG 

ALTPGTLAV\EVWLTAQKSLGP/ 

SDFYTLPVGLRTVAVTESQFLIS 

GKPFYFHGVNKHEDAD1QGKG 

FNWPLLVKDFNLLCWLGANTF 

CTSHYPYTEEMLQICYRYGIVVI 

DECPAPSGHTAGPSVPSLLARW 

QLFNNVSMHHHMWVVEEPVL 

KX/rvNMr A1V1 V 1V1 WoLA IvcrAorL 

ESAGYSFJCSLTMEQTARVLDLD 

TpCAVl AVDCI DDflAUli'TI nV 
I UtAVLyi KoLrKUArllS. 1 LOlx 

KRK1SSYNVDLTSCQLAKEKCL 
KGPSSFLQSRQERMNSELRDN 


4760 


35128 


A 


4801 


293 


535 




4761 


35129 


A 


4802 


94 


686 




4762 


35130 


B 


4803 


1 


2187 





551 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4763 


35131 


A 


4804 


596 


1789 


MFHVjERPYECKECGKNFRSGY 

QLTLHQRFHTVjIHKGGKPYEC 

KECKKTFTLYRNLTRHQNIHTG 

EKLFECKQCGKTYTTGSKLFQH 

QKTHTGEKPYECKECGKAFSL 

YGYLKQHQKIHTGMKHFECKE 

CKKTFTLYRNLTRHQNIHTGKK 

LFECQECGKAYSTGSNLIQHRK 

THTGEKPYKCKECGKTFSLHG 

YLNQHQKIHTGVKPYECKKIHT 

GGKPYECKECGKAFSRASNLV 

QHERIHTGEKPYVCKQCGKTFR 

YG SALK AHQRI HRS1KVNQWL 

IJorKnlv^llNUlJrlVl^rK 1 KK. 1 Kt, 

RSHVSGRSLCQRLLGQGAQLRE 
FKQPPRNRFRRVCGLVARNTFP 
RGLRGRRASRRNAAASRLEDA 
VAELLKARCSALGGSGLPEGLS 


4764 


35132 


A 


4805 


2 


489 


CQGEGAKWEQGMTGRRWVVG 
PPASSTPPHS/HFWLLVLSRGLV 
GIGEASYSTIAPTIIGDLFTKNTR 

1 LIVILoVr I rAlrLujuLu Y 1 I U^> 

SVKQA AGDWHCAI RFSFLQLV 
RLLKVTHLLQQLQLLYPTNGK. 
RQDTNHTRSQCAHYLPHLDFQ 
VALCAYAVLQC 


4765 


35133 


A 


4806 


1 


327 
















AWBk'ACTMRU/VUDDFrCr.l CT 
AJNrvrv/VO 1 lviKW Y V KrrUouLo 1 

LSREKLYPLRMLRMRASTGPLS 
GALGMYSTASPRLMFSGCSISS 
AR*LFRSSAVTMPPAAWMSFTI 
WAVRLPL*KAWAPSMASVS 


4767 


35135 


A 


4808 


2152 


2633 


SRLDCGQGLVNGSCDYHHGCT 
GDTPRRPEWHRSLAHCMSPVD 
SLPGCAVSGSSDPWEVSWLWQ 
Q/VDRCDNREE/VMW*QRLGFP 
SPTVSFPQRAVSASKPLQ*APS 
WISLHSTLSQCRASDLRGRHTV 
PEVVYEWSPCALPTHREHPNAI 
MEGWPPPQAWWA 


4768 


35136 


A 


4809 


2 


387 


SNASVILEGEDLRFSCSVRMAG 

RLQGRFS VI WQL VDRQN RRSDI 

MWLDR\DGTVQPGSSYWERSSF 

GSVQMEQVQPNSFSLGIFNSRK. 

EDEGQYECHVTEWVRVVDGE 

WQ1VGERRASTPISIIALGE 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4769 


35137 


A 


4810 


46 


3753 


EIRSWEKRKRLVLCLLEAADM 
KCFFPVLSCLAVLGVVSAQRQV 
TVQEGPLYRTEGSHITIWCNVS 
GYQGPSEQNFQWSIYLPSSPER 
EVQIVSTMDSSFPYAIYTQRVR 
GGK.IFIERVQGNSTLLHITDLQA 
RDAGEYECHTPSTDKQYFGSYS 
AKMNLVV1PDSLQTTAMPQTL 
HRVEQDPLELTCEVASETIQHS 
HLSVAWLRQKVGEKPVEVISLS 
RDFMLHSSSEYAQRQSLGEVRL 
DKLG RTTFRLTIFH 


4770 


35138 


A 


4811 


1 


3728 


MKCFFPVLSCLAVLGVVSAQR 

QVTVQEGPLYRTEGSH1TIWCN 

VSGYQGPSEQNFQWSIYLPSSP 

EREVQIVSTMDSSFPYAIYTQR 

VRGGKIFIERVQGNSTLLHITDL 

QA RDAGEYECHTPSTDKQ YFG 

SYSAK.MNLVVIPDSLQTTAMPQ 

TLH R V EQDPLELTCE V A SETI Q 

HSHLSVAWLRQKVGEKPVEV1S 

LSRDFMLHSSSEYAQRQSLGEV 

RLDKLGRTTFRLTIFHLQPSDQ 

GEFYCEAAEWIQDP 








4812 


897 


1217 


ANRKASTMRWYVRPFCSGLST 
LSREKLYPLRMLRMRASTGPLS 
GALGMYSTASPRLMFSGCSISS 
AR*LFRSSAVTMPPAAWMSFT1 
WAVRLPL*KAWAPSMASVS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4772 


35140 


A 


4813 




1507 


MWNSKINHDHDDQFLKTYYVL 

ESSISVGVASNASVILEGDDLRF 

SCSVRMAGRPQGRFSVIWQLV 

DRQNCRSNIMWLDRDGTVQPG 

SSYWERSSFGSVQMEQVQPNSF 

SLGIFNSRKEDEGQYECHVTEW 

VRVVDGEWQ1VGERRASTPISII 

ALEMGFAVTAISRTPGVTYSDS 

FDLQC1IKPHYPAQVPVSVTWR 

FQPVGTVEFHDLVTFTRDGGV 

QWGDRSSSFRTRTATEKAESSN 

NVRLIISRASDTEAGKYQCVAE 

LWWKNYNNTWTQLAERTSNL 

LV1RVLQPDRMGVSARALRGEP 

SPSQMPQACCHGNTGALV1GIN 

EPESLPCLQTVTKLQVSKSKRT 

LTLVENKP1QLNCSVKSQTSQN 

SHFAVLWYVHKPSDANGKLIL 

KTTHN S A FE YG T Y V E E EG LR A R 

LQFERHVSGDLFSLTVQRAEWL 

LSPN YA WYKLA EE VSG RTEVT 

VKQPGGSLGLGOSVSGWAAEP 

VC TQG PRPC S WN TPLALTAAC 


4773 


35141 


A 


4814 


1 


627 




4774 


35142 


A 


4815 


166 


435 




4775 


35143 


B 


4816 


1 


240 




4776 


35144 


A 


4817 


1 


288 


VVPASSPGAASEPRRRRRCLQP 
EKSVSPGSGGGHRDPPKARPPR 
PPSAPKP*RPRPFS*LARSLCFPA 
AGCAYGVGVGGAGGGRAGLR 
QPVPAVAE 


4777 


35145 


A 


4818 


206 


1041 


VSVGSAPSDMPAAATRW/CNSR 

CQHGQRLSAR/PVAGPGT/RTSS 

FP WL A PRNVVVPGSLEMPGTA 

GPQRGSHSSPQGSSALLSFS/CV 

HNVESKEPVCLLLPSMASRLLT 

PRGTCRPVPGCLQHPLSLPPVL 

VGTQSPSQAPKSAKRPSPQPQL 

GWLQLHPGGSGLCLLPAPAGS 

MECAALESVPSQLGIGAPGPCW 

An4nvnr.wQNVATQQPQr.PQA 

QGQPRAPPCLVCGPAQCGTSG S 

RSRATGLRPSCLECQVWWSPQ 

CGANPGDTTSSQDAGTRCSKV 


4778 


35146 


A 


4819 


2 


487 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4779 


35147 


A 


4820 


152 


758 


RGARGPEWDGQLDGPGSQMC 

GMASAPRLRRSGVRAAAGHPV 

QQPRLLDGLSLTDESDSCVSFEP 

PSHPSSSSGPVTALSRGWNFLK 

AFPLMGETQERER/VLTHFSRR 

YCQCNPD/AQPSEDGIH/TLTCA 

LMLLNTDLHGHV1GEVTGETN 

RTDKQQNRTEQSKRQANADKH 

N EH ANNEQQH EHDKDNDTRTR 

DTEMRHAKRDNA 


4780 


35148 


A 


4821 


100 


220 




4781 


35149 


A 


4822 


100 


1588 


CLK1STGYTGSMAEEASGNLTI 

MAEGEGEAGTSTHGQSRRKRE 

K.EEVLHPFKQPDLVRSHYRENS 

KEEICPHDSVTSCQTPPPTLG1TI 

RHE1AASICHVADTAGVAGDA 

MMRKTDL1PPF1GLTLQGGRSA 

DMGNQKKWRKGSENLATLVA 

MASERFHWQYSGNST1QPKQK 

QHGMITRLVTAPVCPGLVQPSL 

CAVGLRNIMSLSSHTCALQNTK 

QAWEGYDDCHSQRVSQPGEN 

MTKLSFLNLLNQMPSWGEGKM 

VPADFSGSCWEGTGTGSPAGSQ 

VSFLNRHNDGQLAGDSPGLPPP 

PCPRGLQGAEQRSALRRHKAD 

VHRDQWLVISFSKKLRTSARK 

WYEAGPFSGVPRVLPAAAQGG 

TDFPFSPSEEPFQPSPFSMVQAH 

TVRSKPQFHFPAAGENCLNRSE 

LSRNQGLQARVGPLAIMSSDPS 

GDFVLYTPTILGFVGLEVLVSR 

EGTFLWRYSTCP\LNYKLWLPP 

GYLGLLVPKDQKVRAVFLGM 


4782 


35150 


A 


4823 


1329 


1881 


AHLEAAGWSSSVQPGPSPRVLG 
RAEEHGQQSGRAKEIGHKIPKE 
TFDELT A ELETI SS K\C L Y L A K.K 
NQVIQQELLSMKEVQQKCKKL 
EE VNK.1 LEQEVVNLKTHEKNM 
VEFGDVEECK.LQLEERAGQEIE 

IvL £ 1. 1 IN L, yKA L> L o A tx. iv V tvA bUt, 

LEPRRHHNHTLGFTEGPWGLM 
SV1TGAYDLIR 


4783 


35151 


A 


4824 


176 


308 


LGNLTSPFFN*KHRSTKGFTTLS 
TVALLLTGHVGIKTSNCHPGY 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4784 


35152 


A 


4825 


1467 


1890 


DWFDELTAELETISSKACLYLAK 

KNQVIQQELLSMKEVQQKCKK 

LEEVNKiLEQEVVNLKTHEKN 

MVEFGDVEECKLQLEERAGQEI 

EKLEEINLQRACLSAKKVRAEG 

ELEPRRHHNHTLGFTEGPWGL 

MSV1TGAYDL1R 


4785 


35153 


B 


4826 




753 




4786 


35154 


A 


4827 


225 


410 




4787 


35155 


A 


4828 


225 


410 




4788 


35156 


A 


4829 


225 


41 1 




4789 


35157 


A 


4830 


141 


1001 


GGVRGVQQKETCAFKVLESIG 

KLG\LALSVAGGAENSALYNVD 

AGHRAVIFDRFRGEQDIVVGEG 

THFL1PWVQK/PPIIFDCRSRPRN\ 

VPVITGSKDLQNVNITLRILF\RP 

VASQLPRIFTS1GEDYDERVLPSI 

TTNENLKSVVAPFDAGELITQRE 

LVSRQVNSDDLATERAATFGLIL 

DDVSLTHLTFGKEFTEAVEAKQ 

VAQQEAQRARFVVEKAEQQKK 

AAIISAEGDSKAAELIANSLATA 

GDGL1ELRKLEAAEDIAYQLSR 

SRN1TYLPTG\QSVLLQLPQ 


4790 


35158 


A 


4831 


194 


453 


QPLPEPLELRPKAL*LTPSQIFSA 
*RLKTAARLPRKPWAVLPQGFT 
DTPPHFSQAQISSSSVTYLSIILV 
KTHVLCSPEFHRTGVV 


4791 


35159 


A 


4832 


1 


86 


PCESYLEHL*WSCRLLRRLGSV 
SLQLLS 


4792 


35160 


C 


4833 


191 


263 




4793 


35161 


B 


4834 


1 


741 




4794 


35162 


A 


4835 


3 


96 




4795 


35163 


A 


4836 


1 


301 


QEQQKMNTLQGPVSFKDVAVD 
FTQEEWRQLDPDEKITYGDVM 
LENYSHLVSLAYEVATSCTSEIL 
KPSNLPKSFFFSH*QDMISPSQT 
SSLSWSRERSCG 














VT 14 P 1 C A TAITP A UHnCUC DO I^P. 

V Lnr loAUiN i r AH^^cribr KisAj 

PNMLSKRKLLPAV\GPRVFHGE 
DRHL/LFSTRKE*ARSLCYVQG 
GVQAPAAAFCSLLSLWGWAGC 
AFWC 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


4797 


35165 


A 


4838 


3062 


3688 


RSVTRAPPRSTFPLAQAPSPRSH 
HIREPTPSPHLGPLRGSHRGPPS 
RPLPPALAALSLLETLQPRLLHP 
HLHL\LHDQGRACVRAYAHPS 
YLWRCHALGVWVES/ARLRPS 
ALPPAHSPPLAAPLLSSSVQPPA 
PALEPPPRPPAAGAAARCLAAQ 
HHHPSRLGVRQPPLAVGALGST 
WPPQAPAPPPELSALEQDRVGA 
QPPPPPSQGA 


4798 


35166 


A 


4839 




197 




4799 


35167 


C 


4840 


26 


358 




4800 


35168 


A 


4841 


84 


433 


PASAPLGLSATVSACFQEQQKJVI 
NTLQGPVSFKDVAVDFTQEEW 
RQLDPDEK1TYGDVMLENYSH 
LVSLAYEVATSCTSEILKPSNLP 
KSFFFSH*QDM1SPSQTSSLSWS 
RERSCG 


4801 


35169 


A 


4842 




372 


VQWLFMQIC1.GGKHQQLRHQG 
VQEKMLPLEGS*V1EAGSPTL1G 
ETLSLEI1NY1IGAGLESVHTHKS 
RQLGGWTRPGSHFQQVLIPAHT 
PMNLEPSQLSLEPRLVPAQQSL 
PSAPTPSKALSQ 


4802 


35170 


D 


4843 


7 


267 




4803 


35 1 7 1 


B 


4844 


213 


3895 




4804 


35172 


C 


4845 


141 


359 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4805 


35173 


A 


4846 


831 


3017 


rrrlhysgstrpwrtramlpr 

tlslrphlslslhlplpclllhla 

lpthlppgpkhqptvrel/arrc 

rlprachpaqnlleqqplrpsh 

lqrh/lsllpplglsqsgppg/la 

pqpll*lqtpdhfagadpcsihg 

tsh* hqgtsnpsgrdg yqtpsh 

1cp\spapkqsflfgtqntspssp 

aapaassappmfkpiftappk.se 

kegptppgpsvtatapsssslpt 

ttsttaptfqpvfssmgppasvp 

lpapffkqtttp at a pttta plf 

tglasatsavapitsaspstdsa 

skpafgfginsvssssvstttst 

ataasqpflfgapqasaasftp 

a mgs1 fqfgkppalptttt vttf 

sqslhtavptatsssaadfsgf 

g stlatsapatssqptltfsnts 

tptfnipfgssaksplpsypgan 

pqpafgaaegqppgaakpalap 

sfgssftfgnsaapapataptpa 

pastikivpahvptpiqptfggat 

hsafglkatasafgapassqpa 

fggstavfsfgaatssgfgatt 

qtassgssssvfgsttpspftfg 

gsaapagsgsfginvatpgssa 

TTGAFSFGAGQSGSTATSTPFT 
nni nnNAi httho^tppapxiv 

OvJl>\Jv 1 ^ rtl -'^ J 1 1 vJV/^ i trJW IN V 

G STTESK P VFGGTATPTFG QNT 
PAPGVGTSGSSLSFGASSAPAQ 
GFVGVAPFGNTFAHQQEHSPR 
KGPNNLSKRKLLPAVRAQGPPR 


4806 


35174 


A 


4847 


9 


935 


IPCFGCAMPMYQTRRQENDLR 

TASIAV*RRKQQDDH*KQRRW 

QNIQRKGPKRYIVIAGNSQSHQ 

PMIFSMLRKLPKVTCRDVLPEIR 

AICIEEIGCWMQSYSTSFLTDSY 

LKYIGWTLHDKHREVRVKCVK 

ALKGLYGNRDLTARLELFTGRF 

KDWMVSMIMDREYSVAVEAV\ 

RLLILILK\NMEGVLMDVDCES 

VYPI\V*ASN*ALASAVGEFLYW 

KLFYPECEIRTMGGREQRQSPG 

A^tv Irr^LLLorr ViliKorlr V 1 

GGGSGQFSAHRNLCLPGSGNFH 
VSASRVAGIAGAPPHTWLIYVF 


4807 


35175 


A 


4848 


1 


1749 




4808 


35176 


B 


4849 


282 


1227 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


4809 


35177 


A 


4850 


221 


907 


FEDSFNRGVKKKAAKRPLKTTP 

VAKYPKKGSQAVHRHSRKQSE 

PPANDIFNAAKAAKSDMQHRE 

VRVKCVKALKGLYGNRDLTAR 

LELFTGRFKDWMWSMIMDRE 

YSVAVEAVRLLILILKNMEGVL 

MDVDCESVYP1VLFYPECE1RT 

MGGREQRQSPGAQRTFFQLLLS 

FFVESKLHDHAAYLVDNLWDC 

AGTQLKDWEGLTSLLLEKDQS 

TCHMEPGPGTFHLLG 


4810 


35178 


B 


4851 


1 


2361 




4811 


35179 


B 


4852 


1 


878 




4812 


35180 


A 


4853 


1 


313 


MPHTPRCLFRPQASCLVHFLEQ 
QNKLLETKLQFFQNRECCKSNL 
EPLFEGYYTLRREAECMEANSG 
RLASELNHVQEVLEGYKKKYE 
EEVALKATAENEFVALKK 


4813 


35181 


A 


4854 


188 


354 




4814 


35182 


A 


4855 


405 


647 


LPL1SDQVSYSPPLMSKSLASLY 
QESY*TILARIPLPLISPFVNSLST 
DLF1LL1GNTSIA1FAEFGVSAISL 
PSCNSLE 


4815 


35183 


A 


4856 


1 


585 


MSSGEGKRTWLGSLWGGVRVP 

VPPP1CGLRVAVTSAGTSSFSLA 

PKPTRIRGERGKGQGRG/SSGN 

GGRGRAGASAGGSRGEVVSVA 

NDGRWRGRGRGVGCPRSSKRE 

DNRFAKHGRASGKAWEPHPPS 

QALRALFGPIRRRGRAAETRJV 

YW1KDRQLTNRDST1LELQKVL 

KTCCAQSMK1FCCLWNFVYKQ 


4816 


35184 


C 


4857 


12 


468 




4817 


35185 


A 


4858 


1 


1156 


MAFRKKIITAGCIDHVLSVSDS 
QQMQANLTQRTEAEIRKQTQIA 
PTFPAHSLPDKYLGFALLNRKI1 
GTFLVFNMCKRNHEDKNEAFT 
VLREKKVFNLEFCTLQNYSSEV 
KEKERQRFSDKQTLREFATRKP 
ALKEMLKVLQRYKERKHIRKR 
NVKYSADHTTDHTANQADPNQ 
QEPH V PG HAPDNKTI RQKQNQ 
HKDNTTRKHNQMTSDTSRTNT 
KVSGQPRGKQTRRRHERQQKA 
RERGQHRQK/RDAQTREHTQR 
QRQARAEEVQV1ENKREEKRTS 
ERTNDSTRREGTRRPRRTEKGE 
RQEEGDRATATHRKDHDRQQP 
HGAPHCSRSSRHGAPTGPLYCC 
SPLPGTPSCTICTVQYGRLWPH 
MATEQLNMAGPNQDFQDVVW 
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SEQ 11) 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4818 


35186 


A 


4859 


1 


1580 


MAPALLLLLLASGAAACPLPCV 

CQNLSESLSTLCAHRGLLFVPP 

NVDRRTVELRLADNFIQALGPP 

DFRNMTGLVDLTLSRNAITRIG 

ARAFGDLESLRSLHLDGNQAG 

GAGHPRALRGPVNLQHLILSGN 

QLGRIAPGAFDDFLESLEDLDLS 

YNNLRQVPWAGIGAMPALHTL 

NLDHNL1DALPPGA\FAQLGQLS 

RLDLTSNRLATLAPDPLFSRGR 

DAEASPAPLVLSFSGNPLHCNC 

ELLWLRRL ARPDDLETC AS PPG 

LAGRYFWAVPEGEFSCEPPLIA 

RHTQRLWVLEGQRATLRCRAL 

GDPAPTMHWVGPDDRLVGNSS 

RARAFPNGTLEIGVTGAGDAG 

GYTCIATNPAGEATARVELRVL 

ALPHGGNSSAEGGRPGPRTSPP 

PLALLPRYNSSEDETLIYRIVPA 

SSHHFLLKHLVPGADYDLCLLA 

LSPAAGPSDLTATRLLGCAHFS 

TLPASPLCHALQAHVLGGTLTV 

AVGGVLVAALLVFTVALLVRG 

RGAGNGRLPLKLSHVQSQTNA 


4819 


35187 


A 


4860 


2 


403 




4820 


35188 


A 


4861 


87 


442 


PVFPWHPYSKDQKEESQSVLVI 
WQKTAGGGWSTWWILSFSPET 

ekvvkk;ahvdtl*nemwdvt 
k*tafkipsct*hqqhp*sffrk 
sesqvivfagqgvkih*yillhs 
nvihymnei 


4821 


35189 


A 


4862 


2 


651 


EFIKQWDADKFEH1QTLEGHHQ 
E1WCLAVSPSGDYVVSSSHDKS 
LRLWERTREPLILEEEREMERE 
AEYEESVAKEDQPAWPGEIQG 
D\SYFT*KKTIETVK\AAERIMEA 

GKEVPLPSNPILMAYGSISPSAY 
VLEIFKG I KSSELEESLLVLPFS Y 
VPDILKLFNEFIQLGSDVELICR 
CLFFLLR1HFGQITS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4822 


35190 


A 


4863 




703 


MGLTKQYLRYVASAVFGV1GS 
QKGNIVFVTLRGEKGRYVAVP 
ACEH.VFfWDLRKGEKGLK.QEV 
TCLCPSPDGLHLAVGYEDGS1RI 
FSLLSGEGNVTFNGHKAAITTL 
KYDQLGGRLASGSK/RQPGGIV 
FTESILAYSSACQDKQNHYWGS 
SQ*CADFVIQLRQYCCSFSCS*F 
H*NMEQVYTAVYSHNDL*ICTL 
L1LCTW**TGSHRNKAPKTMFP 
RCTEGLDRGNRPATHS 


4823 


35191 


B 


4864 




2616 




4824 


35192 


A 


4865 


3 


674 


PECTGRTLRSASQQHDTFY1LA 

CELNSL ADDAQR\YD VP\N SC L 

YPPDLPWRPVMQAKKKELARR 

DD1EDGDSMISSATSDTGSAKR 

KSKKNIRKQRMKILFNVVLEAR 

EPGSGRRLCDLFMVKPSKKDYP 

DYY1IILEPMDLK11EHNIRNDKY 

AGEEGM1EDMKLMFRNARHYN 

EEGSQVYNDAH1LEKLLKEKRK 

ELGPLPDDDDMASPKLKLSKA 

ASHFII 


4825 


35193 


A 


4866 




425 




4826 


35194 


A 


4867 




1115 


LCSVPTLCLASSHLVSNLSTFKQ 
\TSSFIRHVVATLLGLYLALFCF 
GWYALHFLVQSG1SYC1MIIIGV 
ENMHNYCFVFALGYLTVCQVT 
RVYIFDYGQYSADFSGPMMIIT 
QKITSLACE1HDGMFRKDEELT 
SSQRDLAVRRMPSLLEYLSYNC 
NFMG1LAGPLCSYKDY1TF1EGR 
SYHITQSGENGKEETQYERTEP 
SPNTAVVQKLLVCGLALLFHLT 
ICTTLP VE YN 1 DEHFQ ATA S WPT 
KIIYLYISLLAARPKYYFAWTLG 
TAPRKWSPCPGPQCIQLRAADP 
SGPEPLLMLSSQERQPKAKPPK 
EAHAD1AGTPREGEKTRTGGPG 
KAFLRDPGASSSVELSRTQLWV 
LTPPPIAKAPCECLQ 
















4828 


35196 


A 


4869 


1 


180 




4829 


35197 


A 


4870 


12 


199 


GLFPLEPGANGI*GC/SGRJRAQ 
RWLPGRPKFTGESFIR*PPRVAK 
ESGQLIWFGCVPTQISS 
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SEQ ID 


SEQ II) NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4830 


35198 


A 


4871 




5058 


MKLRGVSLAAGLFLLALSLWG 
QPAEAAACYGCSPGSKCDCSGI 
KGEKGERGFPGLEGHPGLPGFP 
GPEGPPGPRGQKGDDGIPGPPG 
PKGIRGPPGLPGFPGTPGLPGMP 
GHDGAPGPQGIPGCNGTKGER 
GFPGSPGFPGLQGPPGPPGIPGM 
KGEPGSIIMSSLPGPKGNPGYPG 
PPGIQGLPGPTGIPGPIGPPGPPG 
LMGPPGPPGLPGPKGN MGI.NF 
QGPKG EKGEQGLQGPPGPPGQI 
SEQKRPIDVEF 


4831 


35199 


A 


4872 




1646 


EDEGRAKGHHTWQQTRENESQ 

AKGETPY KTI RFRETYYHKNSM 

GETTPMIQLSPTGSLPQHVGIM 

GAT1QDK1WVTPGLPGFPGTPG 

LPVKRGFPGSPGFPGLQGPPVIP 

GPTGIPGPIGPPGPPGLMVTPGP 

PGLPGPKVNMGLNFQGPKGEK 

VKQG LQGPPG PPGQ I SEQKRPI D 

VEFQKG DQV1PGDRG PPGPPGI 

RGPPVTPGGEKGEKGEQGEPG 

KRVKPGKDGENGQPGIPVMPG 

DPGYPGEPGRDG/EKGNAVMG 

PPGPPGFPGERGQKGDEGPPGIS 

IPGPPGLDGQPGAPGLPGPPGPA 

GPH1PPSNKGDTCFNCIGTGISG 

PPGQPGLPGLPGPPGMPGAPGA 

PGFPGSKGEPGDILTFPGMKGD 

KGELGSPGAPGLPGLPGTPGQD 

GLPGLPGPKGEPVR1TFKGERGP 

PGN PG LPGLPGNIG PMGPPGFG 

PPGPVGEKG1QGVAGNPGQPGI 

PGNKGDPGQTITQPGKPGLPGN 

PGRDGDVGLPGIPGLPGQPGLP 

GIPGSKGEPG1PGIGLPGPPGPK 


4832 


35200 


A 


4873 


110 


256 


CSGTYRCYSF/HSRDPYLWSAPS 
DPLE/LVVTGPARQYYTKGNLV 
RIASGL 


4833 


35201 


A 


4874 


2 


2888 


LSDPCSSRWDERSLSQRSRSWS 

YNGYYSDLSTARHSGHHKKRR 

KEKKVKHKKKGKKQKHCRRH 

KQTKKRRILIPSDIESSKSSTRR 

MKSSCDRERSSRSSSLSSHHSSK 

RDWSKSDKDVQSSLTHSSRDSY 

RSKSHSQSYSRGSSRSRTASKSS 

SHSRSRSKSRSSSKSGHRKRAS 

KSPRKTASQLSENKPVKTEPLR 

ATMAQNENV V VQP V V AEN I PV 

IPLSDSPPPSRWKPGQKPWKPS 

YERIQEMKAKTTHL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ot peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4834 


35202 


A 


4875 


350 


986 


LWGGGSARLLRLPRGPCLPPAS 

PSSPSSSSELS*SCSLGPSSSSSSS 

SSSCSLCPSSSSSSSSP*LPPSSSS 

SSSRPLPPPSSSSSSSSSSSSSSSSS 

SECLCSPSSRPRTTVAGLGPAPG 

FPSGPVDTCSVWLLRFTSTMIW 

DCSLRL*VPEPPSSSSNSSPPSSL 

HKLAGGPPASSTPPSFSSLKKG 

WAGPMVAGTVPPAVPAPSSTR 

TE 


4835 


35203 


A 


4876 


1 


496 


SQSYS\RGSSRSRTASKSSSHSRS 

RSKSRSSSKSAVLASTARCAGS 

RKQCVPLPIRLCQLQSRSLQPS 

MVPWRWGLTGPRGIALPPAAR 

PGPLHEAPRWGPPPRRAPRPWP 

PGARPGRRRRRAAASPAPSSCG 

PRASGAAGGGRGAPIGARASA 

GAAVWTPISTT 


4836 


35204 


A 


4877 


3 


4578 


TL A VF VPTLAG FSVALGGPAW 

GRRRRSVSGVGVWLQWQCFLF 

CSRGPAQAGGQPALAATSVAM 

GAQDRPQCHFDIEINREPVGRI 

MFQLFSDICPKTCKNFLCLCSG 

EKGLGKTTGK.KLCYKGSTFHR 

VVKNFMIQGGDFSEGNGKGGE 

SIYGGYFKDENFILKHDRAFLLS 

MAiNKUrvM 1 iNUot^rrJ 1 IK.rArri 

LDGVHVVFGLVISGFEVIEQIEN 
LKTDAASRPYADVRVIDCGVL 
ATKSIKDVFEKKRKKPT 


4837 


35205 


A 


4878 


1 


1689 





563 



wo 



01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cntlon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4838 


35206 


A 


4879 


1 


1604 


MGISCPGSSKMLNSRALPVLKL 

TQGALRDCKERANYTNFNIYK 

AVESQGKFVCVLYNGQQSPEY 

VMIPCTSVSPTGQEVPEDRGMR 

MVMKNKPNKPSKMQSLKSSKH 

LTNSV1VIAVGIFFSVTLQARDP 

QLDDAIEQLRGVCIRAWEKITS 

GGEQYPSFSAIK.QGPKEPY1DFI 

ARLQESLKKMIADSAAQDIVLQ 

LLAFDNANPDCQAALRPIRGKA 

HLVDCIKACDDIGDGSSNGKAS 

YFGSKS1CVFQTSYTSAQKAELV 

AVIEVLTAFDMPINVISDSSYM 

VYSTQLIENAQLRFHTDEQLMT 

LFTQLQTAFRSTMHPFYITHIRA 

R\HTPLPGPLTEGNQMADCLVA 

NAISNARHFHNLTHVNASGLK 

HRYS1TWKEAKNIIQRCPTCQM 

VHSSSFRGGVNPRGLEPNSLWQ 

MDVTHIPLFGRLAYVHKRRRIR 

GGGGGEGEGEGEGEGEEEEEEE 

EEEEEEEEEEEEEEEEQEQEQEE 

QEQEEQEQEEQEQEERRRKDTE 

ELSYSLPLNRTQPCWHPDFGLP 


4839 


35207 


A 


4880 


1 


1146 




4840 


35208 


A 


4881 


1 


1577 


MGQVWALVHSTLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTKAVSLLPGESPQKVPTG 

AGGPLPAGMTGLLLGRSSLNIK. 

AVQVQTGVTDSDYNGEIQ1VTS 

TSVPWKAKPGDHIAQLLIVPKK 

F\EGLKEPLQVERQSSCQGLGY/ 

PFLM AAI VK PPEP1PLKWLTDKP 

1 WTEQWPLSK.EKLEALEDLITQ 

QLKKGHIAPTFSPWNSPVFIIKK 

KSAEQDCEWFVFTILAVNNLQL 

KPAKRFHWKVLPQGPNQQPIWI 

PSRYLKPYHK.PDAKEEIPEGSQ 

GFPVAAMSRLTLRRTPTVTSNT 

HRTQPPTWGQIEKLPQMAEENL 

RKAGQPVTISNWILPRITKFKPI 

EGAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKVISNA 

RHFHNLTHVNASGLKRRYSIT 

WKEAKAI1QRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

PITKSREIGKIITWGRGYACVSP 

GPNQQPIWIPSKHLKPYHKPDA 

GEKISGGNCGPHPHPRLQPCPD 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4841 


35209 


A 


4882 


1 


420 


MTNISTTLKDLKDAGMIDPIKS 
TFNL/PIWIPQKPDGSWKTTANN 
/R/KLNQATISIAAIVLDVASLPG 
KARSYHGFSSHAGRVIDSNNQK 
D1EGCTYILNVAGKNMFGIQLR 
RSVIFPCPNLMYTDNCSSHGPR 
GPSDYDSDP 


4842 


35210 


A 


4883 


213 


687 


PEHILPGAQEGPSC/PLEPELE/V 
*NMSSWNTLSESCKMHGDLKY 
LFVITAKDQQ/VSIAAST/*GFC 
WNQ * VS A SPSQ A PGMPL V LG R 
RLWQGSRLGGLSISLSDDCHGA 
HNHSFKRVTTTLQVFSWTVPQ 
AEPAMDC1H TA/DSPRQRLP*QA 
HESVAEVI1T 


4843 


35211 


A 


4884 


1 


648 


MSS WNPLPESFK.K.1 IG YLL YLFV 
ITAKDQQ/VSITASTWGFYWNH\ 
SQGKNPEQMEASQKPVAGLWA 
WWLN1SLSAASHGAQNHPFKR 
VTTTLQSQGWNKDLWIMRELL 
CNNRPEQLLQETATIKAPIAPAD 
PWSQEV1YNFCKAVSSVSCMPF 
NIHFNSNIPPESSGDWRMQQPC 
KVEQSILGAQRGGGGCRPGSLR 
ELFPCLLAEPNMEEEVAALRA 


4844 


35212 


A 


4885 


3 


597 


GTLEPAAEWSVLLGV\HSQDGP 

LDGAHTRAVAAIVVPANYSQV 

ELGADLALLRLASPASLGPAV 

WPVCLPRASHRFVHGTACWAT 

GWGDVQEADPLPLPWVLQEVE 

LRLLGEATCQCLYSQPGPFNLT 

LQ1LPGM LC AG YPEGRRDTCQP 

SPEPGPMCIS/VSH1QRLRDAVS 

HTWQRGTEPARLGSWERRQRQ 

QQQGPV 


4845 


35213 


B 


4886 


387 


552 




4846 


35214 


A 


4887 


20 


612 




4847 


35215 


A 


4888 


792 


959 


TGLSSSQNPKATKSIPWHNRLL 
PNVDSQVQQNSQAIIYTN*GNS 
ESQYPFSKMDT 


4848 


35216 


A 


4889 


268 


500 




4849 


35217 


A 


4890 


1 


529 




4850 


35218 


B 


4891 


259 


1672 




4851 


35219 


A 


4892 


480 


657 




4852 


35220 


A 


4893 


2 


377 


WCDFSSSLHRSVQALRTFCVTL 
SGAFVRDCTTVLSSTTCEPSTD 
V/CWAMNIVTSVLLLYGSEEEA 
FWLLVALC\ERMLPDYYNTRV 
VVIRTYDQRYEQCVDLYDGLP 
TTLFTTDD WH V WPDLTG LP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4853 


35221 


A 


4894 




251 


TEARKAAAVMPK.TAVLAAORP 
KKAWGVLIPKKSTKRTPKAFA 
GGGCW/TKVGWSKVAKKVPKP 
EASKPKKAAPKTRRYKSTLKTK 


4854 


35222 


A 


4895 


283 


427 


PSVSKESPLNSPASQAGSATFAT 
TPLTPPK/PAATSSVAAAALLPA 
LPR 


4855 


35223 


A 


4896 


111 


1095 


SRGWSRLPVPCCAPALLSPWAV 

NGIRRRGAGDGTRRGGSGCAG 

AHSAGLVASGPESWIPGPVPPG 

AEPPRRGDSGLARCPAPGHPSR 

ASPQRPAEGFDALAAPSRVPGD 

SRQLSRNNTRSRCEGRGGKTPP 

AWAGVHRHGPPPAAPPGRARV 

HGHRLRGGLGPGGGKRGLPGC 

CPRAADPRGRP/GETSRSGERGP 

PGRSAPLSLQPRHRTGLET/RQP 

SPLARSRPGLGPRPSARRPSRPA 

PPPPPPELHRG APQRG R V ASQT 

RPGARARPAADTHSSLKSPASQ 

AG S A AF ATA PLTPQK PQLRAP 

WQPLHSFRPGRGVTSRLRTAPP 


4856 


35224 


B 


4897 


243 


452 




4857 


35225 


A 


4898 


3 


353 


RRYLSPKYIKMFVLDEADEMLS 
RGFKDQ1YD1FQKLNSNTQVVL 
LSATMPSDVLEVTKKFMRDPIR 
ILVKKEELTLEGIRQFYINVERE 
EWKLDTLCD\LSAMHGDMDQK 
ERDVIMR 


4858 


35226 


A 


4899 


3 


410 


NLQEWKLDTLCDLYETLT1TQA 
V1F1NTRRKVDWLTEKMHARDF 
TVSAMVCLPAASLLWVCPSEV 
SYLKPGFLEPRCLPGLLHICFLF 
QHGDMDQKERDVIMREFRSGS 
SRVLITTDLLVSRGN**QRQKG 


4859 


35227 


A 


4900 


1 


235 


MLSYVLEVTKKFMRDP1WILVK 
K.EELILESIHQFCINVEQEKWK.L 
DTLRDLYETLT1TQAWIFTNTR 
RKCCSKVREI 














XlQWVCPPn U/VI HTF Cr\\ VPTI 
INoIN VilKc-c. WrwLlJ 1 Lv^UL. Y c 1 L 

TITQAVIFINTRRKVDWLTEKM 
HARDFTVSAMHGDMDQKERD 
VIMREFRSGSSRVLITTDLLVSR 
GN**QRGTRGVEAGHTM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4861 


35229 


A 


4902 


2 


879 


AQFPTRLDLKATQALVLAPTRE 
LAQHIQKVVMALGDYMGASC 
HACIGGTNVRAEVQKLQMEAP 
HilVGTPGRVFDMLNRRYLSPK 
Y1KMFVLDEADEMLSRGFKDQI 
YD1FQKLNSNTQVVLLSATMPS 
DVLEVTKKFMRDP1R1LVKKEE 
LTLEGIRQFYINVEREEWKLDT 
LCDLYETLTITQAVIFINTRRKV 
DWLTEKMHARDFTVSAMHGD 
MDQKERDVIMREFRSGSSRVLI 
TTDLLARGIDVQQVSLVINYDL 
PTNR\ENYIHRJGRGGRFG RKGV 
A1NMVTEEDK 


4862 


35230 


A 


4903 


1 


1764 


MASLEEGIYSLKINSKRSSYNS 

MNPQFTAGSEGQNETEEPNKFQ 

SRKGRPQDSGSSLSLSVLQEILG 

DDIPKV K.EEA VI SSQSDLG ECPY 

CGERPARNATIFAPQKEKESAP 

EMSSSCDKRVTVN PPEKFSEGR 

PKTQNTLICEKCSQPSNFLDDY 

NPHV1IQKRLSNQSRVICEKSSP 

PLNVPDNYNSHSV1QKHKEKM 

AIERPSSGSDWSDVGGTTVIFSE 

EKPFSLCLPVVSEPPYYATDYT 

TFPPHYSPWHDYTSSWFSSTKS 

SCYPSLGSSSNTLQAGKSSCSSS 

SRSNNN 1 FQGERSSHQSFLSDYS 

TSFPVSSENTSRDLKMTEEGRS 

KNSSLFYYSRNVEAEAKEERVY 

QEETLGHPYGGRASSFPPRTIW 

QPEQPGFIDTHCHLDLLYSRLPF 

KGTFTKFRKIYSNTFPKEFQGCI 

SCFCNPQNLSDNLWEDQLKDD 

LVWGVFGCRPHFAHYYNNYQE 

RS1LKALRHPKAVAFGEMGLD 

YSSKCTTHIPEQQKVFKRLLRL 

AVSLK\KPMMIHCREADEDLLG 

ILK.KYVPSDHKMYQHCFTGSYP 

VIKPLLSCFPNLYVGFMAILTYS 

SAEQARETVKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Iinknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4863 


35231 


A 


4904 


125 


820 


VLAPNYHITFRNLSSVSSPVTSA 
EPVLQAGQARELSFSSLHPASPL 
LVPSTPALTLHAFNALVLFPSFP 
LEKAAKRERPKSKIQITARVGK 
MRRTWSPHTTISAGGSVNGAST 
LKNSLVWEAKPADTTNPTPPTT 
HPNPGPTPPTNTNRHPPPHHPLT 
N TPAPPHQPPATTP/SPQTQTPN 
YCPNTDHTTPTHDTPNPVPPTR 
RTPPNRTGICRTNTSQNYRLVSP 
APKIHWEA 


4864 


35232 


A 


4905 


407 


757 




4865 


35233 


A 


4906 


5 


426 


GKTSTKSQNASSPPKDHNSSPA 
REQN/WIENEFNELTEVGFRRIT 
SLEKNINDLMELKNTARELREA 
YTSINSQ1NQVEERISEIEDQLNE 
IKHEDKIREKRMKRNQQSLQEI 
WDYVKRPNLRLIGVPESDIENG 
TKLENTL 


4866 


35234 


A 


4907 


1 


2267 


MTGQFQDVVREEARPLPNRIM 

RLRFNHFATECSWDHLYVYDG 

DSIYAPLVAAFRCEVENRYQGN 

PLRGTCYYTLLIDYQFTFSLSQE 

DDRYYTA1MFVATPDEETPPIRG 

RQTAHTGELQLTSGGYPSGMK 

LPEEGTGERNRITINKKDVHTET 

PSKGHQHQRPKVDKSTKIKKN 

QRKKAENSKNKNASSSPEDHN 

SSPAREQNWMENEFDELTEVG 

FRRWVITNSSKLK.K.HVLTQCKE 

AKNLEKRLGQLLTR1TSLEKNV 

KELMELKNKAQELCEAYTSINS 

QIDQAEESISE1EDQLNEIKHED 

KIREK.RMKRNKQSLQEIWDYVK 

RPNLRLIGVPESDGENGTKLEN 

TLQDI VQDN FPSL ARQANIQIQE 

ILKTPQRYFSRRATPRNIIITFTK 

VEIKGKMLRAVREKDHSAIKLE 

LRIKKLTQNCTTMWKLNNLLL 

NEYWVHNEIKAEINKFFETNEK 

KDTTYQDLWDTAKAVFKGKFI 

ALNAHRRKWERSRIDTLTSQLK 

ELEKQEQTNSKASKRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

EKINKIDRLLARPIKKKREKNQI 

DTIKNDKGDITTEPTEMQTTIRE 

YYKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPTTSSE 

IEAIINSLPTKrCSPGPDGFTAKL 

YQRYKEEVVPLLLKLFQTVGK 

EGPLPNSFYWANIILIPKPGRHT 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


liod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4867 


35235 


C 


4908 


605 


760 




4868 


35236 


A 


4909 


94 


400 




4869 


35237 


A 


4910 


1 


1538 


MPIQMQYPQYKLVENKTQPPVI 

YQY WPPADLQYRPPPE VKY RP 

QVVCPVPNSTAPYQQPTAVVF 

NPTAPPSGQGIIAQNTDLVEWF 

FLPHSTIKTFTLYLDQMATLIGQ 

ARLR1IKLCESDSDKIIVPLNKEQ 

VRQAFINSGAWQIGLADFVGII 

DNHYPKTKIFQFLKLTTWILPK1 

TRHKPLENALTVFTDGSSNGKA 

A YTRPKERLIETQ YH W AQRAE 

LVAVITVL\QDFNQSINIVSDSA 

YVVQATKDVETALIKYS1DDQL 

NQLFNMLQQTVRKRNFPFYVT 

H1RAHTNLPEPLTKANEQVDLL 

VSSAFLEAQELHALTHVNATGL 

KNKFDITWKQAKNIVQHYTQC 

Q1PHLPTQEAGVNPREQHFTGK 

K.NSPHEGKLIWWKDKKNK.TW 

EIGKVITWERGFACVSQGENQL 

PGW1PTRNLKFYNEPLGDAK.KS 

ASA ETK.N PQLS1 1 DSPG 1CAPGCL 

MPTTQNWLVEVPTVSATSKFT 

YHMVYPPAPKRQRPARTGITND 

DGSFVKKGDM 


4870 


35238 


A 


4911 


1 


759 


FRMVIRCLPQRELDCDRGNWT 
ATSAELTG1KWRRYNFGGHGD 
CGP11S VPAQDDPI LLSFI RCLQA 
NLLCVWRRDV*PDC*ELWIFW 
WGDEPNLVGV\YIMNCRLWKK 
DSGKMAFPMNVGRC/FFKA1HN 
LLERCLMDKNFVRIGKWFVRP 
YEKDEKPVNKSEHLSCAFMFFL 
\HGESNVCTSVEIAQHQPIYLIN 
EEH1HMAQSSPAPFQVLVSPYG 
LNGTLTGQAYKMSDPATRKLIE 
EWQYFYPMVLKKKKK 


4871 


35239 


A 


4912 


' 


539 


MRHPCDGNSLYFDH1SVNMLA 
VMLYYGFGRVSIGKTGLRGVQ 
RHLWPLPLDASSTKTVSSSHSD 
KGEIFSPFPCSLINCNNFEMRNT 
TKCLMDKNFVR1GKWFVRPYE 
K.DEKPVNKRVTSQEIWLFDEYA 
GVSLPCFAVERCALLPLCLLPR 
LM1SISSTSRQPQYISRRGLKAK.I 
SWVV 


4872 


35240 


A 


4913 


198 


620 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4873 


35241 


A 


4914 


63 


1267 


RNRILRMEFFDWFWAFWSWLL 
NMTRSQNAKDSSSNSMENTDSP 
WCELFRELCKINALDVPDSLLV 
RGNEFSASVHNTFDHM WRTKE 
RYEAGWLLLSSADRVMK.ENDE 
LRDSVSWLQKQILSLKSAKIAL 
SGSLISYRERAEIVEKQTQTLIM 
RVADLQQKGYINSPALCHNL1W 
RDLDHFSFPYDITLFHYIDD1ML 
IGSSEQEVANTLDILKGQRFVLT 
VIDTYSRYWFASPECNASA/KT 
TIHGFTEC1IHYHGIPHSIASYQG 
THFMAEEPGWXSKNQGVEVTPF 
T1TPSDPVATFLLPVPMTLRSAG 
LEVLVPEGGTLPPGDTTMIPEN 
WMLRLPPGHFGLLLPLSQQAK. 
KGVTVLAVVIDPDYQDEISLLF 
HNGAIISDGNGVIL1GLLQWFST 


4874 


35242 


A 


4915 


2 


2210 




4875 


35243 


A 


4916 


1 


2036 


MDTFLDTYTLPRLNQEEVESLN 

RPITGAE1VAIINSLPTKKSPGPD 

GFTAEFYQRYK.EELVPFLLQLF 

QSIEKEGILPNSFYEASIILIPKPG 

RETTKKENFRP1SLMN1DAK1VN 

K1LAKRIQQHIKKLIHHDQVGFI 

PGMQGWLNTCKS1MV1QH1NRA 

KDKNHM1IS1DAEKAFDKIQQPF 

MLKTLKKLGTDGTYFKJVRAIY 

DKPTANIILNGQKLEAFPLKTGT 

RQGCPLSPFLFNIVLEVLARAIR 

QKEIKGIQLGK.EE VILSLFADD 

MIVYLENPIVSAQNLLKLISNFS 

KVSGYKTNVQKSQAFLYTNNI 

QTGSQIMSDLPFTIASKRJKYLG 

IQLTRDMKDLFKNYKPLLTEM/ 

KTKKWKNIPCS/WELEKTTLKFI 

/WNRKRAR1AKSILSQKNKAGG 

ITLPDFKLYYKATVTKTAWYW 

DQNRDIDQWNRTEPSEITPHIY 

NYLIFDKPEKNKQWGKESLFN 

KWCWENWLA1CRKLKLDPFLT 

PYTKINSRWIKDLNLRPKTIKTL 

EENLGITIQDIGMGKDFMSKTP 

KAMATQAKIDKWELIKLKSFCT 

AKETI IRVN RQPTK WEKIFTTY S 

SDKGL1SRIYNELKQ1YKKKKQP 

HQKDFAYHFTVFVFYFGAFLLE 

AAATSLHDLHCNTTITG/HATPE 

**PV*HKRSSLTiTYLCRSG*IIW 

WCDPHTHS 


4876 


35244 


A 


4917 




1359 
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NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ 11) NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4877 


35245 


B 


4918 




948 




4878 


35246 


A 


4919 




981 




4879 


35247 


A 


4920 




3747 




4880 


35248 


A 


4921 




1875 




4881 


35249 


A 


4922 




2238 




4882 


35250 


A 


4923 




3924 




4883 


35251 


A 


4924 




1068 




4884 


35252 


B 


4925 


62 


389 




4885 


35253 


B 


4926 




3663 




4886 


35254 


A 


4927 




1474 


MAVSTTVRVDMPCCAVMLYC 
WGRSGKEQQPDEALKGKGFTV 
CFEGLRFGQKPGSYFSLDQIGH 
VEIQMITPPWRGTTLSTKRGGR 
KRGKTESDREHNLAPPKGRDTP 
KKEGAHVRGGPLSGTPPTEKK 
GKARSPRYGDTHRGEGLNKTH 
RAPQNFSESPEPT1NKIDRPLAR 
LI RKKREKNQIDTIKN DKG DITT 
NPTEIQTTIREYYKHLY ANKLE 
N LEETDKFLDTYTLPRLNQEE V 
ESLNRP1TGSEIEAIIN S LP\TKK S\ 
PGTDG FTAKFYQRYKEEL VPFL 
LKLFQSIEKEG1LPNSFYEASIILI 
PKPGRDTQKKENFRPISLMNID 
AKIVSKILANRIQVHIKKLIHHD 
QVGFIPGMQGCVGSSARAIGQE 
KE1KGIQLGKEEAKLSLFADDTI 
ECLENP1VSAQNLFKL1SNFSKV 
SGYKIHVPKSVSFLYTNNIQAES 
QIKNAIPFTIASKRIKYLGIQLTL 
EVKELYNKNYKTLLKEIRDE 


4887 


35255 


A 


4928 


419 


1002 


CYQRWKVLKKSSGPLARL/IKK 
REKNQIDAIKNDKGDITTDPTEI 
QTTIREYYKHLYINKLENLEET 
DKFLDTYTLPRLNQEEVESLNR 
PlTGSEIEAIfNSLQTKKSPGPDG 
FT AKL YQRYKEEL VI Y RFN A I P I 
KLPMTFFTELEKTTLKFIWNQK 
RIRJAKSILSQKNKAGGITLPDF 
KLYYKATVTKTAWYW 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4888 


35256 


A 


4929 


1 


2502 


MFFETNENKDTTYQNLWDTFK 

AVCRGKFIALNTHKRKQERSKI 

DTLTSQLKEPEKQEQTHSKASR 

RQEITKIRAELK.EIETQKTLQKIL 

QKINESRSWFFEEINKIDRLLAR 

LIKKKREKNQ1DAIKNDKGD1TT 

DRTEIQTTIREYYKHLY ANKLE 

NLEEMDKFLDTYNLPRLNQEE 

VESL\HRLITGSEIEAIINSLPTKK 

SPGPDGFTAKFYQRYKEELVPF 

LLKLFQSIEKEGILPNSFYEANII 

LIPKPGTDTTKKENFRPISLMNI 

DVKILNKILANRJQQQIKKLIHH 

DQVGF1PGMQGWFNIHKSINVI 

QH INRTKDKN HMIISIDAEKAF 

DKIQQPFMLKSLNKLVLEVLAR 

AIRQEKEMKG1QLGKEEVK.LSL 

FADDMIVYLENPIISAQDLLKLI 

SNFSK.VSGYEINVQKSQASLYT 

NNRQTESQIMSELPFTIASKRIK 

YLG 1QLTRDVKDLFKEN YKPLL 

NEIKEDTNKWKNIPCSWVGRIN 

IVKMAILPKVIYRFNAILIKLPM 

TFFTELEK\TTLK.FIRNQKRACIA 

KS1LSKKE\KAGG1MLPEFKL*Y 

KATVTKTVWYWCQNRYIDQW 

NRTEPSEIIPH1YNHLIFDKPDKN 

KKWGK.DSLFNKWCWEHWLAI 

C R K L K.LDPFLTP YTK IN S RW I K 

DLNVRPKTIKTLAGHLGNTIRDI 

G LG KDFMTKTPKAMATKAKID 

KWDLIKLKSFCTAKETAIRVNR 


4889 


35257 


A 


4930 


1 


4187 


MG DFNTPLSTLDRSMRQKVNK 
DSQELNSALHQADLTDICRTLH 
PKSTEYTFFAAPHHTYSKIDHIV 
GSKALFSKCKRTEIITNCLSDHS 
AIK.LELRIKKLTQNRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETN EN KDTTYQN L WDTFKA V Y 
RGKFIAFKAVCRGKFIALNAQN 
RKQERSKIDTLTSQLKELEKQE 
QTHSKASRRQEITKIRAELKEIE 
TQKTLQKMSESRSWFFEKTNKI 
DRPLARLIKKKR 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4890 


35258 


A 


4931 




1818 


MSSRGPCTLETL1NPSPSVADDI 

PHLRPKPVYITTT RDN EN I Y ST K 

IPYMAARVVFIKWIVTFFLEKK 

YLTATQNTKNGVDVLPKIIQTV 

GGGAVQERAPELDGGGPTEQD 

KSHSNSSTLSDRRLSNSSLCSIE 

EEHRMVYEMVQRILLSTRGYV 

NFVNEVFHQAFLLPSCE1AVTR 

KVVQVYRKW1LQDKPVFMEEP 

DRKDVAQEDAEKLGFSETDSK 

EASSESSGHKRSSSWGTH\NSFT 

SAMSRGCVTEEG/TIQMLKAGV 

QALLQPVLCVFPLIPLPPLCNQA 

ARPAVVSIPLGDLLPWLSVLGG 

PADQWHLSYLK.PEGSSAYACIL 

EALESAGKGLWK.VSAVGRKP 

WTRGRSDRKGTVGHQVQFLFF 

KDEGRVDSRJLTLMVAWIRPNV 

LCVY1SRELWDDFLGVLS\SLTE 

WEELINEWANIMDSLTAVLAR 

TVYGVEMTNLPLDKLSEQKEK 

KQRGKGCVLDPQKGTTVGRSF 

SLSWRSHPDVTEPMRFRSATTS 

GAPGVEKARN1VRQKATAKRS 

QSISNCVHLSEALPATKSVPLLL 

HTLYKNKALKAALGQPVGKAD 

QLVVAGSPSVCCVEDQWGRSN 

LEAMVLWLYCIPPDGDVLYL 


4891 


35259 


C 


4932 


96 


278 




4892 


35260 


A 


4933 


1 


261 


KLRLPPGHFGLLLLLSQQAKKG 
VTVLAGVIDPDYHNEISLLLHN 
GGKKKTRPAEMLAEGKGNTE 
WVGEEVSHQYQL*PHDQLQKR 


4893 


35261 


C 


4934 


36 


385 




4894 


35262 


A 


4935 


1 


2349 




4895 


35263 


A 


4936 


207 


561 


QLA EPPHWIPGTRKDAQCLVGL 

pr.pwpnuiPUT nni i u/pivi?\/t 
rvjr WK^nlrrlLuuLLWrl YKV 1 

QKAASFEWGPE*EKALQQIQPS 
VQA ALPLGP* DL ADPMVLEVS 
MADRCAGWSLWQAP1GELQQ 
KPLGFWSKALP 
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SEQID 

NO: 


SEQID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


4896 


35264 


A 


4937 




1375 


MSTTQLDTMGAESLCNMETVQ 
VEDEGIQKLKEIRMVEWITPFRP 
THPSCEGPEDIPLTNALQNTFVR 
AAPASLK.SPVVALLLSPVGYRT 
HAVVISPVPECRFGIDILSSWQN 
PHIGSLAGRAHQKQFVGSWQG 
QQYAFTVLPQGHINSLALCHNL 
IWRDLDHFLLSQGITLVHYTDD 
I MLIG SN L ADPM VLE V SM AD RC 
AGWSLWQAPIGELQQKPLGFW 
SKALPSS A DN YSPFERQFF AC Y 
WALVETECLPTGHQLTMQPEL 
PIMNWVLSDPSSHKWVHGQSG 
HGGRDSGYSWTQQHGLPLTKG 
DLSMTTAECQIFQQQRPILSPRY 
GTIPWGDQPATWRQKWQRFVL 
TGIDTYSRYEFAYPACHASTKT 
TIHGLMEFLIHHHGIPHSIASDQ 
GTHLMAKEVRQWAHAHGIHW 
SYHVPHHPEVAGL1ERWNE\GL 
LKSQLQHQLVNRLRRELQCWL 


4897 


35265 


A 


4938 




324 


INCLRNCKT YQ A/RKP L WF YN T 
SLKFFLNKP/MLADVVFEIQGTT 
VPAHRAILV/ARCEVMAAMFN 
AG1FQAMCLLICAE/MYQVSRL 
QHICELFII/TQLQSMPSRELASM 
NL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4898 


35266 


A 


4939 


108 


2304 


VAAAYPPPASPPWSPARSLAGA 

APAPLCVGPAAVEAREGDAAG 

D ER1 AG EL A A RG PRE A V S RC F S 

PSRRPALGFEIMSIH1VALGNEG 

DTFHQDNRPSGLIRTYLGRSPL 

VSGDESSLLLNAASTVARPVFT 

EYQASAFGNVKLVVHDCPVW 

D1FDSDWYTSRNL1GGADI1VIK 

YNVNDKFSFHEVKDNYIPVIKR 

ALNSVPVIIAAVGTRQNEELPCT 

CPLCTSDRGSCVSTTEGIQLAKE 

LGATYLELHSLDDFYIGKYFGG 

VLEYFM1QALNQKTSEKMKKR 

KMSNSFHG1RPPQLEQPEKMPV 

LKAEASHYNSDLNNLLFCCQC 

VDVVFYNPDLKKVVEAHK.IVL 

CAVSHVFMLLFNVKSPTDIQDS 

SIIRTTQDLFAINRDTAFPGASH 

ESSGNPPLRVIVKDALFCSCLSD 

ILRFIYSGAFQWEELEED1RKKL 

KDSG DV SN V1EKVKCILKTPGKI 

NCLRNCKTYQARKPLWFYNTS 

LKFFLNKPMLADVVF\EIQGYG 

QCPAHRA1LWAPCEVMVAAMF 

NGNLHGKAKSVL1PVYGVSKET 

FLSFLEYLYTDSCCPA\G1FQAM 

CLLICAEMYQVSRLQH1CELF11 

TQLQSMPSRGTGHPWNLD1S/V 

DLL*KGPSFHHSWIAFSTWAYF 

HFHCYLTYLIFQFKRPGIFRDLF 

S/EGRNGSFLFGKRHRWGPSNM 

LLGRQL AG 1TGKYYFTSPGN VG 


4899 


35267 


B 


4940 


1 


3117 




4900 


35268 


A 


4941 


1 


1162 


MRVCARACVRTRTRMCVYAH 
TCVCVRTYAYVRVRVRVHVRA 
RVRVCAYARTRVRNSLSILPF1Q 
LTL ATPI HHIHQEEFNIRGI VPVL 
RRVKPDLAIG1DITPSCDTPDLH 
DYSEVRTNQGVGITCLNYHGRG 
TLAGLITPPRL1RMLEQTALEHN 
IPVQREVAPGVITETGYIQLFLP 
GWEIGFSPLALLLAFLCSTSPGF 
GDPDGLGVIAYQDTVRPNAAT 
AISELNALAVKGVILTGDNPRA 
AAAIAGELGLEFKAGLLPEDKV 
KAVTELNQHAPLAMVGDGIND 
APAMKAAA1GIAMGSGTDVAL 
ETADAALTHNH LRGLVQMIEL 
ARATHAN1RQNITIALGLKG1FL 
V TTL\M TGLWLAVLADTGATV 
LVTANALRLLRRR 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4901 


35269 


A 


4942 


1889 


3387 


QWA1KQFKHAEKENPYLFGGG 
HLRA1FR*SGFQ*RQLHTMHWG 
AS/QQAEHP/LAQPSTRAQLRTP1 
P/TA DS/QRAL VGSG MKPRLNG 
ERVLICAAGKHPADAFTGLINE 
LESAGQTVVLVVRNDDVLGVI 
ALQDTLRADAATAISELNALGV 
KGVILTGDNPRAAAAIAGELGL 
EFK.AGLLPEDKVKAVTELNQH 
APLAMVGDGINDAPAMKAAAI 
G1AMGSGTDVALETADAALTH 
NHLRGLVQMIELARATHANIRQ 
NITIA LG LKGIFLVTTLLGMTGL 
WLAVLADTGATVLFFPRLFEAR 
NSQVGNGETNQTRFRLCAAPG 
GTF1ADFTAGTGRRARPRRNRR 
RVVVSFDFHQNMRRFLMEIVA 
ARFVVSKVAAHFRTFHYGGVIF 
I SREN V I WRGFESI FDHLEQRFR 
LLFT1DNPVGVKNFVAAVLGVR 
LGKH1QFDVVRVTTKLCES1LQI 
VNFIFRQSQAKTQVSVDQRLTA 
LPQQINAGNRSRLMVGKQLLCI 


4902 


35270 


B 


4943 


1 


2104 




4903 


35271 


C 


4944 


1 


1215 




4904 


35272 


A 


4945 


3 


268 


YF.FNRPYPEIQRSGISVKLLEPLL 
FAATSDSQLSKTEISSIK1NSETV 
PVYQLRYNGNNALMFATYQD 
KMLVFSSTDMLFKDDQQDTEA 


4905 


35273 


B 


4946 


1 


1725 




4906 


35274 


A 


4947 


1 


1437 




4907 


35275 


A 


4948 


2 


736 


QCPYPY1AATGRILVVTHLICLA 
PQIVENQVTYPLTTTMLSVPGA 
KTVRGFSQFGDSYVYVIFEDGT 
DP Y WARSRVLE Y LNQ VQGMLP 
AGVSAELGPDATGVGWIYEYA 
LVDRSGKHDLADLRSLQDWIL 
KYELET1PCVSEVASVGGVVKE 
YQVVIDPQRLAQYGISLAEVKS 
ALDASNQEAGGS\SI\ELAEAEY 
MGGTCSAHGRALSRGVLWCRF 
SAIVRGPPRGMFCGAGAAPNLI 


4908 


35276 


A 


4949 


531 


632 




4909 


35277 


A 


4950 


532 


609 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4910 


35278 


A 


4951 


1 


525 


LGVEATA\1GDFGK\AAEKLPVP\ 
VELAQACAHAVMK.SGIDLAVS 
YCMQVNHGFAQPLEFLLGGLD 
KVPVLLVF1NGVATPLPGFQRT 
RMLGEAIGRFTSTPQYAGDTVN 
DEDISNT1RALFATGNFEDVRVL 
RDGELRKFPTCESDDNFRPVTF 
SVN Y V I RHDWVG 1 RRV VPEN E 


4911 


35279 


A 


4952 


1 


2769 




4912 


35280 


A 


4953 


1 


681 




4913 


35281 


A 


4954 


1 


1230 




4914 


35282 


A 


4955 


1 


774 


MLRTSDRPPYQYPKRCIPLSVL 
EVLRCARRWSLRPYKQLARAY1 
/ERYRHDRVDIEREKRGRLNQEI 
RGLVEQTNASLLNENANKDSK 
AHERGD1HYHDLDYSPFFPMF1M 
CMLIDLKGMLTQGFKMGNAEI 
EPPK.SI STATA VTAQI IG S VHI YG 
GTTINRIDEVLAPFVTASYNKH 
RKTAEEWNIPDAAGYANSRTIK. 
ECYDAFQSLEYEVNTLHTANV 
EGLTGDDG1AVEALKKNSQKPR 
MSASHNCELVSLRGRQYT 


4915 


35283 


A 


4956 


1 


1278 




4916 


35284 


A 


4957 


461 


1002 


SLSTKGYAAAKWCSTACAGS/T 
LLL1VLLWVFIPKGFFPGQDNGI 
1QGTLQAPQS1SFANMAQLQRQ 
VADV1LQDPAVQSLTSFVGVDG 
TNPSLNSARLQINLKPLDERDD 
RVQKVIARLHTAVDKVPGVDL 
FLQPTQDLTIDTQGSRTQYQFT 
LHATSLDALNTWVPQLMEKAQ 
QLPKLS 


4917 


35285 


A 


4958 


1 


291 


MNPVDRPLLDIGLTRLEFLR1SG 
KGLA\GLTIAPALLSLLGCKQED 
1 DSGTVGLINTPKG VL VTQRAR 
CTGCHRCE1SCTNFNDGSVGTF 
FSRJK.PH 


4918 


35286 


A 


4959 


1 


306 


MKNFE VLQPLQNS LSG LPL W V 
SERJLQQ1NQLTHYEPVIGIMGK 
TGAGKSSLCNALFAGEVSPVSD 
VAGCTRDPLRFRLQ1GEHFMTI 
VDL\PGVGESGVRD 


4919 


35287 


A 


4960 


2666 


2775 




4920 


35288 


A 


4961 


9 


308 


GDLDGSRHRAFLCHLPVELKTA 
LMFPVTLTRALMETAY/ATAVS 
A/NFRTESRGAH/SRFDFPD/RDD 
ENWL/CHSLYLPESESMTRRSV 
NMMPKLRPAFPPKIRT 


4921 


35289 


A 


4962 




1132 





577 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4922 


35290 


A 


4963 


1 170 


1352 


RNLPDAAGQSCAGEIRLYRQQT 
QRSRLQRWLHLACFRRCNLHR 
RELDATA*QHVRSCRWR 


4923 


35291 


A 


4964 


1 


312 


MRKLTALFVASTLALGAAMLA 
HAADTTTAAPADAKPMMHHK 
GKFGPHQDMMFKDLNLTDAQ 
KQQIREIMKG\QRDQMKRPPLE 
ERRAMHD1IASDTFDKVKAEA 


4924 


35292 


A 


4965 




205 


KDHIKGVLEAQNSLSTQVSLFF 
* SFFG *NSNMRNLIQI YRSL/CTK 
AI*LMNFKRHKNQLVINYLSRS 


4925 


35293 


A 


4966 




915 


MTGVATARARGLRRPLSVGQV 
PPFARL WKG VQTVERHM L ANI 
GTGSQHPGCGFQLINQNSVIVF 
A AGEVNGF TSGDVQCLKMRSG 
DMNDIQRRQRLLPDGNKFGEIQ 
TTIREYYKHLYANKLEDLEEM 
DKFLDTYTLPRLNQEEVESLNR 
PITGSEIEAVVNSLPTKKSPGPE 
RLTAEFYQRYKEELVPFLLKLF 
QTTEKEGLLPNSFYEASVLLIPK 
PGKDTTKKENFRPISLIVTNIDVKI 
LNK1LANRIQQH1KKLIHHNQV 
GF1IGVQGWFNICKSTNVIYHV 
NRTNDKNHM1SIDTEKAFD 


4926 


35294 


A 


4967 


1 


1338 





578 
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SEQ II) 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
coilon for peptide 
sequence 


Nucleotide locution of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, A=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4927 


35295 


A 


4968 


1 


1928 


PPLVIHRQTGSGEDLQQTPTDL 

QLRVLTIRRKTNKQKGHPHQNP 

ISSRRHEITK1RAELKETETQKTL 

QKKSMNPRSWFF\ERINK1DRLL 

ARL1KKKREKNQID\AIKNDK\W 

DITHRIPTEIETI1\REY\YKHLYT 

NKL\EN\LEEMDKFLDTYTLP\R 

LN\QEEVESL\HRLITGSEIEAITN 

SLT\TKKSPGPDGF\1AAEFYQRY 

KEELVPFLLKLFQSIEKEGILPNS 

F\YEASI1LISKPGRDTTKKENFR 

PISLMN1DAK1LNKILANQIQQHI 

KKLIHHHQVGFIPGMQGWFN1L 

KSINVIHHINRTKDKNHMHSIEA 

EKAFDK1QQPFMLKTLNKLGID 

GTYLTYLKIIRAVYEKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNVVL\EVLVGAIRQEKEIKG 

IQLGKEDVKLSLFADDMIVYLE 

NPIVSAQNLLK.LISNFSEVSGYK 

1NVQKSQAFLYTNNRQTESQIM 

SELPFTIASKR1KYLG1QLTRDV 

KDLFKENYKPLLNEIKEDTNK 

WKN1PCSW1GRINIVKMAILPK.T 

LNQKFSYWFRVNKHYIHQRTFP 

LKETEFNTIATLYNGASP/RTAP 

KSTGTNGHQASGLPRF*RIAFCS 

ALVKSKRKLYQGYLPGQTDRR 

EEGVSWCPGGP 


4928 


35296 


A 


4969 


2 


237 


QPVEDTWLSTPAAPMVDSLIAR 
VRVMARGNAITLPVCGRDVK/F 
TLE VLRGDS V E K.TS RV W\SG 1ET 
YQELVTEDALDDL 


4929 


35297 


A 


4970 




1752 




4930 


35298 


A 


4971 




723 




4931 


35299 


A 


4972 




1701 




4932 


35300 


A 


4973 




1446 




4933 


35301 


A 


4974 




403 


M KLMETLNQC IN AG HEMTKA I 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQA1RDAEKAGR 
LPHPDMEIRGRVEQRVGYT1EQI 
NHMRDVFGTRLRRAEDVFPPV1 
GVAAHKG\LALKGLRVLLVEV 
RHRV 


4934 


35302 


A 


4975 


1 


1374 
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SEQID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4935 


35303 


A 


4976 


1 


2259 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLAL/KGLRVLLVEVHKRWS*N 

DEGYRHCTV* * *\HPEARKITRR 

WRIGEAADLVGVSSQA1RDAEK 

AGRLPHPDMEIRGRVEQR\LV1Q 

LNKLIICVMCLVRDCDVLKTYF 

HR*SGLLPIKVAFTKP/HVSVHL 

AQDLALKGLRVLLVEEPPSAPN 

LGIGTINVVCAADVLIVPTPAEL 

FDYTSALQFFDMLRDLLKNVD 

LKGFEPDVRILLTKYSNSNGSQ 

SPWMEEQIRDAWGSMVLKNV 

VRETDEVGKAAPMVDSLIARV 

GVMARGNAITLPVCGRDVKFT 

LEVLRGDSVEKTSRCDNLKTCH 

TSHGSVMAETAVINHKKRKNS 

PRIVQSNDLTEAAYSLSRDQKR 

MLYLFVDQ1RKSDGTLQEHDG1 

CEIHVAKYAE1FGLTSAEASKDI 

RQALKSFAGKEVVFYRPEEDA 

GDEKGYESFPWF1KRAHSPSRG 

LYSVHINPYLIPFFIGLQNRFTQF 

RLSETKEITNPYAMRLYESLCQ 

YHPLTIEKVMKPLITSNTVTDEI 

ERANVFKMNGKWYLFTDSRGS 

KMTIDGINSND1YMLGYVSNSL 

TGPYKPLNKTGLVLQMGLDPN 


4936 


35304 


B 


4977 


1 


1744 




4937 


35305 


A 


4978 


1 


2367 




4938 


35306 


A 


4979 


1 


1215 




4939 


35307 


A 


4980 


1 


946 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDV1 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGQAPCMK\LTMRS 

SSSSAPSPWML 


4940 


35308 


A 


4981 


1 


1572 





580 
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NO: 


SEQ ID NO: 

sequence 


hod 


SCO ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4941 


35309 


A 


4982 




1617 




4942 


35310 


A 


4983 




550 




4943 


3531 1 


A 


4984 


1 


3818 




4944 


35312 


A 


4985 


607 


3777 




4945 


35313 


A 


4986 


671 


3091 


ARCQRVPGRPVPDLLRCLPRAT 

TPAPSPAPGLVVRRLAAPVPAA 

APVPAAAPVPAAAPVPAAAPVP 

AAAPVPAAAPVPVAAPVPVAA 

PVPAAAPVPAAAPVPAAAPVPA 

AAPVPAAAPVPVAAPVPAAAP 

VPRFQSPNQTASTSDSPHIGQLP 

HQTVP1SDSFHTGQSPHRTDSTP 

DSPHTGQLPHRTVPTPD/ELPHR 

TVPTPDSFHTRQSPHQTASTPDS 

PHIGQLPHQTVPISDSFHTRQSP 

HQTASTQDSPHTGQIPHRTVPT 

PDSFHTRQSPYRTASTPDSPHIG 

QLAHRTVPTPDSFHTGQSPHRT 

DSTPDSPHTRQLPHQTVPISDSF 

HTGQSPYRTASTPDSPHTRQLP 

HQTASTPDSPHTRQSPHRTVPT 

PDSSPHQTVSTPDSPHTRQLPH 

QTVPTPDSFHTRQSPHQTVPTP 

DSPHTRQLPHQTASTPDSPVTPD 

SPHTGQSPHQFPHQTVPTADSP 

H TRQLPHQTV PTADS PTPDSFH 

TRHSPHQTASTPDSPHIGQLPHR 

TVPTPDSFHTRQSPHQTASTPDT 

PHTRQLPQQTVPTADSPTPDSF 

HTRQSPHQTVPTPDSPHTRQSP 

H RTVP TPDSFHTRQYPQRTVPTA 

QTASTPGSPHTKQSPHQTVPTP 

DCPHTGQSPYQTVSTPDSPHTR 

Horny 1 Acs 1 rUarnlutjLrnl^ 1 

Ao 1 LUorrilUKrlr KV^IJVlAr I rtbr 

HARQLPCQMAPTPDSPTLDGPH 


4946 


35314 


B 


4987 


1 


891 




4947 


35315 


A 


4988 


157 


1990 




4948 


35316 


B 


4989 


1 


2157 




4949 


35317 


A 


4990 


1 


378 


MSIKGTYLKVIKAIYDKPTASSI 
LNGENLKAFLLRTGTRQGCPLY 
KINVYKSVALLYTTNDQGENQI 
NNSTPYTTAPRKIKY1GIYLTKE 
VKDLYKENYKTLLKEVIDDT/R 
WKHIPCSWMGRINIV 


4950 


35318 


A 


4991 


1 


392 





581 
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SEQ II) 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4951 


35319 


A 


4992 




1570 


ETDFAFVGQAGVQWCDLSSPQ 

PLPPWVQA1LLPQPPRQGCWSG 

IPKWSGISEDVQVWKNCKLDL 

AAATGKNCLGQGEEALLTQMR 

TGNQREVSDWWEEFVYLRSRN 

PLMVNSNYYMMDFLYVTPTPL 

QAARAGNAVHALLLYRHRLNR 

QEIPPVRGPQWVRDGGVVLWP 

LGHVGPGRQLTA HGFI -QTLLM 

GMRPLCSAQYEKIFNTTRIPGV 

QKDY1RHLHDSQHVAVFHRGR 

FFRMGTHSRNSLLSPRALEQQF 

QR1LDDPSPACPHEEHLAALTA 

APRGTWAQVRTSLKTQAAEAL 

EAVEGAAFFVSLDAEPA\GLTL 

EDPAASLDAYAHALLAGRGHD 

RWF\DK\SFTL1VFSNGKLGLSV 

EHSWADCPISGHMWEFTLATE 

CFQLGYSTDGHCK.GHPDPTLPQ 

PQRLQWALPDH1HSS1SLALRG 

AK.1LSENVDCHVVPFSLFGKSFI 

RRCHLSLDSFIQ1ALQLAHFRDR 

GQFCLTYESAMTRLFLEGRTET 

VRSCTREACNFVRAMEDKKKT 


4952 


35320 


A 


4993 




1027 


MPAKSPGQDVLGTDN1KIDVFK 

QTNQKSHTGEKPYECPECGKAF 

SEKSRLRKHQRTHTGEKPYKC 

DGCDKAFSAKSGLR1HQRTHTG 

EKPFECHECGKSFNYKS1LIVHQ 

RTHTGEKPFECNECGKSFSHMS 

GLRNHRRTHTGERPYKCDECG 

KAFKLK.SGLRKHHRTHTGEKP 

YKCNQCGKAFGQKS\QLRGHH 

RIHSGEKP\YKCNHCGEAFSQKS 

NLRVHHRTHTGEKPYQCEECG 

KTFRQKSNLRG\HQRTHSGEKP 

YECNECGKAFSEKSVLRKHQR 

THT\GEKP\YNCNQCGEAFSQKS 

NLRVHQRTHTGEKPYKCDKCG 

RTFSQKSSLREHQKAHPGD 


4953 


35321 


A 


4994 


154 


331 


IPAAATCMGSLLGG*ETPGLWA 
RRSVKSRGLFPGLPSPSRASVRS 
LLLLPAWAAFLEGIVDTRPTAW 
RAFPWTLFLSVFCQFLDFPETSL 
DSQKLSLDTPSF 
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SEQ ID 

NO: 


SEQ ID [NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oMast 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4954 


35322 


A 


4995 


657 


1455 


PEPKJPAAVAPPPESPLPAGDSEG 

CLQPGHLL\PASPRLPRPRQAAS 

LAHRPEKSAPGADCPSGRRAGR 

PWTCGGLSGPAAAPRPCPLAPA 

FAPAFLALGAQR\GPGPEQGGH 

ERQAERPGRRSRRTRAYSARIY 

LPVAAEWPMGPGPEPGAGGRR 

RGEVPGPGAQRSPARRRRGGPA 

AVSSGGRGVGGLRGAVLFQHP 

EQQQRPVGLAGLGAQQPAHV 

WRYGPLST/PPALGPPAAARGP\ 

GRRLFLPFSFSPSAGAPGAASRP 

SPRRSP 


4955 


35323 


A 


4996 




415 




4956 


35324 


B 


4997 


8 


211 




4957 


35325 


A 


4998 


1 


563 


mdpnheeipdlpek.efrrvk.sk 
nhmtisidaekafdniqhrfmi 
ktlsk1giqgthfn\i 1 ka1ydkp 
tasiilngenlkafplrtgtsivl 

EVLARAIRREKE1KGIQIGKEEV 

KLLLFADDM1VYLENPKDSYRK 

LLEQIKEFSKVSRYKINVQKSIA 

LLYANSDQAENQ1NNPTSFTIA 

AKNK1K 


4958 


35326 


A 


4999 


667 


960 




4959 


35327 


A 


5000 


317 


1157 


EFRMDPAIALVLALSLTVPKLT 

VPDSPLRLYRSFCTSACTSNLV 

VHFA*KEKWPDV*LYTDSWAV 

ANGLAGWSGTWKKHDWKIDD 

NEIWGRGMWIDLSEWSKTVK1F 

VSHESAHH1T*KSSAEEDFKNQ 

VDRMIHSVDTTRPLSPATPVITQ 

WAHEQSGHGDRDGGYAWAQQ 

HG L PLTKA DL AM VTA ECPICQQ 

QRPTLSP* YGTI PRG DQPATW W 

QVDYIGPLSSWKGQRFVLTGID/ 

TSGYEFAYPARSSANST1RGLM 

ECLIHHHGIPHSIASNQLYS 


4960 


35328 


A 


5001 


2 


15246 





583 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, A=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4961 


35329 


A 


5002 


1 


951 


MALALNRYL/CLAVLPLITKCA 

PLFAG/TEHRAIMVDSMLHTVY 

R/LSRGRSLTKAQRDV1ED/CLM 

SLC\RLLRRLVFDVPILNEFA/K 

MPLKLLTNHYERCWKY/Y CLPT 

GWANFGVTSEEE/LHLTRKLFW 

G IFDSLAH/K.KY/DPELYRM AM 

PCLCAIAG/ALPPDYVDASYSSK 

AE/KKATVDA EGN F D PRP VET/L 

NV/IIPEKLDSFINKFAEYT/HEK 

WAFDK/DKEIYRWPIKESLKAM 

1/AWEWTIEKAREDLDPREGYN 

PQPPDLSAV/TLSRELQAMAEQ 

LAENYHN/TWGRK.KK.QELEAK 

GGGTHPLLVP/YDTLTAK.EK.AR 

DREKAQSY 


4962 


35330 


A 


5003 


273 


478 




4963 


35331 


A 


5004 


2 


622 


GAPRSLSEKERQLMGMINQLSS 
FREQLLHAHYEQKKLAASQIEK 
QRQHMKLGKQ\QQEQIARQQQ 
RLIQQQHKINLLQQQIQQLYAA 
QLAAMQVSPGGKLPG1PQGNL 
GAAVSPTSIHTDKSTNSPPPKSK 
TCCLLLWEDEHSASIPEVTNQQI 
HLHLASS1TDHGGKVIWERCLE 
ESGKGVTGFPDWSPRWGRIPPE 
GSKEGFTKE 


4964 


35332 


A 


5005 


3 


512 




4965 


35333 


A 


5006 


1 


642 


MHAQTYAHTDTRAQPCTSMEK 

QVSLKPTEEAHKKERKPQKPG 

KYICQYCSRPC/AKPSVLQKHIR 

SHTGYG\CEMYPHGLEMERJPG 

EEFEEPTEGESTDSEEETSATSG 

HPAELSPRPKQPLLSSGLYSSGS 

HSSSHERCSLSQSSTAQSLEDPP 

PFVEPSSEHPLSHKPEDTHTIKQ 

K L ALRLSERKKHQ VI DRLG SG I 

LAGLSWQLLPQGEAL 


4966 


35334 


A 


5007 


341 


1020 


TLNRRQGCCLGSWLTRSNGILL 
FEISRPTYLPILL1LFLV1CR/HKL 
KMSVLNMVVRHDPGSTESAKA 
KEELIFRCRSRHFRASPLFSQHA 
AADKHKFQRFLTADMALAVTV 
YAPTTFPPSSLLLFKQKSNGMH 
NLI ATGHLLLVDPNRMVIKRVV 
LSDPPFKICTKMAVVCYMFFNR 
EDVQWFKPVELRTKWSRRGH1 
QEPSGTHGRMKCSFDRKLKSQ 
NTELMNLYK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4967 


35335 


A 


5008 


1 


847 


EKAQALEDLAGFKDPAPGHTE 
ESMTHDKTTKIPCKSPPELVDT 
ATSSKK.WPRACGQKVEVKEEL 
LAVGK.LTQTSG ETTHTNKEPEG 
EGKGMKAFK.QPAKQKLDPENV 
TGSRRLPRVPKEXAQPLEDLAS 
FQELSQTPGHTEELANGADSFT 
SAPKQAPDSGKPLKISRRVLQA 
PKVEPVGDLVGTR/D/PVKSQSK 
SNTSLPPLPFKRGCGKDGSVTG 
TK.RPHCMPAPEEIIEELPASKKQ 
R/VVAPRVRGKSPEPLVIMKRSL 
RTSAKR1EPAEDLNSNNMKTNN 


4968 


35336 


A 


5009 


9 


1094 


1RHEEESMTDDKTTIIPCKSSPEL 

EDTATSSKRRPRTRAQKVEVKE 

ELLAVGKLTQTSGESTHTDKEP 

VGEG K\GTKAFKQPAKRKLDA 

EDVIGSRRQPRAPKEKAQPLED 

LASFQELSQTPGHTEELANGAA 

DSFTSAPKQTPDSGKPLKISRRV 

LRAPKVEPVGDVVSTRDPVKS 

QSKSNTSLPPLPFKRGGGKDGS 

VTGT\KRLRCMPAPEEIVEELPT\ 

SKKQRVVAPRARGKSSEPVVIM 

K\RSL\RTSAKRIEPAEELNSND 

MKTNKEEHKLQDSVPENKGISL 

RSRRQNK.TEAEQQ1TEVFVLAE 

RIEINRNEK.KPMKTSPEMD1QNP 

DDGARKP1PRDKVTENK.RCLRS 

ARQNESSQP 


4969 


35337 


A 


5010 


1 


459 


MAKPWRALCILLRSLDSFLQLS 
ASLTCFGFMHNTYKNRPWGVL 
RSSTERSPRKGTAGDMRAGGRF 
NAPL1GQDLLFKEHFASKALDT 
CTN I ARSAKTQGGPVAAILLLL 
AFGPC1FNLRVKFVSSRIKA1KL 
QM/RLTIYRGPLDRPAGPSTGL 


4970 


35338 


B 


5011 


1 j 


687 




4971 


35339 


C 


5012 


194 


418 




4972 


35340 


A 


5013 


17 


396 




4973 


35341 


A 


5014 


1 


70 





585 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4974 


35342 


A 


5015 


1 


994 


MCFVKVVKNK.AYFKRYQVKF 

RRRREGKTDYYARK.RLVIQDK 

NKYNTPKYRMIVRVTNRDMICQ 

1AYARIEGIM1VCAAYAPELPKA 

YGVK\VGLTNYAAA\YCTGLLA 

GPAGFFHRFGMDKFYEG\QVEV 

TGDEYNVESIDGQPGCLHPAY 

WDARPLPRTSPLAIKVFWLP*R 

GAWDGGLVLFPPQYPNRFPWL 

WIPESQGNLNARRYHREGTIHG 

PR1VAGLHAPTLMEEDEDANYK 

KQFVRQYVKNS\VTPD\MMEE 

MYKKAHAAIRNENPVYEKKPK 

KEV\KRKRWNR\PKMSLAQKK 

DRVAQKKASPLVRAQERAAEKL 

NQTJFYKDFSDIAN 


4975 


35343 


C 


5016 


27 


308 




4976 


35344 


c 


5017 


68 


307 




4977 


35345 


A 


5018 


388 


1485 




4978 


35346 


A 


5019 


3 


1940 


RDRMILLKMEQEIIDFIADNNN 

HYKKFPQMSSYQRMLVHRVA 

AYFGLDHNVDQTGKSVII'NKTS 

STRIPEQRFCEHLKDEKGEESQ 

KRFILKRDNSSIDKEDNQSVCS 

QESLFVENSRLLEDSNICNETYK 

KRQLFRGNRDGSGRTSGSRQSS 

SENELKWSDHQRAWSSTDSDS 

SNRNLKPAMTK.TASFGGITVLT 

RGDSTSSTRSTGK.LSK.AGSESSS 

SAGSSGSLSRTHPPLQSTPLVAG 

\VAAGSPGCVP\YPENGIGGQVA 

PSSTSYILLPLEAATGIPPGSILL 

NPHTGQPFVNPDGTPAIYNPPTS 

QQPLRSAMVGQSQQQPPQQQP 

SPQPQQQVQPPQPQMAGPLVT 

QS1PAKKELNAFRVRNQEQRDT 

GTLHEGSGKISRMVLGWEPLSP 

YAPDRDDVATQFGQMTLSRQS 

SGETPEPPSGPVYPSSLMPQPAQ 

QPSYVIASTGQQLPTGGFSGSGP 

PISQQVLQPPPSPQGFVQQPPPA 

QMPVYYYPSGQYPTSTTQQYR 

PMAPVQYNAQRSQQMPQAAQ 

QAVLEVLSPLVSTVMPPKLAVL 

VMAGFRLRLELSESVLLQALW 

WSDHLSSFSELLCRLPDVLPEPS 

LLPLEYDHQKDAQGQDYLTCM 

VLVTLLLESPTGIQEDDSNEISVI 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location or last 
of peptide sequence 


Amino acid sequence ( X=Unknotvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4979 


35347 


A 


5020 




1353 


GDAYALVLRVTLYCGKCHXNE 

VVLAP1FEILSTESIQDQI.PYSV 

MLMSMLAITEGRRSFSVSVENA 

CSMYVTTVQVK.EVNQMHISPN 

SCNAIHPRDH1LE1SGTPTHTLQ 

VEELEDAISQMSQTLLLL1EHDP 

VSRSPAQLRLDAWLSPHTQNA 

GHPHALSTLDTKDNLEGTLRRC 

SLRLSNSISKSPSPSSPKEPLLLS 

RDISC WESLCCSSTYSKQN FRSC 

DLIHGEVLGKGFFGQA1K.VTHK 

ATGKVLVMKELMRCDEENQK 

TFLTEVK.VTLPSNLLPPGHDLL 

QTGAREQTGILK.TGGLSVPGGA 

GHPAACRAGGVGPHCEHAVRP 

DPRLTPLALAQPPAGGCSTASIA 

PLFSIPAVSRVFRASRGLAACLE 

AEQAGRTILTCEVCKLVVGLSL 

DSQQQLSSV LCG WLCLSCPQL 

WSLNRHPQHQHHLVEMQNLKS 

HPRPGETESAL 


4980 


35348 


A 


5021 


1 


588 


MEYPDGGS 1'LDLLEPGPLDETQ 
1IT1LREILKGLDYLHSEKK1HRG 
VKAANVLLSEHCEVKLVDFGM 

agqladtqtkrntfvgtpfwi 

apennpptleenyskplkefve 

aclnkelsfrptakellk.hkf1l 

rdtkktsyltel1drykrwra 

kqsqedsssedsnsetdgqds\g 

gsdsgdwiftiqekdpk.nl 


4981 


35349 


A 


5022 




1380 


GPRASPPRADRRGPAVPSQEVA 

VLSAMAHSPVQSGLPGMQNLK 

ADPEELFTKLEKIGKGSFGEVF 

KGIDNRTQKVVAIKIIDLEEAED 

EIEDIQQEITVLSQCDSPYVTrCY 

YGSYLKDTKLWIIMEYLGGGS 

ALDLLEPGPLDETQIATILREILK. 

GLDYLHSEKK.1HRDIKAANVLL 

SEHGEVKLADFGVAGQLTDTQI 

KRNTFVGTPFWMVVPEVIKQAG 

YDSKADIWSLG1TAIELARGEPP 

HSELHPMKVLFLIPKNNPPTLE 

GNYSKPLKEFVEACLNKEPSFIP 

TAKELLKHKFILRNAKAKTSYLT 

EL1DRYK\RWKAEQSHDDSSSE\ 

DSDAEUDGQASGGSDSGDWIF 

T1REKDPKNLENGALQPSDLDR 

NKMKDIPKRPFSQWLSTIISPLF 

AELKEKSQXACGGELGGPLKEL 

RGAIYLAEEACPGISDTMVAQL 

VQRLQRYSLSGGGTSSH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4982 


35350 


A 


5023 


1 


346 


MAGEKVEKPDTKEKKPEAK.KA 
DAGGKVQEGTGRYSRSAMYSR 
KAMYKRKYSAAKSK.IEKK.KEK 
VLATVTKPVGGDKNGGTQVFV 
QIITYSSYTQKVQLPKSTLKQRQ 
GPCPQGAL 


4983 


35351 


A 


5024 


67 


599 


SAAKSEMAGEKVEKPDTKEKK 
PEAKKVDAGGKVKKGNLKAK 
KPK.KGKPHCSRNPVLVRGJGRY 
SRSAMYSRKAMYK\RKYSAAK 
SKVEKKKKEKVLRNLLQNQVG 
GDKN\GGTR/VGLNFRKMPRI\Y 
PTEYDVPVRKLLSHGQKNPFSQH 
V/REKLRASITPGTILIMLTGRHR 
GKRVVFLN 


4984 


35352 


A 


5025 


101 


202 


PVPGTSSCTDRYHYK.KH**KJN 
TKLVSKYILNM 


4985 


35353 


A 


5026 


2 


562 


LRTVPDLPGRRFRAMRTGQRR* 
PELPPDMNSLEQAEDLKAFERR 
LTE YIHCLQPATG R WRMLLI V V 
SVCTATGAWNWLIDPETQKVS 

r r 1 ctLs WIN Mr r r 1 ioUl 1 LlLiLvrr f\ 

G1HKRVVAPSUAARCRTVLAEY 
NMSCDDTGKL1LKPRPHVQ*QS 
SLIVMGLRJAFLR1SDTAKSHKG 
FLLRLDM 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
coJon Tor peptide 


codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4986 


35354 


A 


5027 


1 


2090 


MGAVFFMLFSWWITSGHIQLLC 

TRRRATVSTHQEFVVTVSPFSL 

GLVVSGCLDADTAMPGSAEEQ 

FQWQSQDGQKDIEDELTTGLEL 

VDSCI RSLQESG ILDPQDYSTGE 

RVIHFGKTLGLSSEDYSIMEKG 

QMVKEVTVTPQVSVLKANETM 

ASALCGQEGHDDPLLLTVQMS 

TGNHYIKDNSLFPWVKWPSLLS 

QSALQLNSKPEGSFQYPASYHS 

NQTLALGETTPSQLPARGTQAR 

ATGQSFSQGTTSRAGHLAGPEP 

APPPPPPPREPFAPSLGSAFHLPD 

APPAAAAAALYYSSSTLPAPPR 

GGSPLAAPQGGSPTKLQRGGSA 

PEGATYAAPRGSSPKQSPSRLA 

KSYSTSSPIN1VVSSAGLSPIRVT 

SPPTVQSTISSSPIHQLSSTIGTY 

ATLSPTKRLVHASEQYSKHSQE 

LYATATLQRPGSLAAGSRASYS 

SQHGHLGPELRALQSPEHHIDPI 

YEDRV YQKPPM RSLSQSQGDP 

LPPAHTGTYRTSTAPSSPGVDS 

VPLQRTGSQHGPQNAAAATFQ 

RASYAAGPASNYADPYRQLQY 

CPSVESPYSKSGPALPPEGTLAR 

SPS I DSIQKDPSKYPILCDGGNPF 

CALVYRPSSRERASSL/LKSMCY 

Q*NRLYPKFRRVLGSGFEGMQ 

RRPCASKGIKGRFCGSSLEQDC 

EHGGQHPCYPKLVPTLWNPHQ 

REGNQKNSERV 


4987 


35355 


A 


5028 


123 


3825 




4988 


35356 


A 


5029 


1 


593 


MQVCSSGGRILRVSGTERQLRR 

EGGRFCLGRGVRNLREGGALR 

APFTAPSLTA LPPDIVDIKPAN\ 

M EDLTE VTTA S E S H PHHCNLF V 

YSSSKGFLRLCDMRAAALCDK 

HSKHPCDDIGPIQIIQGHLRTSR 

GWMI1LPALQSTFRCRMDEQNL 

RAFLAPRLCDFSTSQPQPGSPEQ 

PVMSGLISPWTKPSRSSVFSM 


4989 


35357 


A 


5030 


1 


894 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4990 


35358 


A 


5031 




3115 


RQ1CSMASELGARDDGGCTELA 
K.PLYLQYLERALRLDHFLRQTS 
AIFNRNISSDDSEDGLDDSNPLL 
PQSGDPLIQVK.EEPPNSLLGETS 
GAGSSGMLNTYSLNGVLQSES 
KCDKGNLYNFSK.LKKSRKWLK 
SILLSDESSEADSQSEDDDEEEL 
NLSREELHNMLRLHKYKKLHQ 
NK.YSKDKELQQYQYYSAGLLS 
TYDPFYEQQRHLLGPKKKKFK 
EEKKLKAKLKKVKKKRRRDEE 
LSSEESPRRHHHQTKV 


4991 


35359 


A 


5032 




1522 


MVAQASGQT1REAEVGGSLTA 

QEVEATS1LLSDESSEADSQSED 

DDEEELNLSREELHNMLRLHK 

YKKLHQNKYSKDKEWMSQLA 

ALNYYLAGGDEQKLLDLSYSPP 

QNRQPAMAKAHNNNNNNNNN 

NNNNHNKNPKRLLDERELLTY 

STATQSFDTRNTRSFDEDAKES 

RAAALRAANKSGTGFGESYSL 

ANPSIRAGED1PQPTIFNGKLKG 

YQLK.GMNWLANLYEQRLERL 

RFLQLEQEHTCPQEGRAERLRG 

QPLKLWALLHF1MPTLFDSHEE 

FNEWFSKDIESHAENKSAIDET 

KLKKVKKKRRRDEELSSEESPR 

RHHHQTKVFAKFSHDAPPPGT 

KKKHLSIEQLNARRRKVWLS1V 

KKELPKKTLYTQDAPFHVV1TS 

NQL VVQD VKYFQRVKWQYM V 

LDEAQALKSSSSLTRSNARYPL 

VSSQRKIHDQQVTTDKSSKMDP 

KEEEY1PAKHEMENTKLQFYLS 

AIGEKQWRWKILLQFQCRNRL 

LLTGTPIQNTMAE 


4992 


35360 


A 


5033 


1 


974 


MGFHHVARAGLELLTSGMCCY 

FAQDLRPEQSIKASLQRIILRKY 

EKCGHHNLQLKKGYKSVDEYK 

VHKGSYNGFNQCLTTTQSKIFQ 

CDKYVKDFHrCFSNSNRHMTEK 

NPFKCKECGKSFCVLSHLTQHK 

RJHTTVNSYKLEECGKAFNVSS 

TLSQHMRIHTGQKHYQCGEM\ 

GIAFNKSSHLNTHKIIHTGEKSY 

KREECGKAFN1SSHLTTHKIIHT 

GENAYKCKECGKAFNQSSTLT 

RHK11HAGEKPY1CEHCGRAFN 

QSSNLTKHKR1HTGDKPYKCEE 

CGKAFNVSSTLTQHK.RIQQQQQ 

QTIKQTKNLLNN1MNKKLWV 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hid 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codun, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4993 


35361 


B 


5034 


22 


684 




4994 


35362 


A 


5035 




1338 




4995 


35363 


A 


5036 




596 


MGMTDMGKSKK.KSQGPPSFPP 
GGAPPPAIGAPAGRERPPGTGD 
PFNQRPCDNLKTCHTSHGSVM 
AETAVINHK.K.RKNSPRIVQSND 
LTEAAYSLSRDQKRMLYLFVD 
QIRKSDGTLQEHDGICEIHVAK 
YAEIFGLTSAEASKD1RQALKSF 
AG KE V VF YRPG EDAGHEK.GYE 
SFPW/FIKRSPE*RRGKFPFTQM 
GQD 


4996 


35364 


A 


5037 


787 


1692 




4997 


35365 


A 


5038 


289 


1338 




4998 


35366 


A 


5039 


982 


1347 




4999 


35367 


A 


5040 


1 


780 




5000 


35368 


B 


5041 


148 


334 




5001 


35369 


A 


5042 


2 


545 




5002 


35370 


A 


5043 




732 




5003 


35371 


A 


5044 




1110 




5004 


35372 


A 


5045 


1 


1170 




5005 


35373 


A 


5046 




870 




5006 


35374 


A 


5047 


1 


1254 




5007 


35375 


A 


5048 


614 


1236 


TARVAAARRRCQCWGSGACGS 
ALTLPRTSSLTLTETPIVQQTRM 
VVRCPTASLPSQWRSCPSSTWA 
VPKTPPTWTCWRNSAILSL/VVF 
IRDKLMERRNRRTGRTEK.ARIW 
EVTDRTVRTW1GEAVAAAAAD 
GVTFSVPVTPHTFRHSYAMHM 
LYAGIPLKVLQSLMGHKS1SSTE 
VYTKVFALDVAARHRVQFAMP 
ESDAVAMLKQLS 


5008 


35376 


B 


5049 


1 


1281 




5009 


35377 


A 


5050 


2 


893 




5010 


35378 


A 


5051 




1416 




5011 


35379 


B 


5052 


49 


768 




5012 


35380 


A 


5053 


1 ^ 


792 




5013 


35381 


C 


5054 


1 


1461 




5014 


35382 


A 


5055 


887 


1203 


RPEKAR/IWGVTDRTVRTW1GR 
AVAAAAADGVTFSVPVPPHTF 
RHSYAMHMLYAGIPLKVLQSL 
MGHKS1SSTEVYTKVFALDVAA 
RHRVQFAMPESDAVAMLK.QLS 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5015 


35383 


A 


5056 


740 


1431 


CCQTLPVFHPPHPSHLGPRPCPP 

TH/HLPSEHRSLFLEAACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKX 

PKGLEISA/RPAGALRHRHRLHR 

PQQPSPPLGIPHPSLLVTAQVFIR 

DKLMERRNRRTGRTEKARIWE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVPVTPHTFRHSYAMHML 

YAGIPLKVLQSLMGHKSISSTE 

VYTKVFALDVAARHRVQFAMP 

ESDAVAMLKQLS 


5016 


35384 


A 


5057 


1040 


1477 




5017 


35385 


A 


5058 




1422 




5018 


35386 


B 


5059 


1 


1404 




5019 


35387 


A 


5060 


353 


870 


AWSSPRSRCPLHSRTPSLPRVEG 
QAHIGPGL/HRYQQGHQDLFIL 
RSDLPSQVFIRDKLMERRNRRT 
GRTEKARIWEVTDRTVRTWIGE 
AVAAAAADGVTFSVPVTPHTF 
RHSYAMHMLYAGIPLKVLQSL 
MGHKSISSTEVYTKVFALDVAA 
RHRVQFAMPESDAVAMLKQLS 


5020 


35388 


B 


5061 


1 


1612 




5021 


35389 


A 


5062 


2 


429 


WGHWASPRLWWAWGSPGPAG 
LKPPGTV A ASTG FSQWLLY1ETI 
SRTPVELELKNSKVRKDVLS/R 
GPHSLYLVQDAQLEHAMEIAK 
VSVQALQAYRAPPPRMEQAN P 
KTPPDANLYKKGPSPSPRRANT 
TRLGSRATKT1HPDS 


5022 


35390 


A 


5063 


508 


1007 


PPLAQKQA V ASQSHSPCGGFH R 
RWFRMRLTGE1MK1ITCFKLVP 
EEQD1VVTPEYTLNFDNADAK1 

Cr*M7TM XT A It? A \ A CAI ATHnnClA 

ALTVGG\SLLQNSKVRKDVLSR 
GPHSLYLVQDAQLEHALPLDT 
AKALAAAIEKIGFDLLIWTSSR1 
QAVALASPLSNT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5023 


35391 


A 


5064 


1 


1670 


MN1EFFDPPRIVSGLTLNR1NIQH 

PFHLTGIRYCIDERQRTVNDVL 

QAHAGRVLQQYLPAPATATFR 

CQSRNRTENPQFLVCQWAGED 

Q1TQLLQEQWRVLIVMIFRTHN 

HMAGPRRWFRMRLTGE1MKIIT 

CFKLVPEEQDIVVTPEYTLNFD 

NADAKISQFDLNAIEAASQLAT 

DDDEIAA\LTVGGSLLQNSKVR 

KDVLSRGPHSLYLVQDAQLEH 

ALPLDTAKALAAALEKIGFDLL 

1FVKGTCLVLLVAFGLVTTHFQ 

PCLFGVQNGEQETVQILLVGVV 

GGMERAERIIIPFTLAINNQPTT 

RLTKTIAQGMPAIIQRNIPNPRJS 

LQPAPTPRHSANPATMQPHAQ 

ATPTPKPHTRTYPTRPPHPQRSA 

TPGTQRTPTPGPQTARDRAPKP 

DHTRPQTAHTAHHTSNDPQQR 

HRTRQRHTNKQHPHPAPPRLPT 

LPQNNKRQKPAESDTRKHHTP 

HMRQPTAHAETTARNTQAAQH 

CHTQNTPQANRHATGDRPEHH 

QARDRTRIDPKPNPDPRTITGHT 

KGTTYAHKHTPLATHHMTRPT 

TGHRHGTHH 


5024 


35392 


A 


5065 


548 


924 


GLLRPRFSVNSPI IFNTWLLSAN 

S1NWR*YGFMPSLL1LLL*LNPM 

GRYSGASLVSRRMASTTLPGHS 

1AMRQPVCG1FALTRA11SI/AM 

WDFHVEDFMPERMALNLVLNS 

APLPK1FPARWMKFS 


5025 


35393 


A 


5066 


33 


424 


CRFDESFWCDA\HAIFVAPTLY 
AYDFYADKTLVPLTDALANTW 
QKQFPLDYGKGRLWGSVAFVI 
G S A LTG KL VTMFD YR VI L ALLT 
LGVASMLLGFLIRPTIQPQGASL 
QQESTGWSAWLALVRQNWRF 
LA 


5026 


35394 


B 


5067 




265 




5027 


35395 


A 


5068 


142 


609 


CLFRQVSAPHITRVCITRSAAT1 
QT1DLNNLDTGD*LQPAFPPVW 
LISPGPFHPTPSVTRVPLEKEIRT 
FAQRLSVLHGINAPEFFDKPLFS 
SLVLTLRDEGY1SDSGDAEPAE 
TMKVYQLQTNIVIIHKCFKAGF 
TLAVGNQFLLINKQRASHQN 
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SEQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of IhsI 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5028 


35396 


A 


5069 


983 


1387 


LVWKVIPWRPAWKITLCVLNS 
CRRACLFAPATTANRLQAVC/ 
WLQSANPSlNRGTLEKESRTVA 
QRLSVLHGINAPEFFDKAVFSSL 
VLTLRDEGYISDSGDAEPAETM 
KVYQLLAELITSDVRLTIESATQ 
GEG 


5029 


35397 


A 


5070 


1 


1815 




5030 


35398 


C 


5071 


1 


354 




5031 


35399 


A 


5072 


1 


678 


MTDKQQGEKQKQKTEDKTK.T 
KQKQRKNKTDKRRKTKTERNT 
QRTPERQTNTNQTRTKQ/RRPD 
TGVTQADTRQDTSARR\LMRQP 
RSAAAWMAALRGARDPKLITM 
VPHSKISRSIVRKGLPMTETQRR 
TETSKN Y RPREQQTRN RQQQD 
PRQQRTVQTHQQEERRETKDN 
NTHTKPHETLARRHRRHNIHAL 
AAADLVIEAASEVWKSKKRSL 
HSWRKFAPTNA1DH 


5032 


35400 


A 


5073 


93 


729 


SADPRNRRDTRAAKFTRDAGK 
TDC*NL*THIETPDPGDRYSRAG 
SCG PG/PLKRRLN V WKSKKRSL 
HSWRKFARHKRY*PLTLRQSLY 
TAIAAEIKNPERVAGLHFFNPAP 
VMK.LVEVVSGLATAAEVVEQL 
CELTLSWGKQPVRCHSTPGF1V 
NRVARPYYSEAWRALEEQVAA 
PEVIDAALRDGAGFPMGPLELT 
GPDWAGPPFCCHLFGV 


5033 


35401 


A 


5074 


145 


1038 


SILRLRQKRKQLTAYDFADNCD 
KALY*RNHRLIREILALVCAHD 
RQK.1C/YLPSLAGFL*LKNEINRL 
S V RG W/SRRRSFSVR*/PFTNTD 
RARSHFYQFVI1DELQSLFQSHA 
DRRNQNNGFVSTGSTHVGQFL 
TGQAVYSQVVRAAMNTDNLTF 
VN FCTVTEEQLTAILQTEQRER 
DRFTLTVRDQYAVLTLTHFTRT 
YVVVVAEGGVQQTSTGSHGHE 
LRTEANQTTAWDHVVETYAAF 
TV WIH VFQ V A LTF AQRLH Y RT 
LMLFFNVQSHVFIRLLFTTVDFT 
EDNFRTGYRQFETFTTH 
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SF.Q ID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


5034 


35402 


A 


5075 


39 


4329 


YAPATFSAATQPTPK.KINNPVP 
RNSAMHWQTRIQAQANGYWL 
EREQWLAVGEQWFWRMEWSG 
PHRAA AG RLCH HHGNDAT WH 
RG*FHLCFRPCV**RIEQPQEGY 
AIIMETTPPGTGVNFIFVSDPAF 
DKGYAFDFFCLEPMSHAPDDH 
HRPEGGDLIALAPGESTTSEMS 
LRVPVANCAVTTASLDSYYGE 
AMAIGERAPVALLDFAASARL 
AVGEALTNIAATQIGDIKRIKLS 
ANWMAAAGHPGEDAGLYEA 


5035 


35403 


A 


5076 


1 


625 


MRASGTDEAVVLVPPIRMTLEQ 
ALEFIDDDELVEGAAAAFEALE 
M M G SG RDREI \R Y G EG S P\ WFDI 
\VLPCGGG1TLTLHKLR\SAQPLL 
\AVLNRLEQK-KPVGLRYDPQAQ 
SLVCLPTQTRTGWNLNGFEASI 
THRALRTSRYDGQYYCQGPRT 
LT1RRTVIMTGSSDPHDTTDSNN 
DRVLGPSRYDGQYYCQGPRTL 
TIRRTVFMTGS 


5036 


35404 


A 


5077 




516 


ATLSCEVVLENLAASPVVTTLE 
YTLFDGERWVHSSAIDHLAIEK 
LTSASLAFTVEQPQQWSAESPY 
LYHLVMTLKDANGNVLEVVPQ 
RVGFRDIKVRDGLFWINNRYV 
MLHGVNRHDNDHRKRRGVGM 
DRVEKDLQLMKQHNINSVRNA 
HYRKRRNKEVRTKKK1ESIEEK 


5037 


35405 


A 


5078 


3 


678 


ASYYCTRMDLELVAVCDSRLS 
QRQ ALAEK YGN A S V WDDPQA 
MLLAVKPDVVSVCSPNRFHYE 
HTLMALEAGCHVI\QAREM/CD 
TARKLGKVLAYDFHHRFALDT 
QQL REQ VTNG VLGEI YVTTAR 
ALRRCGVPGWGVFTNKELQGG 
GPLIDIGIHMLDAA\MYVLGFPR 
/SVEDSLCGTIELHSGCILWLETS 
FALNIREHAIMNIRFCGDKAGA 
SVFPAHIYTATQR 


5038 


35406 


A 


5079 


2 


294 


YSFMV/PIFGGRRWTVFSTAILI/I 
PCVWLGIAVQNPNT/PFGIFIVIA 
LLCGFAGAN/FASSMGNISFFFP 

IVArVl^O A\r V r Ar/IAJ V 1NO V rl^A 

DGSVMSLAMPH 


5039 


35407 


A 


5080 


1 


834 




5040 


35408 


A 


5081 


2 


135 


QYASALVSTAIALLLV\CLAFLY 
PAAN\SE1HL\GVLSIFWGDPDG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5041 


35409 


A 


5082 


1 


324 


MQGGYNIHPLIDALDDAKLAPI 
AAKALSHTLLMFDNFYDVEEK 
AKRGNEYA\QVMQSWAD/AEW 
FLNRPALAEK.LTVTVFKVTGET 
NTDDLSPAPDAWSRPDIPLHAL 
GC 


5042 


35410 


A 


5083 




866 


MGLAQAKLLIEAPVNGGRNYN 
GPKVAKFLVGGASLNDVYLHQ 
HDKYRYDRYHLIRNREKTHMM 
PEWVTQNIMNGRGVNRLDDVN 
RPKSPE I KN DI RLFRQELRDA A Y 
HFQGDADNDQLSVTPLVGLGK. 
SSLLIKYTIFHRMRWAEQNLSICS 
SSFNRPAIFVRNIIQLLREGKKV 
EITVGDKHENDFYIPEDEPFICIIG 
ALPYLYEFNLRRFLSRLQYYVN 
TDQLVVRVW\KEDDN\TYHL\K 
GWWGDDKWMVITG\NKLDPR 
AWRLDLENAILIHDPQLELAPQ 
REKELE 


5043 


35411 


A 


5084 




3483 


VMFFFLPGLLMASWATRTPA1R 
DILSVSIAEMGGVLFGLS1GSMS 
GIL/SLGVVSETLWDT*C/HSWS 
RCPAH*SG**Y*/VLALWLTSPL 
LFAVGLGVFGASFGSAEVAINV 
EGAAGEREMNKTGLPMMHGF 
YSLGTLAGAGVGMALTAFGVP 
ATVH1LLAALVAQIAAWYKAL 
QEQIPDFIPRAPQRQM1ADVAK 
TLAGEEGRHLA1EAPTGVGKTL 
SYL1PGIAIAREEQKTLVVSTAN 
VALQDQIYSKDLP 


5044 


35412 


A 


5085 


1 


848 


MLVGKVVVSEGASFRTHGAVD 
TSKAYVSLENSGWTIIADITTTN 
QNTLLNLANLAMSDANVIMMD 
EPVTRSSVTASAENFITLTTNTL 
SGNGNFYMRTDMANHQSDQL 
NVTGQATAGDSLTLVTTGGGD 
AAFTLGNAGRVFDIGTYEYTLL 
DNGNHSWSLAENRAQITPSTTD 
VLNMAAAQPLVFDAELDTVRE 
RL\GSVKGVSYDTAMWSSA1NT 

KINIMV i 1 UAULKAV^AIrv I Vrirlrv 

QNRLIHFSLNGSTFNVYRHFRR 
TKTCPKDAETNGKEQGRCQPE 
CQT 


5045 


35413 


B 


5086 


75 


1777 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5046 


35414 


A 


5087 




860 


MKAPGLPADQQFFADLFSGLV 

LNPQLLGRVWFASQPASLPVGS 

LCIDFPRLDIVLRGEYGNLLEAK. 

QQRLVEGEMLFIPARAANLPVN 

NKPVMLLSL VFA PTWLG LSFY 

DSRTTSLLHPARQIQLP\SLQRG 

EGEAMLSVALTLFSRSPLEQNIIQ 

PLVLSLLHLCGSVVNMPPGNSQ 

PRGDFLYHS1CTWVQDNYAQP 

LTRESVAQFFNITPNHLSKLFAQ 

HGTMRFIEYVRWVRMAKARMI 

LQKYHLSIHEVAQRCGFPDSDY 

FCRVFRRQFGLTPGEYSARFQG 


5047 


35415 


C 


5088 


86 


601 




5048 


35416 


A 


5089 




870 




5049 


35417 


A 


5090 


305 


625 


VAPGDRHAFPLAPSGLSPELTLP 
QTQCCAQATVQG LEGTRS WSQ 
SGTSSLSPWSHTSLRRRRK.EEG 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEE/EEEGEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEAKTQ 


5050 


35418 


B 


5091 


1 


552 
















LTLN SH M A PAL1P1LAMSA PM T 

PMK.N/LSQVHAQGLV1RDLPLIA 

SNFRNTEDLSSYLKRHN1VAIA 

D1DTRKHAACAVPNTLVARGL 

RKHLKRVAAPQHWIAG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5052 


35420 


A 


5093 


2 


1902 


LKYPMK.RVGKRGEGKFERISW 
DEALDTISDNLRRILKDYGNEA 
VHVLYGTGVDGGNITNSNVPY 
RLMNSCGGFLSRYGSYSTAQIS 
AAMSYMFGANDGNSPDDIANT 
KLVVMFGNNPAETRMSGGGVT 
YYVEQARERSNARM1VIDPRYN 
DTAAGREDEWLPIRPGTDGAL 
ACA1AWVLITENMVDQPFLDK 
YCVGYDEKTLPANAPRNAHYK 
AYILGEGPDGIAKTPEWAAK1T 
SIPAEKIIQLAREIGSAK.PAYICQ 
GWGPQRHSNGEQTSRA1AMLS 
VLTGNVGINGGNSGVREGATG 
SAVGEVVFNTSMTGYQEILTD\ 
LPI\PSNRYS\SYP\ILAMSAPMTP 
MKN/LSQVHAQGLVIRDLPLIAS 
\NFRNTEDLSSYLKRHNIVAIA\ 
DIDTRKLTRLLREKGAQNGCIIA 
GDNPDAALALEKARAFPGLNG 
MDLAKEVTTAEAYSWTQGSW 
TLTGGLPEAKKEDELPFHVVAY 
DFGAKRNILRMLVDRGCRLTIV 
PAQTSAEDVLKMNPDG1FLSNG 
PGDPAPCDYAITA1QKFLETDVP 
VFG1CLGHQLLALASDVEKNVV 
M ITAQN H G F A VDE ATLPANLR 
VTHKS\LFDRYVTGHSSHR*TG\ 
FSFQRHPEASPGPHDA\AP\LFD 


5053 


35421 


A 


5094 


8 


456 




5054 


35422 


A 


5095 


377 


1228 


KQARGRLCPAKPQGWSCPRPW 
QPTFC/GQCDLKVRPGV1GDHF 
GALKFDCPTGFRTCLGRITPLFL 
PSSP1WNGCIFPIPVPGGDCGEG 
VQIRSLSCMVHSGSISHAAGRV 
EDALCGEMPFQDS1LKQLCSVP 
CPGDCHLTEWSEWSTCELTCID 
GRSFETVGRQSRSRTFIIQSFEN 
QDSCPQQVLETRPCTGGCSPQA 

Kr A AlKl^L 1 r ALKArr o Y U 1 l^uU 

VCGCEKGYTEIMKSNGFLDYC 
MK.VPGSEDKKADVKNLSGKNR 
PVNSKIHDIFKGWSLQPLDP 


5055 


35423 


A 


5096 


1 


519 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5056 


35424 


A 


5097 


1 


743 


MCPAIDAVLVYVNRKWTNLSD 

PMPVGQMGTVKYVLMSAPATT 

ASYIQLDFSPVVQQQKGKTIKL 

ADAGEALTFP/RGVMPKA/PPQL 

L VPATFLSA EL ALLQKSFHVNI 

QDTMIGELPPQTTKTLARFIPEV 

AVAYPKSKPLTTQIKIKKPPKV 

AMKTGKSLLHLHSTLEMFAAR 

WRRKAPMSLFLLEEHFNLKGQ 

HSLHENQLQMATSLDRRGN/YT 

GFITSYLEEAYIPVVNDVLQVG 

LPLPDFLAMNY 


5057 


35425 


A 


5098 


2327 


3435 


KTTTLEDNLGNTIQDIGPGKDF 
MMK1PKANATKIKIDEWDL1KL 
KSFCTAKATTKRVNKQDESLRS 
HYE*WGMLTDCVVMRDPNTK 
RSRGCGFVTYATVEEVDAATN 
ARPHKVDGKVVEPKRTVSRED 
SQRPGAHLTVKKIFVGGIKEDT 
EGFAFVTFDDHDSVDKIVIPKY 
HTVNGHNCEVRKALSKQEMAS 
ASSSQRGRSGRGGGFGGNENFG 
CGGNFSGHGGFGGSHDGGGYG 
GSGDGYNGFGNDGGYPGGGPG 
YSGGSRGYGSGGQGCGNQDSG 
YGRSGSYDSCNKGGRGGFGSG 
SGSNFGGGGSYNDFGNYNNQY 
SNFGPMKGGNF/GGRRSGP*GD 
GGQYFAKPPNHSGYGGSSSSSS 


5058 


35426 


A 


5099 


1 


636 


MRDPNTKRSRGFGFVTCATVE 
EVDAAMNARPCKVVGRTVEPK 
RAVSREDSQRPEDTEELHLRDY 
FEQYGKIEVIEIMTDQGSGKKR 
GFAFVTFDNHDSMDKTVIQKY 
HTVNGHNCEARKALSKQEMAR 
ASSSQRGRSGSGNFGGGRGGGF 
GGNDNFGRGGNFSGHGGFGGS 
HGGGGYGG/SGDGYNGFGNDG 
GGGSYNDFVNYNNQSSHFGPM 


5059 


35427 


A 


5100 


1 


3622 


MTGICYTEDERSYKKNAQPTA 
ASKKQKETQKFCLRVDGQQKV 
KLSVLQEKSAQLTVQLKSQKFL 
G HPTAGRGRSELCLDLPDPPED 
PVALETRSVGTWVRERDLGMP 
DGEAALAAKVAVLETQLKKAL 
QELQAAQARQADPQPQAWPPP 
DSP VR VDTV R VV EG PRE V E V V 
ASTAAGAPAQRAQSLEPYGTG 
LRALAMPGRPESPPVFRSQEVV 
ETMC P V PA A ATSN VHM V K K I SI 
TERSCDGAAEMKWEDQNIGD 



599 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5060 


35428 


A 


5101 


1 


782 


MRRRLQLDSLLHPPSCFSSTLK 
CGKAAAAACDSSDQIQERLQT 
GHLPCEASHTICPPNHHSQSTLR 
PPLPPP\HNHTLSHHHSSANSLN 
RNSLTNRRSQIHAPAPAPNDLA 
TTPESVQLQDSWVLNSNVPLET 
RFWCCQRFLVFPGLQLQHLTLS 
LPVWSHGALPVSLCIF TWLSSH 
KDTSHFGLRVHLLSLPLEAKYS 
FYPGCPVLEPAPNPLKGPWCLW 
GVGTFRRYCTTFLFNESEPKDL 
VGEKFKSDRLCREAHLQE 


5061 


35429 


A 


5102 




1864 




5062 


35430 


B 


5103 




525 




5063 


35431 


A 


5104 


2 


351 


RPA V G AEKSNPS K.RH RDRLANA 
E\LDHLASLLPFPPDIISKLDKLS 
VLRLSVSYLRVKSFFQVKRQRR 
EIHGRNCQKKRNQNLKDRGWQ 
WQMPKMWMTTRANEGPCRSG 
GPEHWTPRP 


5064 


35432 


A 


5105 


1 


375 


RPLQKQRPAVGAEKSNPSKRHR 

DRLNAELDHLVASLLPFPPDIISK 

LDKLSVLRLSVSYLGVKSFFQG 

QGLAVADAEDVDDHTGERRP 

MSFRRPRALDTQALRRTQFGLH 

LLMVNIAGLIATDRL 


5065 


35433 


A 


5106 


407 


910 


NVTPAHYDEQQNFFAQ1KGY1R 
C1LFPPDQFECLYPYPVH H PC YR 
QSQV*LDNPDYERFPNFQNVVG 
YETVVGPG DVLY1PMYWWHH1 
ESLLNGGITITVNFWYKGAPTP 
KR1EYPLKAHNKVAIMKNIEKM 
LGEALGNPQEVGPLLNTMIKGP 
IQLACQGSRPPAR 


5066 


35434 


A 


5107 


237 


908 


HEKPGRQRETRSQNHHHHHHH 
HHHHQEK1RIQTFTERP*EDTER 
SDCPQ AKKRSPRRNQPC* HLDF 
ELPAARAATQPVNSGARAGRA 
GATVPRHTATLLLLHQRRDYA 
GGSLCDIDRAPDAKQGGKS*ES 
ETDSRFWKGTVC*DHTAGWVH 
GRPTTPHHSSPDSRNGGFQLHQ 
Q1ALAAGWREGASRPKQEPLQP 
GPEQGQRRGRREPVQGKAPSG 
HQSWPAE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5067 


35435 


A 


5108 


57 


873 


SGLCTAAFHHQMEVVHT*SVSS 
RS* R\PTTPV 1 AQW AH EQSGHG 
GRHGGYAWTQQHGLPLTKAD 
LAMATAECPICQQQKPTLSPRY 
GT1PQGDQPATWWQVDYIGPL 
ASRKGQRYGFAYLARNVSAKT 
TIHGLMECLIHHHGIPHIIASDQ 
GTHFVAKEVRQWAHAHGIHW 
FHHVAYHPEAGGLTEWWNGL 
LKSQLQRQLGDNTLQDWGKVP 
QKAMYALIQCPIYGIVSPIARIH 
RSRNQGVKVEMAPFTITPSDPL 
AKCLLPVLVTLRSAGL 


5068 


35436 


A 


5109 


1 


311 


Q1TMQPELPIMNWVLSVPSSHK 

MGHAQQH\QEVAQMPRVSTPA 

TLPSLPQPALMAPWTVPYDQL 

MEEEKARARYAGT1QKWTAAA 

LQPLSRTSLKDSGEGTSK.W 


5069 


35437 


A 


5110 


3 


591 


DPADPMVLEVSEADRDAWPIS 

ESQQRPLGFWSKALPSSANNYS 

FFKRQLLACYWVLVEIEHLTM 

G HQVTMRPELPIINCVLSDPCSH 

KVGHAQQHS11KWRWYIHDWA 

EGTSK1.HEEVAQ1PMVSTPSLP 

QPAPMASWEVPYDQLTEEEKT 

RA WFTDG SA R H AG ATQK WTA 

VALQPLSGTSLQDSSEEKSSQW 


5070 


35438 


A 


5111 


1 


582 




5071 


35439 


A 


5112 




635 





601 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5072 


35440 


A 


5113 


2 


1538 


FFPIGFWRQHIPRLSVLLQHIY* 

VT*KAASFEWGPKQEKAL*QV 

QAVVQVALPLGPYDPADPMLL 

EVSVADKDAGCSLWQAPIGES 

QWRSLGFRSKALPSSADNYSSF 

ERQLLACYWALVETECLTLGH 

QVTI*PELPIMNWVLSDPSSHKV 

GHEQQHSIIKWRWY1CDWAVV 

GRESTTNGLAGWSETWKKHH 

WEMGEKQIWGRSMWMELSEW 

SKTVKIFVSYVSAHQCVTSTEE 

DFNNQWDGMTCSVDTTHPLSL 

TTSVIAKWAHEQSDHGGRYGG 

YAGAQQHGLPLTKADLAMTTA 

ECP1CQQQRPSLSPQYGTISQGD 

QPATWWQVDYIGPLPSWKGQR 

FVLTVIDTYSGYGFAYPEHNTS 

AKTTVNGPMECL1HRHGIPHGI 

ASDQGTRFTAKEVWQWAHAH 

GIHWFYYVPHHPEAAGL1GWW 

NGLLKSQLQCQLGDNTLQGWG 

KVLQKAVCALNQHPIYGTVSP 

VAR1HGSRNQGVEVEVAPFIITS 

SDRLAKFLLPVSSTSCSAGL 


5073 


35441 


A 


5114 


488 


966 


ILVGSKGQSVCPGPSSSGTRGSS 
SPGVAVSNKAAATVGPQ*VTQ 
QEGGPGSRQRTRAGSPELVPAG 
PSAVEGEEGSWTPGGPQVPRKR 
SAAPSRQR*HWLRCTPA*QRRG 
DWPRAAGRCHAARPPAAGSRA 
PTKISARPTRISRLGPRAASKAQ 


5074 


35442 


A 


5115 


197 


421 


KLKATMNSFHKS*SCALVSTRP 
CSPRGDPRATLTTIPALVEPPCG 
TQDPKM A A E APQRPG KRLGRN 
LLTRRRPT 


5075 


35443 


A 


5116 




5649 


LLEKLRQRIHDKAVALERAIDE 
KFSALEEKEKLELRQLRLAVRER 
DHDLERLRDVLSSNEATMQSM 
ESLLRAKGLEVEQLSTTCQNLQ 
WLKEEM ETKFSR WQKEQESIIQ 
QLQTSLHDRNKEVEDLSATLLC 
KLGPGQSEIAEELCQRLQRKER 
MLQDLLSDRNKQVLEHEMEIQ 
GLLQSVSTREQESQAAAEKLVQ 
ALMERNSELQALRQYLGGRDS 
LMSQAPISNQQAEVTPTGRLGK 
QTDQGSMQIPSRDDST 


5076 


35444 


A 


5117 


2 


157 


YLGRHLCLFSEHEEHSSRKEMV 
LVEGLCSEQGRRG*TLASSSER 
KPLENER 
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SEQ ID 


SEQ ID NO: 
or peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5077 


35445 


A 


5118 


248 


621 


TDEPSLLSHTFCPKGALLSACSG 
ACPLSSGTQAGMPPSTEALQPC 
RGLTVPHQ/LG*RPQGMLWWK 
ALAADWSVEWQKGRRGLGKA 
LSVTSRTGRLLCR*GSAEAAAS 
PLAASPRRSSRALGAGIP 


5078 


35446 


A 


5119 


2 


157 


YLGRHLCLFSEHEEHSSRKEMV 
LVEGLCSEQGRRG*TLASSSER 
KPLENER 


5079 


35447 


B 


5120 


125 


994 




5080 


35448 


A 


5121 


1 


550 


RRYRPRRVQDPGGPAEAERGPP 
RRLLNARVHVCRAEASERAPGP 
CGRVSAHVERARDPRLE*QLED 
KAAPRQDFTQQLRGPEKQHRM 
VWQEKEDMHKQLVEASETLKS 
QAKELKDAHQQQKLALQEFLE 
LNELMAELYSQKQKVWDKEEE 
MEVAMQKADMMWQEI*RSK.K 
LRKRMLFSQMRWL 


5081 


35449 


A 


5122 


135 


638 


GSFPGPAPLGQTLVTLGLAWQS 

SGWILRGWLVPPRAKCSPRGQ 

ALA1CLSLRGLGARSTWAETRP 

QGPRGSLASLCPAHMDLSIWKT 

GDGGPRSAFSKVHQGSLNTFG 

VDTAARRLSQARTAPSPSV\SAP 

SSA A APASAG PPPAPG APPTPA 

QALRPAPPSPRPAER 


5082 


35450 


A 


5123 


193 


610 


VGELLPFRFKISLRPFLALCLSSL 
GPCRQPHSGSVPA*NPLLGPRA 
KSSPHSGCGLAPFAIPELLRRLP 
LEGSAHCPAPEGAASPPTSWDS 
ADPPCRETS1FAPPRVVLTPGPS 
APQASPSQPLLFLTPRWDRLPES 
VL 


5083 


35451 


A 


5124 


2446 


2630 


VGFFFFFWWGERGTGSYSVTQ 
ARVQ*YDLGSLQLLPPSFK.GFS 
CLSLPGSWYYRHGPPRLG 


5084 


35452 


A 


5125 


3 


710 


EDG D WDQRRGGE AG DQDQRR 
GGEDEDQDQRRGGEDGNRDQ 
KRDGENGDWDWKREDENK.DQ 
DEKREGEDGNQDQRRGGEDGD 
QDQRRGGEDGNQDQRRGGKD 
GDQDQGRGGEDGDQDQGREG 
EDGDQEQRRRGEDGE* DQRRG 
GEDGGQDQKRGGEDGNQDWS 
REG EDRD* H WRRGG E VG E * DQ 
RRGGEDGE*GQRRGSEDGDWD 
RSRGGEDGDQDQRSVGHLCHS 
QGPPASGCVS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5085 


35453 


A 


5126 


506 


882 


RCSGQGGFDGNKGTKALPTISA 
DTTRCWRTLRVTQMTCRFRRF 
KAFFIGIMSCGRTGR1LFPPCSS 
MSWIPCRAKNS*GNVISQSPSK 
NR/WQIMMVIQLLNFYLPGDFV 
SFRIMLK.GNWEVTRTRG 


5086 


35454 


A 


5127 


107 


1327 


ERRKRAVGGFDLVLGEQPSDK1 

FR*VIV*GLALWLPLSKSFVIPP 

AELAINPSAKCKTDMTVMEDA 

VEVR*VWLQD*GLDSLEVLLDS 

FGPVRDCSKDNGGCSKNFRCIS 

DRICLDSTGCVVGLPCKLVVDS 

SGCYDRHIGVDCSDGFNGGCE 

QLCLQQMAPFPDDPTLYNILMF 

CG * V ELP ARPLDGRSCQ L ITETC 

PEG SDCGESRELPMNQTLFGEM 

FFGYNNHSKEVAAGQVLKGTF 

R*TSYT*N*YQQLPDGLVVATV 

PLENQCLEEISEPTPDPDFLTGE 

CAFSTLFGYPVLQHWKVRSVM 

YHIKLNQVA1SQGEHCCRLSCD 

GATSRADFVALLDQFGNHYIQE 

A1YGFEESCSIWYPNKQVQRRL 

w/i cvcnicir,r\t/u a pu/hii ctc 
WLt i cUlaNUtwnAL wyiLs 1 r 

PWIVISLHNCLP 


5087 


35455 


A 


5128 


3 


23 


FYSAFLVADKVIVTSKHNNDTQ 
H1WESDSNEFSVIADPRGNTLG 
RGTT1T*VSIPPSL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


5088 


35456 


A 


5129 


1 


2462 


MRALWVLGLCCVLLTFGSVRA 

DDEVDVDGTVEEDLGKSREGS 

RTDDEVVQREEEAIQLDGLNAS 

QIRELREKSEKFAFQAEVNRM 

MKLIIHSLL*NKGIFLERLISNSS 

CVALDRLSLISLTDENALSVNE* 

LTVNMKCDKEKNLLHVQHTGV 

GMT\R£ELVKN\LGT1AQIWDQ 

ASFLNKMP*SHRKMGPVNLPEL 

IGPVWVSGFLFPPSLVADKVIVT 

SKHKQPIPQH1WGVWTPNGIFL 

*LLDPRGKHS*DRGNRQFTLCP 

♦KEEASDLPWNLDTIKNLRQKN 

IHSF1KLFLIYVW\SSK.TETV*GA 

PWGEEEAAKEEKEESDDEAAW 

EEEEEEKKPKTKKVEKTVWDW 

ELMND1KPIWQRPSKEVEEDEY 

KAFYKSFSKESDDPMAYIHFTA 

EGEVTFKSILFVPTSAPRGLFDE 

YGSKKSDYIKLYVRRVFITDDF 

HDMMPKYLNFVKGVVDSDDL 

PLNVSRETLQQHKLLKVIRK.KL 

VRKTLDMIKKIADDKYNDTFW 

KEFGTNIKLGVIEDHSNRTRLA 

KLLRFQSSHHPTDITSLDQYVE 

RMKEKQDKIYFMAGSSRKEAE 

SSPFVERLLKKGYEVIYLTEPVD 

pvtihai pppnrik'PTTOTvivAk'pr: 

C I dl^AL-r Cr UUlSJvr^lN VANCU 

VKFDESEKTKESREAVEKEFEP 
LLN WMKDKA LKDK1 EKAVVSQ 
RLTESPCALVASQYGWSGNME 
RIMKAQAYQTGKD1STNYYAS 


5089 


35457 










RWGLAMFPSLDNKSETLSQKK 
KKKDLCPH1SFEMDLTTADAR 
WVQDAATRLLATTRCPPNSRG 
SR**ISWRAGCCPGGWAGPHW 
GHDGCL*PSCVSSS 


5090 


35458 


A 


5131 


3 


477 


GRLPRHRGGEPGAAQPAGRQP 
RGGAAATAAGAPRAGGGAAA 
GNARRCREAAARDPHHGEGSG 
PEPSQCEGAAHQRAGRAQGD* 
GGSGATGEGGRRGHDSHNPLG 
RVRGSTLPPS**N*VGL*VPSWP 
QCGPAHPPGQHPALQEIHQRLP 
LESGGHRVV 



WO 01/075067 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ll>NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


5091 


35459 


A 


5132 




446 


RTGSWGWSASQQRHRKDRGL 
DSAGSGWVSHILPVPAPPPADA 
RPSASRWRRQGSHPLPGRTECP 
SVQPLCLPPPAGHHRNHSIASPS 
QTPPPRSLPGSQDKSLFLPRDRR 
TGEGEGHMN*APLSAPGTSCRS 
GGSTSWLPEILGPTQ 


5092 


35460 


A 


5133 


352 


588 


DIFKVGGCFLFK.RLRCQQRFFL 
L1FSSSTQSA*RVSNGPYH*EIK 
MAVYYGELRKNGLIQESCDN1Q 
PRQGSFNMDSMQ 


5093 


35461 


C 


5134 


13 


144 




5094 


35462 


A 


5135 


587 


1078 


LSQRFPLSSRJKLQRLSLQNG1P 
Q1KELDYLFRTNSNQINFNLLSH 
RVRARPPAPPGRPNPSPGPDRPP 
EPPARAGSSRRGPGEPPRRQPQ 
RRFRRRGPDRPGRLSRGL*RRR 
ARPASPQPRQHHSRGPAGRPGV 
APRRPAGLAAAAERLTARGAA 
ASPAIPRA 


5095 


35463 


A 


5136 


44 


455 


HLRNRTR/PSQITPH1YNHLIFDK 
/PLFN1WWWENWLAICRKLKLD 
PFLTPYTKINSRW1KD*NIRPKSI 
KNLEENLGNTIQHLG/IGKDFM 
TKTPKAMATKAKID1WDLIKLK 
SFCTAKET11RVNRLPT*WEKIF 
A1YP 


5096 


35464 


A 


5137 


101 


861 


LIGYQPKMSRTRRIHSR1LPERIK 

YLGSQL1RDVKDLLKENYKPLL 

NE1KEDTNKWKN1PCSWIGR1SI 

V KM A I L/PQAICG KL KLDPFLTP 

YTK1MSRWIKDLNVGPTTIKTLE 

ENLGNT1QAIGMGEDFMTKTPK 

AMATKAKIDKWDLIKLKSFCT 

AKETTI R VNRQPTE WENIFTI YP 

SDKGLISRIYKELNQIYKKKYTR 

NP1KK*VRDMNRHFSKEDIYAA 

HRHMKKCSSLLDIREMQ1KTTM 

RYHLTP1 














LKSFCMAK.ETTIRVNR*PTEWE 
N1FAIYPSEKGLIYRIYNEATNK 
DLVRRSGPLKTPKKKSQLTVLN 
LVTFKRTPALSEEKESAQVLWQ 
FKKPECVLTSKRVH 



606 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5098 


35466 


A 


5139 




1278 


MNIDAKILNKILANRIQQH1KK.L 
IHHDQVGFIPEMQGWVNICKSI 
NI1QHINRTKDKNHMIIS1DAEK 
AFDKIQQRFMLKTLN KLG I DGT 
YLKIIRAI YDKPTAN 1 1 LNGQKL 
EAFPLKTGTRQGCPLSPLLFNIV 
LEVLARAIMQEKEIKGIQLGK.E 

T7\/VI CT T7 A nr»\4I\/VI C\TDT\/C A 

c, VKLoLrAUUMI V YL,ciNrlvoA 

RNLLKL1SNFSKVSGYKINVQK. 
SQTFLHTNNRQRESQIMSELPFT 
IASKRIKYLE1QLTRDVKDLFKE 
NYKPLLN 


5099 


35467 


A 


5140 


1 


430 


GGVFFLRTPTDCCGMLQGAAG 
STGFYASEARPRGPACSLDRGS 
SSLLSWGLHQDPLFPAAKQHRR 
EAGRADQNSPRPRLSTG*QTPT 
L*RRPAAATGRRRAQPPRATSV 
SAPASPPCPRARPPHHARPPRVL 
ACQP*ATAPGP 


5100 


35468 




514] 


i 


— 




5101 


35469 


— 
A 


5142 


3 


1336 


















5103 


35471 


A 


5144 




1368 




5104 


35472 


B 


5145 




838 




5105 


35473 


A 


5146 




962 




5106 


35474 


A 


5147 


19 


87 




5107 


35475 


A 


5148 


41 


831 


GLQNPKHQSSQLVDLKMKKSL 
LQCMFQYLIVLQ*YLK*YLGTQ 
LTRDVKDLFKENYKPLLKEIKE 
DTNKWKN 1 PCS WIG RJM VKM A 
ILPKDPTTAQLSPRG STAQKGH 
WRPCPLPPRGVPRSPRGPTSHP 
HHDPCPGGAPVRNTGSERWQR 
K.LRSGPKSDWAGRAQAPSLGE 
GGAK.NGKSHPGSHRAFSLPRAP 
RRLGPGSQPGRFRGFLKQARGR 
AGEGHSAILLAPESPNAQVSNV 
TSATYRSNLSGLPRPCSVVLLG 



607 
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SEQID 

NO: 


SEQIDNO: 
sequence 


Viet 

hod 


SEQ ID NO: 
in USSN 


location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


5108 


35476 


A 


5149 




2233 


M KA El KTF F ETNEN KDTT YQN L 

WDAFKAVCRGKFTALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKEIET 

QK.ALQKINESRSWCFEKIHKID 

RPLARLIKKKREKNQIDAIKND 

KGDITTDPTEIQTT1REYYKHLY 

ANKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITGSEIVAIINSL 

PTKNSPGPDGFTAEFYQRYKEE 

LRIKYLGIQLTRDVKDL\FKENY 

KPLLNEIKAEDTNKWKNIPCSW 

VGRINIVKMAILAQGNL*IYKFN 

A 1 SIKLPFTFFIGL/EKN LTFKFIW 

\NQK.RS\R1AKSILSQKNKAG\GI 

TLPDFQT1TYKATVTKTA\WYW 

YQNRDIDQWNRTEPSEITPHIYT 

IL1\F\DKPEKNKHGGKASL\FIK 

W\CWVENWLA\1CRKLKLDPFLT 

PYTTINSRWIKDLNLRCQIIKTL 

EENLDNTIQDTDIGKDFMTKTP 

KAMATKAKIDKWDLIKLKSFC 

TAK.ETTIRVNRQPIEREKIFAIYP 

SDKGLISKIYKELKQ1YKKKNK 

QPHQKVGEGYEQILLKRRHLCS 

QQTH ESMAHHH WPCREMQINT 

TMRYHLTPVRMAIIKKSGNNRC 

u/T?nrnpir,Ti i urwwnrvi \/ 

WKULutlU 1 LLrIC W VvfLKLV 

QPL WKS V WRFLRDLELE1PFDP 
AIPLLGIYPMDYKSCCYKDTCT 
RMFIAALFTIAKTWNQPK.CPTM 
IDW1KKMWHIYTMEYYAA1K1D 


5109 


35477 


A 


5150 


1390 


3491 


DLLTRTACAVPGWGCSSRATC 
QARGWRLLSSPPHPSGVQPLLC 
HLPYPPSPFSLLSNLTPFLRAFPR 
SLETS*KWART/WPGAVAHAC 

INrooLULiKOK W 1 1 LiKbrtliNL 

TNMEKPCLY 


5110 


35478 


A 


5151 


310 


445 


YLTK1WPGAVAHTCNPSTLGGR 
GGWIT*GQEFETSLANMVKPHL 
Y 


511 1 


35479 


A 


5152 


44 


1132 


PQVIHPPRAPKLLELQEPPRWIH 
DLNQDTPSALCQH*RTC*HRAE 
GVSWFKSWIHLGGSCNSSSLGA 

rvOvjWll Ov^nrc i 1 tNtvlAKr rl 


5112 


35480 


C 


5153 


183 


323 




5113 


35481 


B 


5154 


504 


2474 




5114 


35482 


C 


5155 


66 


269 




5115 


35483 


B 


5156 


2414 


3096 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5116 


35484 


A 


5157 


9 


239 


HHHYCQHHHHHHHHHHHHHH 
LPAPCRNLRV*PVCFRYKLWFH 
YGKQHLLFLDFLLSHSEWCEM 
VSHCGFDLHFSDD 


51 17 


35485 


A 


5158 




387 


TDTK.PLSCSSCPPRGKKPVSHR 

U\J KK WuKKLiVUDru 1 CALWo 

AG ALQF* KPRSRGGRTSKMTSG 
PSAEKGGG*AGRKPGRRHFGRR 
VLRHSCVLPVARELWGRHGPC 
GWRQKNVPWKWSELLPVVAP 


5118 


35486 


A 


5159 


1 


277 


M PPPPPPSESPGPGPVGS RLPPG 
PAVTGNEKELRGNP*VGLAPPR 
PRFRASRREGVTGKVHRPNRLQ 
LRAPPKG*SDQRGQNVPPSEAK 


5119 


35487 


A 


5160 


1 


3285 




5120 


35488 


A 


5161 


3 


194 


IPLSLQSKEVGQQLQDDLMKVL 
NELYSVNQMGCLAL*QAEGSSI 
WQLAAIVHQQQN*TPSWGQ 














VQAPGKCHAQMPAPAAPVPLG 
RSRNPGRLASAVPVSSLLRJFLPF 
LQP1PPSD1LPLSFEAVPSSPAAE 
SGLHPCTRRRKRARPSC*VPGL 
LLSPQPMPPPHVWRKGIL 


5122 


35490 


A 


5163 


1 


794 


FRGFLDRGDCAALPCTYPHSPC 
SH*GGNCLPSLLTRPCVKA*PQ 
MSGRKSSMRRWRRQSRLTAGT 
SS*TPTSSTMC*ALVGSSTWNC 
MLQAGSTAPGAGTPGSRPTWS 
SSSTCSWTAPSGRARCACASSS 
SCAMSAARRGWTSPACWRRTS 
RAWWTTSSPACASSATASVAA 

hta OTVtfD A A PTTrrTA CCC ADD 

alAalWrAAKI luu 1 AbiaAKr 
ARRASCTGSPARSCWRRRRPPT 
PSPGRPAPPSRRTRRAQAGTSA 
LSPGACFGPRSCC*SSTCSSLSV 














KIO^vJ Vr V VMl> V tuurlN Viol V 

LEYLRDTPPVPVVVCDGSGRAS 
DILAFGHKYSEEGG*VKVFLWC 
THKWKEDPM 


5124 


35492 


A 


5165 


1 


1326 




5125 


35493 


A 


5166 


2 


337 


Y S VTMTPGKLRTLCE I D WPALE 
VGWSSEGSLDRSLV*KVLCPEL 
VPSGGFLVSLTSRMKPQTLTGS 
VKVLKDGMSGVCSFRCSDVSR 
VSSFWWVRGLAGWSTTLLRKL 


5126 


35494 


C 


5167 


339 


548 
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SF.Q ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5127 


35495 


A 


5168 




413 


SQAFLPAASRRERPPEPVDPKA 
TDPRSGTRRLPPRLPCQWTTPE 

MCUTQOT XII CD A ppI/C DXI D A A T 

Q*NPSGASPRERPHARAQEDRN 
GEC*EGNGSRPDLEEEASTPRA 
SPTPSD*PLWLHPPRPLVLETPL 
LQL 


5128 


35496 


A 


5169 


3 


479 


FLHSTHIYWAHSMHELLKTAV 
VSISGQCTSLNTESGIWGGVPE 
NAR/CPPAEGTVPASLQPRDPPR 
LPGSH/ASLPSASPPSRHVTWPP 
EP/EAAGPKPS*IRCRWPPAGAT 
TKANPKESG RL VESMLPLPKSR 
SAPVTFSAFACSGLPERVHEVF 
RVGK.LR 


5129 


35497 


A 


5170 


81 


329 


QSVSSPSWFPQFPVQVQKVPCY 
QVYRGDLVV*KHVAPPPSLPSS 
FSGHVRHDCFPFAFHDDRKFPE 
ASPAMLPVSSLGPHYL 


5130 


35498 


A 


5171 


335 


467 


MPSTPTARK.PESPEALARVESIA 
CLPSPAPVPHECSPQASEETG 


5131 


35499 


A 


5172 




2424 




5132 


35500 










CLTKNTS ATR EKQ VTELHRRSK 
LQPEPAKTKALQTVI E*KDITLC 
*VKEHLY1VACWALRLHLVFLP 
TK AG I SPALMKVS YPGKPLTLK 
QLGRLV1LQEQ 


5133 


35501 


A 


5174 


44 


286 


GVQNGVEEL1LVRRMQKSPGP 

GEMESGSLEKEPLGTQTGPVPS 

EGTE*TQGPPRTPSLQTQGPQRT 

PSLQTQGPPNTPSL * TQG PLRTL 

SLQTQGPPNTPSLQTQGPPRTPS 

LQTQGPQRTPSLQTQGPPNTPS 


5134 


35502 


A 


5175 


206 


384 


KRVFAHQADGRARSGFISSAGP 
GSQAGPGQGTG*QREDVEAAG 
QPGSTAEGVRT*SDPG 


5135 


35503 


A 


5176 


270 


818 


RNERKPSQRTAVGLGAGQLQP 
GQPGVQSEEPGPLEAGCAAGV 
LPGPAEQDREGIYSK*KRVFAH 
QADGRARSGFISSAGPGSQAGP 

U^U 1 U yKcU V cAAu^rUj I A 

EGVRT*SDPGSSHPAAAAFYEN 
IQDGEALGRCGAKRTATAAP*Q 
RG*EGF*AGPTAAEKNEEGPPP 
VFSLFNSHL 














LTSLFSAISTKAKVSPLCSARAC 
SPSPAARAALGSPGFTC*GAGV 
APTPVPVAAPAPATAPATAVAA 
AATTTVVSAAMFTRRATRAAA 
ATGAWGFVAGAPWPLQT 



610 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5137 


35505 


A 


5178 


20 


1341 


MRRCVAAPLAHRW*QKLGLPG 

CTPTVCSFLSPQPPPRARSSSAT 

LSSGAPRRAATPQPQTTPPSSVQ 

PCAATPCARGGRPAPAGVTWP 

TTRPSMA*RTS*ASTTAPRMAP 

PRSHACARSHRPETARSARTAP 

RSAITRRAFTSTRPPPTTRTVAS 

SGTHTSGLSPTASRLARCRAPG 

RSSTUT*TCRSPTRLCCPAQRPL 

PPASSPSSSRTSRSVWTRRCTRL 

RWTSSRPPSWMALRTVGTSTGP 

TA*RSLRRCQASTWRSRPSTSA 

PPSWCARWAAT*PLPSACQRK 

WSMLWRTGTARVSTSACGAAP 

STSRSTSRPSTPMLRAPVPAGW 

QPPALHPQPPRPSHTRQPWPSA 

RRSCRWRTCTTRPASSTSSPRA 

T*TSHWPPTTRWRMSRCSTPTK\ 

TNCTCMRGLGTCQAGRLRGCP 

WPPGPSWAPWSRSWPCSLCSA 


5138 


35506 


A 


5179 


47 


598 


ASGPASIVVLRQQF1KFFLDE1CS 

LEERVWCRKLCLLYILWK.EPR 

AVQAKSRCSDIRRELYRPVSLA 

GLSGDFLRAGRYSAHTVNGAW 

SAWTSWSQWA**SRGLLLALH 

NMLK.IIIAFCSLQVATRJQSTF1S 

SWHLSPSLLGSRSFSLYMSFGS 

VLCPLFISHDTSSYSTKSFQSFSC 

LGVW 


5139 


35507 


A 


5180 


236 


690 


LQNWSYLAEQCWNGGFIYLIM 
LRRFKHKAHSTYNGNSSNSSEP 

ut 1 r l Li LuUKl Ats.MjrvK 1 Kls.r 

GV1SRPPANKAPEESKGSAGCE 
VSSDPSTELENGPDPELGNGHV 
FQLENGPDSLKEVAGPHLERSE 
VDRGTEHRI PKTDA PLTTSN 


5140 


35508 


A 


5181 


2 


480 


WPFWAMVQRPSSAILCGPATLP 
PNCRGACCARCRATGALSAYP 
A1HRPATRPPAPPAPGPLTSPPPL 

CWfYMCMDriDI PC a odcd^.da a dd 
o V I^InoJN r L/rLr oAKr ur A ArK 

UADUCDCn DAI XI QAPf^CCAI 

MAKrlor jcLrAL 1 LoAKUooAL 

CTKLKVEAAA*SCSASAWNWR 
LLPRNHVDSRCQPEPDGARARD 

9^£L 


5141 — 


3~5509 


— 


5182 





153 




5142 


35510 


A 


5183 


3 


239 




5143 


3551 1 


A 


5184 


1 


394 




5144 


35512 


A 


5185 


1 


435 




5145 


35513 


B 


5186 


84 


2068 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


5146 


35514 


A 


5187 


149 


832 


DAGLSWREATRPGAPLHRPGC 
QDASTQMTRPGDPGSSALFPLP 
SP*PEREELPMSSRRSPKPELPG 
EACSRRPPTRPRPRTATRGPPLN 
GRLPRARLPVSAGAGALGGGR 
CRRRVAPRRVTPRLATRPSGVA 
PRGSG*AATTKLSLAFGVTPLA 
LTPWSRTPFRKREERPPF*YPRP 
ATPEASPAHVENFRSNQTRYTS 
AE* SGQQLERPSIAE1SAQATVE 
PRSTI 














AEAQGGAEAEGHGGGGGPAPS 
QGCPARAAGARGWQPAPSPQK 
P\TPSDTTPPP\RTQPPVTQPCHP 
VTQPPVTQPPVTQPRHPMKIPPP 
G 


5148 


35516 


A 


5189 


15 


549 


PRH KEPESQ A PG RRA PQ A A A Y 
QQAASPAR*QGGSCSRCPPG*A 
VEAAPAP*GQALGCVSQGPA*V 
GPTRSPHPTAGLSRPHGPPSVRS 
TGWSPSSRPLQAQEAPWPVAPT 
H 1 PPPLDPGQPHSCG LG AGCQP 
RAPAARAGHP*EGAGPPPPPWP 
SASAPPCASAQPVLWLRFPRET 
KT 


5149 


35517 


A 


5190 


' 


2445 




5150 


35518 


A 


5191 




708 


FSEGRNRFLNVGPTRFSTSRQTL 

MW1PDSFFSSLLSGRISTLRDET 

GA1F1DRDPAAFAP1LNFLRTKE 

LDLRGVSINVLRHEAEFYGITPL 

EKIKMEYCFSVCMYS*QVCFE 

MFLVRRLLLCEELERSSCGSVL 

FHGYLPPPGIPSRKINNTVRSAD 

SRNGLNSTEGEARGNGTQPVLS 

GTGEETVRLANT1DSKYVAND 

DWLIFQYVDEEDLMNA1KDFSS 

VTKERTTFTDTHL 














YGGTATVQRWAESRHVPFPPS 

QEQNANKICSVCQEEKDSADSY 

GEIPWWQGPERCWPVRLMLAT 

LGDYKWVLTGIGTDS*LGFTIPT 

DHANAFSAKEIPQ 



612 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5152 


35520 


A 


5193 


1 


734 


MISEVIVIQMLFLHAFSKVFSAL 
IKNNKKPLQDAQ1KWKAISGLS 
GGMRRSECNRERDQVTRTQCR 
DISQK\RGPGD*GMATSKNGAM 
A*QLGPGCQGDASTGNAEFGES 
AHAWSGGGRVPGVTGPDREEV 
GRSWQGTSCGGGTSGCGRLQ* 
DGVASRGRW/DPARPREQRAG 
VRQLAAPLGGP*SRRPWEPPGG 
SSCGRYLFAISSWSGVTVAQEG 
QRKRGSGK*RTERSGPGLGRRL 
PPLLLTV 


5153 


35521 


A 


5194 


3 


449 


EGQRSSSPATALSSSGPPSLKM 

ATSKNGAMA*QLGPGCQGDAS 

TGNAEFGESAHAWSGGGRVPG 

VTGPDREEVGRSWQGTSCGGG 

TSGCGRLQ*DGVASRGRWDRR 

DRASSGRESGSWLHHSGARSLG 

APGSRPVEAPAAGSEAKTPG 


5154 


35522 


A 


5195 


606 


841 


CTVGFALPVFY*GFSH*CSSG1L 
V*NSRFLLCLCQALVSG*CWPH 
KMS*GGFPLLLLTG1VSEGMVP 
ASLCISGRJQL 


5155 


35523 


A 


5196 


620 


930 


IPFJSFSCLIALARTSNTMLNRSG 
ERGHPCLVPVFKGNASSFCPFS 
MILAVGLS*IALIILKYVPSIPNL 
LRVFSMKGC*ILSKAFSASIEI1M 
WFLSLALF1 


5156 


35524 


C 


5197 


1 


819 




5157 


35525 


A 


5198 


591 


815 




5158 


35526 


A 


5199 


187 


387 


FFKT1CFMRVRVKRPPNRLCVS 
NMAVYFTWVQAGLHCESYPEH 
L*WSCRLPRRLGGVRL*PLEGE 


5159 


35527 


A 


5200 


1 


1 197 




5160 


35528 


A 


5201 


119 


375 


1 LD1SPLSDE* IAK.IFSHSVGCLFT 
LMVVSLAVQKLFSLIISHLSILA 
FVAIAFGVLDVK/CLVHAYVLN 
GIA*VFF*GFYGFRSNI 


5161 


35529 


B 


5202 


1 


1053 




5162 


35530 


A 


5203 


2 


157 




5163 


35531 


A 


5204 


12 


176 
















1 VLtUKbrKARWlr u U 1 

SIPIPSFWWFSSNLSHSFVCRSPP 
SSSPGGLPMCTCVSKFPWAVW 
PFSRY 


5165 


35533 


A 


5206 


61 


308 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


of peptide sequence 


*=Stop codon, /=possible nucleotide 


5166 


35534 


A 


5207 


487 


898 


DFAEVAYQLGISSGVCRTTDFH 
EPRMLLSDRSSGSFVTII\SVFLS 
FSSLKCL*SPLVHDALHQAFHP 
GKSRLRFLGSMACCMSKFTCPP 
TLSTVPSSTPFSFSCSLIKTRSAT 
LL1CLWSISLRFRLHSWSSAFRV 


5167 


35535 


A 


5208 


9 




IPQHIYPPKTKPGR1*ISE*TNNR 
L*NCGNDQ*LINQKESRTRWIH 
SR1LPK.TNREPNHE 


5168 


35536 


A 


5209 


1 


1989 




5169 


35537 


B 


5210 








5170 


35538 


A 


5211 


929 


1209 


IPFISFSCPIALARTSNTMLNRIC 
ERGHPCLVPVFKGNASSFCPFS 
M1LAVGLS*IAL1ILRYVPSILNL 
FRVFSMKGC*TLSKAFSVSIEII 


5171 


35539 


A 


5212 


242 


642 


FSLKRSFTSLVSW1PRYFILFEAI 
VNGSSLMIWLSVCLLLMYRNA 
CDFFPLILYPETLLKLLISSSSLY 
LW*NSAVNLSGPGLFLVGRLL1I 
ASISEPAIGLFRDSPSSWFSLGR 
VYVSRNLSISSRFSSLFV 


5172 


35540 


A 


5213 


747 


885 




5173 


35541 


B 


5214 


115 


1267 




5174 


35542 


A 


5215 


209 


322 




5175 


35543 


B 


5216 


1 


332 1 




5176 


35544 


A 


5217 


390 


655 


CLFPVHYPRLHAMMHQMKNP 
VLVLG1GGFILGILGV1GGPVSLF 
KGS*KLLGL1ETGKISLDHPVPG 
GTPTKMALYEHFMNTKEFG1E 


5177 


35545 


A 


5218 




221 




5178 


35546 


A 


5219 


798 


914 


FVFLWDRW*YPLYHFLLCLFDS 
SLFFSLLVLLAVYQFC 


5179 


35547 


A 


5220 


12 


460 


YLCMLHEVLVLCFSVPSGHFSF 
SLN*LF*LAVPVTFYQG\LSFLA 
QA*ASQVDFRQLCWQQEFQAS 
GS*LAGLHGSGIH*ARPLGSWL 
QLPFQESEWFCLSGVPGATVVS 
/CTF**SPF*LV*DGISLWF*FAFL 
* WPVM MSIFFMCLLA A 


5180 


35548 


A 


5221 


3 


508 


AERNGSRQGVGAGAGDHEVLQ 
LLPDKWKQKILCPVQLLRGAW 
SNYYSPDANRQP*VQGNAHLF 
AECWPHGEDSQPTVPTSQGRM 
LAGPARHLPHPHVPSPSGSLRG 
SDSEDTH*GTVAGSGCLHCLAP 
GHLHPGWPPSRVLPIPDRSVHQ 
GPGRKAPPTPPRVTPLFT 



614 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location nf last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


5181 


35549 


A 


5222 


584 


1052 


LRKAAASGSFVFVAPDPNTDTG 
SSQCSESESGSRGCSMGHQRSL 
QHHYHHHHHHHHQHHHHHHH 
HLDTGWRGE*SRHSAGLCPPSQ 
RRLHSCQTSPSCSPPSGHRC1*LT 
GIEAA*CHSL*PYQKDACHHFE 
EHSPPP*RPPHLPRHHLHPQPSS 


5182 


35550 


A 


5223 


1614 


2308 


LRKAAASGSFVFVAPDPNTDTG 
SSQCSESESGSRGCSMGHQRSL 
QHHYHHHHHHHHQHHHHHHH 
HLDTGWRGE*SRHSAGLCPPSQ 
RRLHSCQTSPSCSPPSGHRCI*LT 
G I EAAVWS* PLTLSKRC VSPLR 
RAQSSSVTSSTSAQASSAPPEKK 
*L*PERPYSSPHPASVADLQMC 
LPLNRITGQTNRPLHRAILLRW 
MRSCNLLTCTVLSNVSFSFSELS 
YSRNTMCRG 


5183 


35551 


A 


5224 




407 


SVGL1LPSSLQHHYHHHHHHHH 

QHHHHHHHHLHQRKLAPPLC* 

ADLPTCAPHQG1RPFGGFPQTS 

GSPGLPVYAEEQGTERLSLQGT 

GCGCQAGLLCWGPPVASTSVG 

FSLESSVSPEQVPLSPGPAGTDA 


5184 


35552 


A 


5225 


1 


1287 




5185 


35553 


A 


5226 




1315 


STMALLHSGRVLPGIAAAFHPG 

LAAAASARASSWWTHVEMGPP 

DPILGVTEAFKRDTNSKKMNLG 

VGAYRDDNGKPYVLPSVRKAE 

AQ1AAKNLDKEYLPIGGLAEFC 

KASAELALGENSEVLKSGRFVT 

VQT1SGTGALRIGASFLQRFFKF 

SRDVFLPK.PTWGNHTPIFRDAG 

MQLQGYRYYDPKTCGFDFTGA 

VEDISKIPEQSVLLLHACAHNPT 

GVDPRPEQVVKEIATVVK.KRNL 

FAFFDMAYQGFASGDGDKDA 

WAVRHF1EQGINVCLCQSYAK 

NMGLYGERVGAFTMVCKDAD 

EAKRVESQLKILIRPMYSNPPLN 

GARJAAAILNTPDLRKQWLQEV 

KGM A DRIMGH AGLQL VSNLQG 

REG\STH\N W ATH SPTKLGM FC 

FHRG*KLEQVERLIKEFS1YMTK 

DGRISVAGVTSSNVGYLAHAIH 












, , 




5187 


35555 


A 


5228 


1485 


1883 




5188 


35556 


B 


5229 


117 


641 




5189 


35557 


C 


5230 


1 


552 




5190 


35558 


B 


5231 


250 


378 
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SEQ ID 
NO: 


SEQ ID ISO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5191 


35559 


A 


5232 


3 


1117 


TPDPGQGCSEGGIVHETRPSPQP 

LCQGSCAVGCSPLGLLR*RMM 

ALGKIPPGHRGPAFLPAVESAH 

VVPGLPGLTRETLPAPLGPHRPP 

QPPQGPLSTAPPAPLVSPLGPHV 

PGLPGPPPGCPSPLPLRPCPPPS 

WLRPHRPVQPWWGT*GSGWRP 

RCRPGAAGRNPGLPRACCRGL 

CRGPH*RPGGPRPGHSGPRTSS 

WGRTMGNRPRPSASAG**PRHR 

RTSAERPGSPPQQSASRTGGRS 

PLSHPGSWWGVMGPPGLWAG 

APSMWG*GPGSRVAGGSGRRP 

TSPRPPHYPPHPPGTWPSGAQS 

GRR*QAQTPGAATEG*GGWGL 

PPKPWCPQDQFLGVQDWVLPP 

NGARVGGTWAWKRESVLVPG 


5192 


35560 


C 


5233 


229 


522 




5193 


35561 


A 


5234 




972 


MTAEYYKLKQVVTPIAAAVPD 

VVSLLEQINISLCTWYAVIDLG 

NACFYIPVHKAHQKQFAISRHG 

QQYTFTVLLQ/RRDLDLFSLPQ 

DITLWHYVDG1MLIGSSEQEVA 

STLDLLVRHLHARGWEINLTKI 

QGLATSVKFLGVQWYGACRD1 

PSKVKDKXLHLAPPTTKXEAQH 

LAASFEWGPEQKGLQQVQVAV 

QAALPLGLYDPADPMVLEVSV 

ADRDAVWSLWQAPIGESQWRP 

LGFQNKALPSADNYSPFERQLL 

ACYWALVETEATPV1TQRAHE 

QSGHGGRDGGYAWAQQHGLP 

LNKADLAVATAKCPISQQQRPI 


5194 


35562 


A 


5235 


3 


246 




5195 


35563 


A 


5236 


3 


841 




5196 


35564 


A 


5237 


1 


746 


RDLDLFSLPQDITLWHYVDGIM 
LIGSSEQEVASTLDLLVRHLHA 
RGWEINLTKIQGLATSVKFLGV 
QWYGACRD1PSKVKDKLLHLA 
PPTTKKEAQHLAASFEWGPEQ 
KGLQQVQVAVQAALPLGLYDP 
ADPMVLEVSVADRDAVWSLW 
QAPIGESQWRPLGFQNKALPSA 
DNYSPFERQLLACYWALVETE 
ATPV1TQRAHEQSGHGGRDGG 
YA WAQQHGLPLNKADLAVAT 
AKCPISQQQRP1LSS 


5197 


35565 


A 


5238 


1 


483 




5198 


35566 


A 


5239 


1 


1908 




5199 


35567 


B 


5240 


1 


2718 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=p»ssinle nucleotide insertion) 


5200 


35568 


A 


5241 


522 


693 


LDFFLVFLQQFLPRPSSSEI*MLP 
GFPAAAYGPVAAAAVAAARGS 
GRKVYGTGDSQA 


5201 


35569 


A 


5242 


1 


225 


MGRNQSRKAENSrCHESTYSPP 
KLDHSSSQAMEQSWTENGFEKL 
GFRRKE A L Y YLDLT ASCQSQ E L 
FQKWVSLCCPD*S*TYSPPKDH 
SSSQAMEQSWTENGFEKLGFR 
RKEALYYLDLTASCQSQELFQK 
WVSLCCPD 


5202 


35570 


A 


5243 


1 


1129 


PWISAPVPVDVVEGAMDSVTV 
LSFGGLMLYFC AG WPPARRWC 
FPESISCGSMERDQWWGLQVA 
KRAGLAGGQSGRTVLRERVRIE 
IASTHIALAARHSDWRCCRNGR 
YPARGPAALQNFQRYTGIQHV 
HR1GMAERMWCDRNRERHTVS 
SSGGNRLPNPGPDRSCDNLKTC 
HTSHGSVMAETAV1NHK.KRKN 
SPRIVQSNDLTEAAYSLSRDQK 
RMLYLFVDQIRK.SDGTLQEHD 
G1CEIHVAKYAEIFGLTSAEASK 
DIRQALKSFAGKEVVFYRPEED 
AGDEKGYESFPWFIKRAHSPSR 
GLYSVHINPYLIPFFIGLQNRFT 
QFRLSETKEITDPYAMRLYKASL 
CQYRAFVNGGGEEKARGKPIL 
CRYGVGM 



617 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5203 


35571 


A 


5244 


1 


1753 


MVDSL1ARVGVMARGNA1TLP 

VCGRDVKFTLEVLRGDSVEKTS 

RV WSGN ERDQELLTEDALDDL I 

PSFLLTGQQTPAFGRRVSGVIEI 

ADGSRRRKAAALTESDYRVLV 

GELHDEQMAALYRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAEN1SHLHIHAEDTFLPFY 

LGKKDDVTYAIKPTCWPGLDII 

PSCLALHGIEIELMGKFDEGKLP 

TDPHLMLGLA IETV A H D YDV IV 

IDSAPNLGIGTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDIKGFEPDVRILLTKYSNS 

NGSQSPWMEEQIRDAWGSMVL 

KN VVRETDEVG K A V IN H KKG K 

NSPRMVQSNDLTKAAYSLSRD 

QKRMLYLFVDQ1RKSDGTLQE 

HDGICE1HVAKYAEIFGLTSAEA 

SKDI RQ A LKSL AGKE V VF YRPE 

EDAGDEKGYESFPWFIKQSEE/P 

QSGNFYTDTLGMAEFRRGGLR 

ATAGPRLSRTRDCQGTEKVHG 

K 1 Vr 1 Vis. 1 Vr/WV rrvKl J l\.^>rc>L-K 

NRWP*KMQKLSVCTASSPGQQ 
LSTVRVTQREICFPVVRREVLLL 
IGTLTQTRKGQISVRA 


5204 


35572 


A 


5245 


337 


1977 





618 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5205 


35573 


A 


5246 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDG1C 

E1HVAKYAEIFGL I'SAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

H1NPYLIPFF1G\LQNRFTQFRLS 

ETKEITNPYAMRLYESLCQYRK 

PDGSGIVSLK1DW1IERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEK.KNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNAINDDVTYAIK 

PTCWPGLDIIPSCLALHRIETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TVAHDYDV1 VI DSAPNLGIGTIN 

VVCAADVLIVPTPAELFDYTSA 

LQFFDMLRDLLKNVDLK.GNSN 

GSQSPWMEEQ1RDAWGSMVLK 

NVVRETDEVGKGQIRMRTVFE 

QAIDQRSSTGA WRNALS1WEPE 

CNE1SIG VSLDQDGGSNSVLRK. 


5206 


35574 




5247 




1383 




5207 










nil 






fff^ — 




ll^l 








5209 


35577 


B 


5250 




3345 




5210 


35578 


A 


5251 




1959 




5211 


35579 


A 


5252 


3 


2356 




5212 


35580 


B 


5253 


334 


1710 





619 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5213 


35581 


A 


5254 


1 


1302 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQAIRDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQ1 
NHMRDVFGTRLRRAEDVFPPV 
NVSKSDDTLKINGVEDHKTIFD 
GDGKTYQNVQQFIDEGNYTSG 
DNHTLRDPHYVEDKGHKYLVF 
EANTGTENGYQGEESLFNKAY 
YGGGTNFFRKESQKLLQQSAKK 
RDAELANGALGIIELNNDYTLK 
K VM KPL ITSNTC DNLKTCHTSH 
GSVMAETAVINHKKRKNSPRIV 
QSNDLTEAAYSLSRDQKRMLY 
LFVDQIRKSDGTLQEHDGICEIH 
VAKYAEIFGLTSAEASKDIRQA 
LKSFAGKEVVFYRPE/EDAGDE 
KGYESFPWF1KRAHSPSRRLYS 
VH1NPYL1PLLYRVPNRVTQFRL 
SETK/E1THPYAMPLYESLCQYS 
















5215 


35583 


A 


5256 




1323 




5216 


35584 


A 


5257 




1557 




5217 


35585 


A 


5258 




2259 




5218 


35586 


A 


5259 




2418 




5219 


35587 


A 


5260 


- 


1218 


MKLMETLNQCINAGHEMTKA1 
A I AQFNDDSPEA RKITRR WRI G 
EAADLVGVSSQAIRDAEKAGR 
LPHPDM E I RGRVEQR VG YTIEQI 
NHMRDVFGTRLRRAEDVFPPV! 
GVAAHKERNQN1SRY1SNRLAR 
RECHDSPEEGTGNTRSKERLQG 
RLPSRGLTESQEHLLDTRKQFW 
FEDFKDGLGPILKCDNLKTCHT 
SHGSVMAETAVINHKKRKNSP 
RJVQSNDLTEAAYSLSRDQKRM 
LYLFVDQ1RK.SDGTLQEHDG1C 
EIH VAKYAEIFG LTSAE ASKDIR 
QALKSFAGKEVVFYRPEEDAG 

L/tlvLi 1 tarrWrllVKArlciroKUL 
i oVrUlNr Y LIrrr lOLl^iNlvr I l^r K 
LSETKEITNPYAMRLYESLSAS 
NYQRMPDFRRRFLQV\CVMEI1M 
KQTSMRLSYI 


5220 — 


3558*1 


— 


5261 




202! 




5221 


35589 


B 


5262 


1 


1653 




5222 


35590 


A 


5263 


1 


1446 




5223 


35591 


A 


5264 


1 


1788 




5224 


35592 


A 


5265 


22 


1893 





wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 


5225 


35593 


A 


5266 


1 


2144 


MEKKITGYTTVDISQWHRKEHF 
EAFQSVAQCTYNQTVQLDITAF 
LKTVKKNKHKFYPAFIHILARL 
MNAHPEFRMAMKDGFIENMFF 
VSANPWVSFTSFDLNVANMDN 
FFAPVFTMGKYYTQGDKVLMP 
LAIQFFDMLRDLLKNVDLKGFE 
PDVRILLTKYSNSNGSQSPWME 
EQIRDAWGSMVLKNVVRETDE 
VGKDTGVRSKISGVIKMPMGV 
AVVNCCTYGSDYRVWLASWM 
MSQWLHYPEWYRKENKHKFY 
PAFIH1LARLMNAHPEFRMAMK 
DGELV1WDSVHPCYTVFHEQTE 
TFSSLWSEYHDDFRQFLHIYSQ 
DVACYGENLAYFPKGFIENMFF 
VSANPWVSFTSFDLNVANMDN 
FFAPVFTMGKYYTQGDKVLMP 
LA1QFFDMLRDLLKNVDLKGFE 
PDVRILLTKYSNSNGSQSPWME 
EQIRDAWGSMVLKNVVRETDE 
VGKGQIRMGTELEFFRLSETKEI 
TNPYAMRLYESLCQYRKPDGS 
GIVSLKIDW1IERYQLPQSYQRM 
PDFRRRFLQCDNLKTCHTSHGS 
VMAETAV1NHMKRKNSPRIVQ 
SNDLTEAAYSLSRDQKRMLYL 
FVDQIRKSDGTLQEHDGICEIHV 
AKYAEIFGLTSAEASMD1QHAL 
KSFSGKEVVFYRPEEDAGDEK/ 
GYESFPWFIKRAHSPSRGLYSV 
H1NPYLIPFFIGLQNRFTQFLLSE 


5226 


35594 


A 


5267 


1 


1167 


MNMN1KKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSH1TRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYNV 

VFALAGSPEDADDTSIYMFYQK 

CDNLKTCHTSHGSVMAETAV1 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDGICEIHVAKYAE1FGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AHSPSRGFYSVHINPYL1PFFIGL 

QNRFTQFRLSETKEITNPYAMR 

LYESLCQYRK\PDGSGIVSLK/ID 

WI1KRSQLPQSAFYQPFMGLRR 

ESFYFRWERRTLGPLKSFSVKR 

GTEAGKFRLAALLVRL 


5227 


35595 


A 


5268 


1 


1395 





621 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5228 


35596 


A 


5269 


1 


1375 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQK.AYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

K1RRKNGPVSATFTSDGKIRLFY 

TDYSGKHYGKQSLTTAQCDNL 

KTCHTSHGSVMAETAVINHKK 

RKNSPRIVQSNDLTEAAYSLSR 

DQKRML YL FV DQIRKSDGTLQ 

EHDGICEIHVAKYAEIFGLTSAE 

ASKDIRQALKSFAGK.EVVFYRP 

EEDAGDEKGYESFPWFIKRAHS 

PSRGLYSVH1NPYLIPFFIGLQNR 

FTQFRLSETKEITNPYAMRLYES 

LCQYRKPDGSGIVSL/KIDW/IIE/ 

RYQLPKVPSPEARKITRRWRIYV 

KQRPLGFLLRLSEMPRK.QGDY 

RTR1WKFEDGLSNVLV1QLNKLI 

1CVMCLVRDCDVLKTYFHR 


5229 


35597 


B 


5270 


1 


1668 




5230 


35598 


A 


5271 


1458 


2675 


CDNLK.TCHTSHGSVMAETAVI 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRM LYLFVDQIRKSDG 

TLQEHDG1CEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AHSPSRGLYSVH1NPYLIPFFIGL 

QNRFTQFRLSETK E 1 TN PY AM/R 

I PLH * LFR* TLRQTK PDN SAG KC 

VKI**HTQNQRSGRSQNDF*RR 

GI 


5231 


35599 


B 


5272 




i 317 




5232 


35600 


A 


5273 




987 




.?, 233 


35601 


A 


5274 




571 




5234 


35602 


A — 


5T7I 




iMil 


















5236 


35604 


A 


5277 


387 


3466 




5237 


35605 


A 


5278 




6721 




5238 


35606 


A 


5279 




1651 




5239 


35607 


A 


5280 








5240 


35608 


A 


5281 


1 


231 


NHLAVRRLTELSGGQRQRAFL 
AMVLAQNTPVVLLDEPTTYLDI 
NHQVDLMRLMGELRTQGKTV 
VD*VRDLNQVSRYC 














CLRI LCP YPY J PLTEKTL A * PA L 
YTLELTADMAETCKQFLPEFSL 
TFSFQRGWEKETEYAEVLERNF 
ERDRQLTYTAHGPHKADLRIQE 
SGVPYNE1LVTL 



622 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


5242 


35610 


A 


5283 


1 


273 


TNSSVGPGDRLL*QTAAPHRGK 
LKVFFGACAGVGK.TWAMLAE 
AQRLRAQGLDIVVGVVETHGR 
K.DTAAMLEGLAVLPLKRQAYR 
GRHISEF 


5243 


35611 


A 


5284 


66 


1200 


H1LPAGHPTLRHSLFPHQQGRSS 

VQSALGAASGNGLKLVGRFEW 

G PSRRARSG YPDATG YDQVPKPI 

SAAVKEFFGSSQLSQFMDQNNP 

LSEITHKRRISALGPGGLTRERA 

GFEVRDVHPTHYGRVCPIETPE 

GPNIGLINSLSVYAQTNEYGFLE 

TPYRKVTDGVVTDEIHYLSAIE 

EGNYVIAQANSNLDEEGHFVE 

DLVTCRSKGESSLFSRDQVDY 

MDVSTQQVVSVGASLIPFLEHD 

DANRA LMGAN MQRQAVPTLR 

ADKPLVGTGMERAVAVDSGVS 

GGVVQYVDASRIG1K.VTKTRCI 

RVK.QVSTSTTLPLFLMESNPLF 

WMAVLVSAGILGQWPIGRLAD 

KFGRLLVLRVQVFVVILGS1AM 


5244 


35612 


B 


5285 


1 


862 




5245 


35613 


A 


5286 


1 


579 


DPRD*RLKVAK*MVTLFGPQFV 
RELQQRGFD1FLDLKFHDIPNTA 
AHAVAAAADLGVWMVNVHAS 
GGARMMTAAREALVPFRPDAP 
LLIAVPV*RS1KASDLVDLGMTL 
SPADYAERLAALTQKCGLDGV 
VCSAQEAVRFKQVFGQEFKLV 
TPG 1 RPQG SEAGDQRRIMTPEQ 
ALSAGVEYMENGRPGTQSVK 


5246 


35614 


A 


5287 


484 


978 


G1VRIPHRLADIKCWRAVLYNY 
THYSYQAN LCCANLE* ADLSGS 
VLDCANLQGVKMLCSNAEGAS 
LKLCNFEDPSGLK.ANLEGANLK 
GVDMEGSQMTGINLRVATLKN 
A KLKNCN LRGATL AGTDLENC 
DLSGCDLQEANLRGSNVKGAIF 
EEMLTPLHMSQSVR 


5247 


35615 


A 


5288 


3 


504 


YRLSQSSSKSLVSRSWLNMRFIS 

SVMFMEPTSSSENRFTSPSCSE 

MSSSEATLRSFFLGTTSPCRSM 

VP.I rvl Vk'QQAQQQVQQPQQHVRI 
V LiL.^L V I\jo^ooo V o5r oorl V rvL 

SQSSSKSKVSRLAGT*EGSEKRS 
FREEK.VPCLRLGLPESTLYAHC 
SV*SRTHVFSGTSHHSSKVAVG 
MSIVQMRKL 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5248 


35616 


A 


5289 


2 


442 


HVIWHMPRKTSKCRQLLCSGA 
SRNADTAARQSTCSSHRPPGKIP 
SLGPRRVPGCSSVPSSRGEQSTG 
SPAAPRCGDVTHTEASQEEQP* 
LRGTHGPASTPEQGTAK.AKVR 
DRRAVVHPGKTGIPSAAG*KGR 
GRPGEPPGAAVQVE 


5249 


35617 


A 


5290 


151 


1185 


YVDQVTHITESPLPSVSYSFAFG 

SLISAVDPVATIAIFNALHVEED 

TEKGHVRLTPASPSTFFFFFSTE 

EKYAPGSCCRKAAVL*LLHISH 

QLSLDSPSLTVV1YVLKH1DLRK 

TPSCRHCEI*VGDHTAVLSVLFS 

PSLG1MA1LFSGIVMSHYTPREA 

SP*SCCLFTVSSHTVCCHPGLRG 

AIPYALSLHLDLEPMEKRQLIGT 

TT1V1VLFTILLLGGSTMPLIRLM 

GLPGGAPRWCQLVAVGPPFLP 

AQGNTVESEHLSELTEEEYEAH 

YIRRQDQLSLFN*N*SCLWPSPC 

LPPPP*TPHTKHPVASPPFHGPA 

PDALTA WLCLSTQDLHHGRIQ 

MKTLT 


5250 


35618 


A 


5291 


5 


198 


VCGRQQSLEAGL*GAATPFAVF 
PRPWSAVRVKEYGYTRLHILN 
GTH1H1QQVSDDQAFAQCHPP 


5251 


35619 


A 


5292 


137 


308 


HLERTGPNLPPGARLATRPTTR 
LPAASPRGRD1APLPIP1SFYSETE 
AKGEAPY1EPE 


5252 


35620 


A 


5293 


612 


1078 


RPPEKKERGRRVRGRRGGGGK 
RRRRKRKKRKGSKGREDAAAA 
AAAAQSPRTRAPAPD*ERRPQP 

ADCAP APDPP1 I DA PDDCUDA C\\I 

PPDSASPWAAAAGLALPPPQCP 
GGGARPLRLLPQPPAPGGTAR 
WEPRRPRPAAAPGLLQSPGPLP 
RQS 


5233 


35621 


A 


5294 


515 


817 


1 M DUI DCMI I 1 M C U/J LTX V A *C 

DDCPTDCKT.*] CruX/I/" LI A I l/ - D I v 

DA/ITn 1 C\\-\C\V\ I^PrMCDVXfCT TI 
r VI I CLLl^nUrLlvrllNor Y 

r VLivrlJIvr I JVL Vl^L'LIvJLlIN^I V 

LP1HPMVSQA 


5254 


35622 


A 


5295 


1 


95J 




5255 


35623 


A 


5296 


1 


1077 




5256 


35624 


B 


5297 


87 


1423 ■ - 




5257 


35625 


A — 




% 


Wi 










mi — 








5259 


35627 


B 


5300 


1 


235 




5260 


35628 


A 


5301 


2 


2144 




5261 


35629 


A 


5302 


1 


855 




5262 


35630 


A 


5303 


845 


1057 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5263 


35631 


A 


5304 


1 


933 




5264 


35632 


A 


5305 


1 


954 




5265 


35633 


A 


5306 


1 


1603 


MEAEKFHQMPSVSRRTRKASG 
VIQSKSENLRTRGANSHALK.RL 
KPV1TRLLQHGLLK.PINSPYNSPI 
LPVLKPDKPYKRFLAFYGWSPR 
SLIVDSCSK.LEQHSTLSRVILV1Y 
KGFCRFRNHHQTGFSPAGANQ 
RGPLAATLSGPGGEGQSAVACL 
TGEKKNHPGAQYANRLSPRVG 
RFINAAGTTGFPTGKRAVSATQ 
LMDFADFGTTITQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLVKRKTTLAPNTQTASPRALA 
DSLMQLARQVSRLESGQSSQLS 
SLRLTLPDRLRSPLDHHGRRAS 
GNSHSGSPKPPSCLPLISPHLNP 
QVWD1STPSLATDHMPITIPLKS 
N\TLTPLNLKCQYPIPQHALKRL 
KPVITRVLQHGVLKPTNSPYNS 
PILPVLKPDKPYKLVQDLRLINH 
IVLLPIHPMVPNPYTLLSSIPPST1 
HYSVLDLKHAFFT1PFI IPSSQPL 
LAFTW\TDPDIHQAQQ1TAWAVL 
P\QRFPRTGPHYFNQAQISSSSV 
TYLGIIL1KTYVLSLP1VSD 


5266 


35634 


B 


5307 


1 


874 




5267 


35635 


A 


5308 


144 


539 




5268 


35636 


A 


5309 


1165 


1639 


PH PAVASRRG RAG PGGLSAPER 

TPSSELSPLSKGDLRKTHRTFSP 

Q*GDLRKTHRTFSTR*GDLRKT 

HRTFCTR*GDLRKTHRTFSTR* 

GDLRKTHRTFSTR*GDLRKTHR 

TFSTR*GDLRKTHRTFSTR*GDL 

RKTHRTFCTR*GDLQKTHRTFS 

TR*GDLRKTHRTFSTR*GDLRK 

IHKlr b 1 K UULKIs.1 HKIrL IK 

GDLRKTHRTFSTR*GDLRKTHR 
TFCTR*GDLRKTHRNFSTR*GD 
LRKTHRTFSTR*GDLRKTHRTF 
CTR*GDLQKTHRTFSTR 


5269 


35637 


A 


5310 


235 


453 


SHWPWLCSSTSCSSQRSIVSSG 

MARGPFLRKRDLLFPPPPPGSH 

GLELLEIIFHQGISQVHHLLHLQ 

VWL*NLNVPDSSLPAENEATGP 

GFVPPPLAPVRGPLFPV\D\ARGP 

FLRKRDLLFPPPPPG\AM\FGASR 

DYFPPGDFPGPPPAPFASMAFL 

N 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ 10 NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5270 


35638 


A 


5311 


2 


2333 


TGRGYCGDHESSFGAMEEPGA 

TPQPYLGLLLEELRRVVAALPE 

GMRPDSNLYGFPWELV1CAAV 

VGFFAVLFFLWRSFRSVRSRLY 

VGREKKLALMLSGLIEEKSKLL 

EKFSLVQKEYEGYEVESSLKDA 

SFEKEATEAQSLEATCEKLNRS 

NSELEDEILCLEKELKEEKSKHS 

EQDELMADISKR1QSLEDESKSL 

KSQVAEAKMTFQIFQMNEERL 

KIAIKDALNENSQLQESQKQLL 

QEAEVWKEQVSELNKQKVTFE 

DSKVHAEQVLNDKESHIKTLTE 

RLLKMKDWAAMLGEDITDDD 

NLELEMNSESENGAYLDNPPK 

GALKKL1HAAKLNASLKTLEGE 

RNQIYIQLSEVDKTKEELTEHIK 

NLQTQQASLQSENTHFENENQ 

KLQQKLKVMTELYQENEMKL 

HRKLTVEENYRLEKEEKLSKV 

DEK1SHATEELETYRKRAKDLE 

EELERTIHSYQGQI1SHEKKAHD 

NWLAARNAERNLNDLRKENA 

HMRQKLTETELKFELLEKDPYA 

LDVPNTAFGRGSRGPGNPLDH 

Q1TNERGESSCDRLTDPHRAPS 

DTGSLSPPWDQDRRMMFPPPG 

QSYPDSALPPQRQDRFCSNSGR 

LSGPAELRSFNMPSLDKMDGS 

MPSEMESSRNDTKDDLGNLNV 

PDSSFPVAKKEATGPGFVPPPLA 

PVRGPLFPVDARGPFLRRGPPFP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


5271 


35639 


A 


5312 


141 


2788 


GLRVPLSPSSPRSRLRSGPLRLP 

GADSGSGPKAVCSPPFIVAPTG 

RGYCGDHESSFGAMEEPGATP 

QPYLGLLLEELRRVVAALPEG 

MRPDSNLYGFPWELVICAAVV 

GFFAVLFFLWRSFRSVRSRLYV 

GREKKLALMLSGL1EEKSKLLE 

KFSLVQKEYEGYEVESSLKDAS 

FEKEATEAQSLEATCEKLNRSN 

SELEDEILCLEKELKEEKSKHSE 

QDELMADISKRIQSLEDESKSL 

K.SQ V AE AKMTFQ 1 FPMNEERLK 

1A1K.DALNENSQLQESQKQLLQ 

E AE V WKEQ V SELNKQK VTFE D 

SK VH A EQV LNDKESHIKTLTER 

LLKMKJDWAAMLGEDITDDDN 

LELEMNSESENGAYLDNPPKG 

ALKKLIHAAKLNASLKTLEGER 

NQ1YIQLSEVDKTKEELTEHIKN 

LQTEQASLQSENTHFENENQKL 

QQKLKVMTELYQEN EMKLHR 

KLTVEENYRLEKEEKLSKVDEK. 

ISHATEELETYRKRAKDLEEEL 

ERTIHSYQGQIISHEKK.AHDNW 

LAARNAERNLNDLRKENAHNR 

QKLTETELKFELLEKDPYALDV 

PNTAFGREHSPYGPSPLGWPSS 

ETRAFLSPPTLLEGPLTLSPLLP 

GGGGRGSRGPGNPLDHQITNER 

GESSCDRLTDPHRALSDTGFLS 

PPWDQDRRMMFPPPGQSYPDS 

ALPPQRQDRFCSNSGRLSGPAE 


5272 


35640 


A 


5313 


217 


447 


FQRMSGL*GYSPPLGGQPAL*E 
CQGAADSAGG\RGLDSERSLGR 
\PAASGPNTALGWQAQPWS*Q 
AGPELPRAEFLQA 


5273 


35641 










TLRN RHRELRTCLSG PG LGLPT 
QVSVVAGGCCVCPSSSQSPVPR 
PPALSAAPWHSHRAGCPPSGGL 
♦PQRPLILWNQPLSNTLLEKELA 
PPPAH 


5274 


35642 


A 


5315 


3 


468 


ALARSPAG*PQSPDGDLCFRHR 
KGERRPAAPAGQCPAGRQRHV 
PAAGRDGKPGRAPGADR*AGPI 
LHLYHLPAPCGGGTPGDSNPRR 
APAQRSE*CTPPPPQ*RNNRKPS 
TRAGLLLPS*HVQLSGGLTLCP 
GDRVS*WPQGVLAAPGPGPCT 
HL 


5275 


35643 


B 


5316 


64 


288 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( ,\=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5276 


35644 


A 


5317 


73 


265 


NGRTSRCFSPGKH*EYCSGTFH 
PLQVVGKIYSNLDKIL*ASRAR 
WGLCSRKPGYWSCTQPPTSS 


5277 


35645 


A 


5318 


125 


461 




5278 


35646 


A 


5319 


298 


593 


lgvevepvtggdavigashdaf 
lqvniesivpehstrckllgk.fi 
riw1kyfrhlvhgggsapvslv 
tgpvhgdsllgpvapepprvve 
parqvrahavvvagplrrgrg 
lgrhrlrarsg*gmpqsvrga 
cgaqghgpagedqrllprerg 
pagqvqqpg v vpglqdpegcl 
rvqdq*pglreqsphrarda*s 

ILSKFE*IFPTTCSGWNVPEQYS 
QCLPGEKHRDWPR*LHHLL*PA 
QLPPPVTTSTGHPSAIEGLETPL 
RSPLTPGPPGKSIIPHHPQSPDCD 
GTDCAAFPENIIRLRSRKICKRG 


5279 


35647 


A 


5320 


1 124 


1835 


HSLHFPKFPSFLFLTLITLGLLM 
AVPPGLITTHQQRQAML*YKPL 
ARLLEPLISFPSWKSILKEITSQC 
SICYSTTPQRLFRPPPFPTHQTR 
GFAPPR/HWQID1THMPQVRKL 
KYLLVLVDTGSKKATVVISSLL 
SDIIPRFGLPTSIQSDNGPAF1SQI 
TQAISLALGIQRTHGLLKTHLT 
NLSHQLKKDWTILLPLSLLR1Q 
ACPRNATGLHSDG/VGPKLLPG 
SPFQLH HTWDSP 


5280 


35648 


A 


5321 


1 


1758 




5281 


35649 


A 


5322 


1 


1967 




5282 


35650 


A 


5323 


76 


1908 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5283 


35651 


A 


5324 


524 


2144 


QSDLSASQHGLFPLATEVRSSG 

AASCPDSDSICPAPTIAPGRATP 

PQANCWASEGTLRYQALPGNR 

APVSQVSQAGGANLCVQQPKK 

HLTNFKSGKRPLFTLFSNLQGP 

RSRPVAFLSKQLDLTVLGWPSC 

LRAAAAAALIVLEALKITNYAQ 

LTLYSSHNFQNLFSSSHLTHILF 

CSPGSFSCTHSLLSLPQLPIVPGP 

DFSPASHIILDTTPDPHDC1SLIH 

LTFTPFPHISFFPAPHPDHA*F1N 

GSSTRPNRHTPAKAGYAIVQVT 

SPPLKTSHFLS1VEIYPQGNNFS 

VFHLLFYYSSGIIQAPLLSLHIKL 

RDLPPPRTGKSALLNMPRVRKL 

KYLLVLVDTGSK.KATVVISSLL 

SDIIPRFGLPTS1QSDNGPAFISQI 

TQA1SLALG1QRTHGLLKTHLT 

NLSHQLKKDWTILLPLSLLRIQ 

AtrKNA 1 uLn^UucAKwryAn 

HFNFITHGTVPDVFVPILQLLNE 
DFEDPCLGYLPSPEIS1CLEPTSW 
SKDRSCSSGEEGSAGQTVTGDL 
HKAQTPELDQPASLNCPDL 


5284 


35652 


A 


5325 


1 


420 


RTRGGEKE*EEK.QRSRR*RIK*E 
EEEK*RRSRGAGDKG*NERRRR 
KiDr*^ PDVcvcnnnu i? d w t? ruin? u 
n c p c v q u t? c i? xt c n n n c. c. p p v p 

LVSFLPCVFGFFGAPAVVFARF 
RGLRAFCRF 


5285 


3565j 


A 






















Wi 




5287 


35655 


A 


5328 


2443 


2627 


VGFFFFFWWGERGTGSYSVTQ 
ARVQ*YDLGSLQLLPPSFKGFS 
CLSLPGSWYYRHGPPRLG 


5288 


35656 


A 


5329 


57 


394 




5289 


35657 


A 


5330 


33 


311 


EPPTESRDPAPRLPRSP*SADPP 
WRSQRPQGLTRPPPEPLRPHGS 
PPAHLSLFCQRSCPG PQERPHPS 
TM 


5290 


35658 


A 


5331 


226 


406 




5291 


35659 


B 


5332 


51 


90 




5292 


35660 


A 


5333 


1 


348 


PPSQRV*GWHEMRQGGRQHAQ 

LACDVRPVVYEKVSRDHGLVS 
GQHN/PAPESQGQSTSPPRHTGR 
KQARAGGEKJCVTSDPANTAQH 
NPNTGSRGRP 


5293 


35661 


A 


5334 


109 


380 
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SEQ1D 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5294 


j>5662 


A 


5335 


448 


724 


VUDCDCdl A ACdQTA PTDDCD A 
Wr&K5ALAAULiK 1 Ar 1 1 KorCAO 

PPA R* RAG RESA RGTS* G 1 RPRS 

PPDD A A PPPPPPPP A A AUTCDD 
rrrKAArKDrrKLKAnAn 1 !brvr 

AGS 


529 1 


35663 


B 




1 


]554 




5296 


35664 


B 


53j7 


99 
















7T5 




5298 


35666 


C 


5339 


391 


689 




5299 


35667 


A 


5340 


2 


614 




5300 


35668 


A 


5341 




461 




5301 


35669 


B 


5342 


45 


1148 




5302 


35670 


A 


5343 


215 


849 


IKRLPLMKRMWL*LQPESLEIA 
GILVQ*MIE*QPK.KGTNSIPVSK 
PSP/VVQKPNGQWRQVQDLRLI 
SDAVIPLYPAVSNPYTLLSQILE 
EAEWFTVLDLKDAFFCIPLRSD 
SQFLLAFEDPTDHTSQLTWTVF 
TQGFMDTPHLFGQSLAQDLGH 
FSSPGTLVLQYVDDLLLAKQQA 
TLDLLNFLANQGYKLSKLKAQ 
LCELLVFSSCARMHS 


5303 


35671 


A 


5344 


1 


1035 


MGQVWALVRSTLELFHTDDEE 
EGEYDEVTEEVTEQVYLPAKA 
KVAQEEEVHPYPSAPPHYYFEE 
KEWPDPPDLSFLEDTGRKVVAP 
VTEQHLERLLSVLFRQEFSRLD 
ERDDAVEQLRGVCIRAWEK1TS 
GGEQYPSFSAVKQGPKELYADF 
IAWNLLRQESLKKVISDSAAQD 
IVLQLLAFGNVNLDCQAALRPI 
RGKAHLVDY1KACDGIGAKQD 
SERFAFT1PVVNNLQPAKHFHY 

i;' rn; X't.'M c~ v a v: v o f"CLTn\:f \f \ 
r 1 UUbblNLjJvAo Y bOorvUt^Nt^/ 

PIW1LSRHLKPYHEPDAKEE1PG 

G/CPRTPWLQPCRD*C*GGP*/P 

VTSNTR*TQPPTWGQ1KKLSQM 

V tr-NLKJvAuyL V IM1 V Y WIN 


5304 


35672 


A 


1)345 


1566 


1767 


WAIvtLr^ru 1 rr rvr tvr Vurn 

KSDCSTHLAANPRAPGTLAQGS 
L 


5305 


35673 


B 


5346 




3429 




5306 


35674 


A 


5347 


1 


1776 




5307 


35675 


A 


5348 


1 


933 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 




Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5308 


35676 


A 


5349 


1 


1743 


MGKVWAVVRS TLELFHTDDEE 

EGEYNEVTEEITEQVYLPAKAK 

AVK.EREQRGNITATFEPFPFKLL 

KEFKQAINQYGPGSHFVMGLL 

KNVAVSSQMIPTDWDALTQAC 

LTPAQFLQFKT WWAH EASIQA 

ACN AQ AQPQINITTGQLLG VGG 

WAGLDAQVVMQDDAIEQLRG 

VCIRAWEKIPLCGEQYASFSAIK 

QGPKEPYVDF1AWLQESLKKV1 

ADSAAQD1VLQLSAFDNANPDC 

QAAL*PIRGNAHLVDYIKACDG 

IRGNMHKATLLVQAMAGLRVD 

KGNPLLPGACFNCGK.HGHTK.Q 

ERRKKSVSQAARWGKRK.TADP 

E1CPKCKKGKYWANQCHSKFD 

KDGTLISGNAMRAEQDCEWFT 

FTI PAVNN LQPAKHFH RFTDV S 

SNGKASYSGSKGGQARVQLFE 

NASVRATNSDLPQSSLWCRRKT 

SVSVAVLVSATIPISRVQGPSQV 

LGQGEKQTNQN V V PN PYTLLS 

QIPEEAKWFTALDLKDAFFCIPL 

HSDSQFLFAFEDLTDHTSQLTW 

T1LPQGFRDSPHLFGQALAQDL 

GHFSSPGTLVLQYVDDLLLATS 

SEASCQQATLDFLSFLAN 


5309 


35677 


A 


5350 




1085 




5310 


35678 


A 


5351 


1 


3105 




5311 


35679 


A 


5352 


1 


5172 




5312 


35680 












5313 


35681 


A 


5354 


18 


270 


KLSQVCIDLL*1REGERDMYPG 
WAKFPSPYSLKGT*PIAQGVLW 
SFGDFFYC/1PSTLPTPKSWRLFE 
SPFPESLTPVSLVWWPC 


5314 


35682 


A 


5j55 


80 


384 


dhvti Tincnpinpi t htp.a apc 
r\^Y 1 Li I LUoKli^lLfr L,L,JJ I vj/VAr o 

VL1SCPEQLSSRSVTI*G1LGQPV 
TRYFSHLLSCNWETLLFSHAFL 
VMPESPTPLLGR 
















5316 


35684 


A 


5357 


388 


476 


KVCPRPCRTSM/LPIRII*KLPQV 
CLDLL*I1EGEGDMYPG*AKFPS 
PYCLKGT*PGTIAGSWARGVSA 
AASPSYSSPSY 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offirst 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5317 


35685 


A 


5358 


254 


849 


LQPESLEIAGILVQ*M1E*QPKK 
GTNS1PVSKPSP/GVQKPNGQW 
RQVQDLRLISDAVIPLYPAVSNP 
YTLLSQ1LEEAEWFTVLDLK.DA 
FFCIPLRSDSQFLLAFEDPTDHT 
SQLTWT VFTQG FMDTPHLFGQ 
SLAQDLGHFSSPGTLVLQYVDD 
LLLAKQQATLDLLNFLANQGY 
KLSK.LKAQLCELLVFSSCARMH 


5318 


35686 


A 


5359 


1 


909 




5319 


35687 


A 


5360 


153 


436 


CFCCCVEGNKPRNLQRTTKTPR 
LSVMSPSSCRGRGIWPNPGTC/R 
PSPSL1*SRSRQTWRITTPCQQG 
NKTGQRMNLTN*QEQASEGG* 
*QTPLS 


5320 


35688 


A 


5361 


1 


1632 




5321 


35689 


C 


5362 


1 


675 




5322 


35690 


A 


5363 


604 


1047 


SNNRTDNPTSVAYLSKETDVV 

AKGWPHCLWVVVAVAILVLEA 

IKIIQGKDFTVWTSHDVNGILG 

AKGNSWLSDKRLLRYQALLLE 

GPVLQ1HTCVALNPAIFLPEDGE 

P1KHDYQQIVAQTYVT*EDLLE 

VPLANPDLNLYTNGSSFV 


5323 


35691 


A 


5364 


749 


1002 


QLKKGTNSLLVSKPSPVWIPTG 
TLTQIMGTGVAN1C*PVF*KD*G 
ELGKMNYAMMST1TQGKEENP 
AFLKWLWEALRKYTPLSP 


5324 


35692 


B 


5365 


114 


2309 




5325 


35693 


A 


5366 


413 


1 157 




5326 


35694 


A 


5367 


105 


478 


YGHCCYDHRJCCFFPATEQKVC 
PCAAQG*PL*LRGDDPEMSVYI 
*QLPLYYSSDLLSAANEVQ1LAF 
FQGDVSFFPVATTTDTLSVTFN 
FPFNYQGVNDFDFDFKQFLHSS 
FDFCFGRVFSNFE 


5327 


35695 


A 


5368 


531 


1087 


RLQPPGAPVEDITRPVSAKPRD 
ADRNSTGCYLVLQHQRQTES 
GRQLSGL*GPGCNGVH/ASLYR 
TSAMFAERFGSYSRRSTTAG1PS 
LLRLKSTIRRSDRSRRKAQRKR 
CGQVMPQHRRSIRPLLQPITPSL 
NRNLHRSPHRSRNRWSRLNRR 
LKHHLRRSQNRSRSWK.KKLHR 
RVKPMLCNWVR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


■Mel 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pos.sible nucleotide insertion) 


5328 


35696 


A 


5369 


544 


1381 


VNPALQVLVVA1TPPPSLPSPSCI 
RVLTRVSNAIAAKPLCLAVCAV 
VEGGRIRALVAVAAWGAGVTG 
GPAGLIACGPVSPSVIRGQFRHA 
G1SFFLYAIGGEMVPAVRRQNH 
TPA*HKRFAKAFQLAHPNAVN 
AEHFAGGDRHLFSHLNQGCVV 
KHHVRRD1TFIGYRFTQFA 


5329 


35697 


A 


5370 


81 


863 


AYGNPVEIAGGARQAGVNFTG 
VFRPRFSRRWRR1SGETCKLWW 
RRWRSAWASINQTFASWSTLIF 
RA1SNP11RKPDAPGVMACPRKR 
CCFT1 RLI WRGC A V VWKRSR/E 
GQLQD1ERHKLN AMGAFA EAQ 
TCRRLVLLNYF/GRRASGAVRE 
LRYLPRSAETVRRFNRCSDCPF 
HHWSCESAVWDGLCGGSDSCC 
GVSRARLFASPVNLPITGEIPER 
GFHPFCGRTTENGK.NHPRNLFI 
WRSNCSVLPVKVMSLCSSTPCP 


5330 


35698 


B 


5371 


12 


273 




5331 


35699 


A 


5373 


145 


336 


SEEEEEDEEEEEEEEEEEEEEEE 
E*EEGESAIICAKVCISVFPRRK 
NELNMA1TPNTIPKLNHW 


5332 


35700 


A 


5374 


294 


657 


VAPGDRHAFHGGGSGLSPELTL 

PQTQCCAQATVQGLEGTRSWS 

QSGTSSLSPWSHTSLACPQKEE 

GEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEAKTQ*KSG 

QKITDSPQKK 


5333 


35701 


A 


5375 


2 


588 


SRPG1TGSTISYGDPGHGAGPPG 
A DLGPARSLKPERA AG AQL A A 
GEARQSGDPGLPGGPGHSLGTA 
PC*VDKGWGHPVSTVHHQRQP 

AGPWEPQPQRGVRVLGGRRDS 
*VGGG*GQHNKALWGPR*PHT 
EQKPDRKLSRIPLRAAGGEKRG 
CGCDRAGCLVLGPPQLPAQGL 


5334 


35702 


A 


5376 


1 


445 


SLSHRAGGGGGVGGGAVCLFS 
PPRTKRESAPESPSRVLGHSPVP 
S*GAPSTRGSVSRILTSGGTHER 
SNGLTCHRNQAGTGPSALRSGR 
P*CLSRANPPGSKRSAGPVHEE 
RT* PCRLSGSAGITQ*DGN*KAG 
PRVPEAPERGCATC 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in V SSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5335 


35703 


A 


5377 




313 


QNDEVAFRKLKLIIEDVQGKSY 
LI NrHLiMlNL 1 n Uls.lv] L.MV1 V KK. 

WQTVIEAHVDVKTTNGYLLCL 
FCVGFTKKCNNQIWKTSLF*QQ 
SNMEDFFVLTTGIISHLHEPFLV 
VTDYDQ 


5336 


35704 


A 


5378 


45 


764 


TSFLTTGGKKGS\KKXVVDPFS 

KXD/WL*YVKHRAMFN1RNIGK 

DVGSPRTQGTKIAS\DGLKG\RV 

FEWSLADLQNDEVAFRKPKLIT 

\EDVQGK\NC\LTNFHGMDLTP* 

QKCCSM VKKM/WQTM I * SSPL 

MVKTT\DGLLASVCSCVGFTKK 

\RNNQIRJCTSYAQHQQVRQIRK. 

K.MMEI MTRE VQTN DLK.E V VN K 

LIPDSIGKDIEKACQSIYPLHDVF 

VRKVKMLKRPKFELGKLMELH 

GEGS 


5337 


35705 


A 


5379 


3 


501 


SSARFVSSSSSGGYGGGYGGVL 
TA SDG LL AGN EK LTM QNLNDR 
LASYLDKVRALEAAKILSDMRS 
QYEVMAEQNRKDAEAWFTSRT 
EELNREVAGHTEQLQMSRSEV 
TDLRRTLQG LEIELQSQLSMKA 
ALEDTLAET/EGDVRADSERQN 
QEYQRI.MDIKSRLF.QF. 


5338 


35706 


A 


5380 




716 


AQLKVKFWY WPEAGAGGLRR 
FKHY\YTPFKDCRDKILGATIKN 
SRIVLQ1DNAGLAADDFRTKFE 
TEQALRMSV*ADITGLRRVLDE 
LTLARTDLEMQIEGLKEELAYL 
KKNHEEEISTLRGQVGGQVSVE 

VUaAru 1 ULARlLoUtvlKaLJ I tv 

MAEQNRKDAEAWFTSRTEELT 
REVAGHTEQLQMSRSEVTDLR 
RTLQGLEIELQSQLSRLWGFCC 
PLEGVFWVEGWEGRDPYPRLF 


5339 


35707 


A 


5381 


3 


832 




5340 


35708 


B 


5382 


141 


1067 





634 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


5341 


35709 


A 


5383 




1316 


GVAPSVLRLAMTSYSYRQSSAT 

SSFGGLGGGSVRFGPGVAFRAP 

SIHGGSGGRGVSVSSARFVSSSS 

SGAYGGGYGGVLTASDGLLAG 

NEKLTMQNLNDRLASYLDKVR 

ALEA ANGELEVK1 RDWYQKQG 

PGPSRDYSHYYTTIQ\ELRDK1L 

GATIENSRIVLQIDNARLAADDF 

RTKFETEQALRMSVEAD1NGFR 

\RVLE*S*TLAQEPNLEDAR1EG 

LKEEMAYLKKNHEEEISTLKGP 

KCEAQV\SVEVD\SA\PGTRSSPK 

ILSDMRS\QYEVMAEQ\NRKD\A 

EA\WFT\SR\TER1ETREVAWPHR 

SSFQMSQAPRLLDLAAATPQGS 

*DLSCQSQLEPLKAALGKTPLA 

ENRKAUIFGNPQLAPYPQALDS 

AVI* KPQLG/DIVAKLDSSTGRI 

QEYQ\RL\MDIKFARLEQEIAHP 

NRSLA/LEGQEDHYNN\LFASK 


5342 


35710 


A 


5384 


23 


279 


GCLRGSLERCGTLCK1\SLHEISG 
PESRVQXQPLSSREEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEERKK 
ECSKAQCKHFPLSEVL 


5343 


35711 


A 


5385 


1 


507 


MEKNEKEQEEEEKKEKNSKK.K 
EEEEEEEGGGEEEEEEGEGGEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEE/EEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEKKKKKK 
ft ft ft ft. Is. ft ft ft ft Is. ft ts. IV ft ft Is. ft ft ft ft 

RKKKKKEEEEKVVEEEDEF1WF 
LGNSLYFPSFSHFAWSQIPSRED 
EGERRLRVNSMIMDFTSNTNH 


5344 


35712 


A 


5386 




259 




5345 


35713 


A 


5387 


53 


387 


LEEEK.EEEKEEEKEEEKEEEEEE 
v n ir\ per pcr.cnr.nr.c'c'r.ncr c 

DLDtCtLtCtCCEDtCtttDDtt 

EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEMIVLKIIVAKQLF 


5346 


35714 


B 


5388 


1 


1446 




5347 


35715 


- — < 


5389 




— 




5348 


35716 


A 


5390 


2^9 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEK1 
FLGHRVGI 


5349 


35717 


B 


5391 


1 


1269 




5350 


35718 


B 


5392 


44 


244 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5351 


35719 


A 


5393 




626 


EEGEVEEEGEEEEEEEEGEGEE 
EEEEEGEGEGEGEGEGEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEQEEEEEEEEEEEEE 

cpyce a A A A A A A QRT^CP-ITCT CI 

TY WPPCPALRDTLVSNCSLSSL 
CTSGDSFHW*ETTIPAMSSCSH 
QHSLHQLGIIPRQILMRMASLM 


— 


35720 











1 


— 




5^55 — 


~ 


— 






— 








— 


J596 




492 




5355 


35723 


A 


5397 




870 




5356 


35724 


A 


5398 


111 


407 




5357 


35725 


A 


5399 




651 




5358 


35726 


B 


5400 




2427 




5359 


35727 


A 


5401 


571 


966 


SPFTNSRLTIFISFSECGQIAEIYI 
LSQPFMVR1MATEPPIINLQPGN 
FTLDIVSRDHTTAL*PGRQEQNS 

pppppcprcppEppccpccpppp 
ppppppppppppppcpppppppp 

PCPPPPPPpCCPPPPPPpfl/ M V 


5360 


35728 




5402 


-! 







5j6\ 


j5729 


— 


5_03 





~TT 






5 j 62 


35730 


— 
A 


5404 


2 


431 




5j6j 


35731 


A 


5405 


1 







5364 


j5732 




5406 


J 






5365 


35733 


— 




\% 




i% 
























HZlr 


, 













.p^Z — 







51TT 





6^5 




5369 


35737 


A 


5412 


344 


481 




5370 




A 


5413 








5371 


35739 


A 


5414 




501 


















5373 


35741 


A 


5416 


302 


567 


MLCCLEISSTRYPKSSLSSSKFH 
KSLGQGQNAASLFAKT*RESPL 
LQFPASSSSPSETTSAWTLLFISL 
SAFLTKAFNKSLGGSKLSH 


5374 


35742 


A 


5417 


251 


844 


NLGRGSQTSILDFCAPAGLIPCG 
SCQGLGLPHSEATARAVYWPL 
SAMAGVAGTQGTKSLDSSLFA 
K.T*QESPLLRFPTSSSSPSETTSA 

LSHIFVSSSEPSKLSQPLHMPIQ 
ARISSFTSGHTDDSTVLFSVLLK 
LPLPVPSQAFSLKPGSIVMLLSS 
WSDNFNIPS1SDSDA 


5375 


35743 


A 


5418 


1 


1113 




5376 


35744 


A 


5421 


1 


337 





636 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5377 


35745 


A 


5422 


2 


680 




5j78 .. 


35746 




542j 


















Wi 




5380 


35748 


A 


5425 




3319 




5381 


35749 


A 


5426 




612 




5382 


35750 


C 


5427 


46 


168 




5383 


35751 


A 


5428 




663 




5384 


35752 


A 


5429 


10 


417 


1A1MNDTVAIRTRKFMTNRLLE 
RKQMVIDVLHPGKATVPKTEIL 
EKLAQMYKTTPDVIFVFGFRTH 
CGGGKTTGFGMIYDSLDYAEK 
NEPKHRLARHGLYEKKKTS*K 
QRQERTNRMKKVRGTAKANV 
VAG*KPNE 


5385 


35753 


A 


5430 


67 


263 


GKTTG\FGMIY\DCLDYAKXNE 
PKHRRARHGLYEKKKTSRKQR 
KERKNRMKKVRGTAKANVGA 
GKK 


5386 


35754 


A 


5431 


2 


537 


TPG STTTTK FPTASTSEDRSPIM 
ND\TVTIPH*EKFMTQPTYFRGN 
QMVI\DVLSPPGKGDQCPKHRK 
FGK.K.LAQNVPRPTPDWIFVFWI 
QNFIFGGGKTT\GF\GMIYGFPGI 
YAKEK.MNPDHRLCKDMGLVL 
RKEKGPSRKANGKGTARNRIG 
RXVPGGTGKGPNVGCWAKRR 
NEVSSS 



637 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possil)le nucleotide insertion) 


5387 


35755 


A 


5432 




2195 


ARGLSMGH*FP/PHFQCALA*M 

PAPGRGPPPPLPP/CPDAPPACA 

ATMERPF.AGLRVAPRSPVQPGC 

TSVLPVAKRFNARILWLK.RPQR 

QLWSLWRAQATVSLGGFHVM 

LSLQVHRINARVKEAWQLPPRF 

QMMYQKAWVLRQKPAAAVEP 

SQRNSPRAMLGGNVGLEPPPRV 

STRALPSGAVGRGLPPSRPKND 

TATGSLHPELGKAAD1QFHPVR 

AATGASPCKS1GTELPKALGAH 

VLLQCALDVGHGVEGELWSFK 

TRQPSDFS1 FSPPFPPFYSTKPPLS 

SWPIPNEPLGTPPRRGRGGAEG 

LLTSQCS1 11LNGLCFTGGINSNE 

CENVSRKKKMSEEFEANTMDS 

LVDM PFATVD1QDDCG IFFDVW 

KLRVNCQEILANRHPGRAMRK 

VVLTKTSWEGESLAVGKLPLK 

RLVSLDCQLRCLQCECGIL1RQ 

HVVWLERTTGHWHPRSSQSCR 

LNTTSTAL EHCN A F 1 YNTVCSH 

KLKDHSHDNGKSSGFLNPVAA 

PHSC1VMGHLTLLITTSYYTPLT 

KPDTDPTLKKEGLISQDSSSLEV 

LLHTDPLGKRGTPDPRVDDDSL 

GKFPVTNSQARKRILEPDDFLD 

DLDDEYCEDAPKHRGKGCGSA 

HKELDASNLEDQDKPYACDTC 

GKRYKNRPGLSYHYAHSHLAE 

EGEDKEDSQPPTPVSQRSEEQK 

SKKGPDGFALPNNYCNFCLGNS 


5388 


35756 


A 


5433 




580 


FSPL1HL1LSGHSTCFREHRVGG 
KVTDQQDPKAEEFFLVQNKMK 
SLPCLLLSTQTRQPSDFSIFSPPF 
PPFYSTKPPLSSWPVLNELLGTP 
PRRGGGRAEG/PPHFPVG\GPGR 
GAPSPPRRGGWPGGGLTPQPPS 
RTG RL AG RGADPPTSLPDG AA 
G RAG G * PH HLPPG RGGW PGRG 
APHFPVGVAGQRRLFIC 


5389 


35757 


A 


5434 


405 


685 


KVSHVYFYPHRPRNHPISQFFPH 

PSRLS1PQNRHCHHGPS/RNEPL 

GTPPR/PGSWPGRGAPHFPETFN 

HGRRWKGSRHVFTWPEQERE 

WGSATHF 












654 




5391 


35759 


A 


5436 




426 




5392 


35760 


A 


5437 




548 




5393 


35761 


A 


5438 




459 




5394 


35762 


A 


5439 




346 





638 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5395 


35763 


A 


5440 




1248 




5396 


35764 


A 


5441 


1 


1257 




5397 


35765 


A 


5442 


1 


1659 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRSLH 
AK.STEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRTEIITNYLSDHS 
AIKLELR1KNLTQNRSTTWKLN 
NLLLNDYWIHDEMKAEIKMFF 
ETNENKDTTYQNLWDAFKATA 
SKTNKEKEKNQIDTIKNDKGDI 
TTDPTEIQTTIREYYKHLYANK 
LENLEEM DKFLDTYTLPR LN QE 
EVESLNRPITGAEIVAIINSLPTK 
KSPGPDGFTAEFYQRYKEELHI 
NRAK.DKNHMIISIDAEKAFDK.I 
QQPFM LKTLNKLGIDGTYFKJ IR 
AIYDKPTANIILNGQKLEAFPLK. 
TGTRQGCPLSPLLFNIVLEVLAR 
AIRQEKE1KGIQLGKEEVKLSLF 
ADDMTVYLENPIVSAQNLLKLI 
SNFSKVSGYKINVQKSQAFLYT 
NNRQTESQ1MSELPFTIASKR1K 

Y LOlv^L I KU V KL/Lr tS.E,JN Y KrLL 

KEIKEDTNKWKNIPCSWVGRIN 
IMKMAILPKVIYRFNAIPIKLPM 
TFFTELEKTTLKFIWNQKARARI 
AKATLSQKNEAGGITLP 


5398 


35766 


A 


5443 


1007 


1719 


TEPKTKTT*LSQ*MQKKPLTKF 
NNPSC*KLS1N/IVLEVLARAIRQ 
EKEIKGIQLGKEEV1CLSLFADD 
M1VYLENPIVSAQNLLKLLSNFS 
KVSGYKINVQKSQAFLYTNNR 
QTESQIMSELPFTIASKRIKYLGI 
QLTRDVKHLFKENYKPLLKEIK 
EDTNKWKN1PCSWV\GRINIVK 
MAILPKVIYRFNAVPIKLPMTFF 
TELEKTTLKFIWNQKRACIAKSI 
LSQKNKAGGITLP 


5399 


35767 


B 


5444 


1 


1020 





639 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5400 


35768 


A 


5445 




1576 


MDKFLDTYTLPRLNQEEVESLN 

RPITGAEIVA1INSLPTK.KSPGPD 

GFTAEFYQRLISNFSKVSGYRIN 

VQES\QAFLYT1NRQTESQIMSA 

LPLTIASKRIKYLG1QLTRDVKD 

LFKENYKPLLNEIKEDTNKWK 

NIPCSWVGRINIVKMAILP/KEL 

E ETTLKF 1 WNQKR A R 1 AKS I L SQ 

KNKAGGITLPDFKLYYKATVT 

KTAWYWYQNRDRDQWNRTEP 

SE1MPHIYNYLIFDKPEKNKQW 

GKDSLFNKWCWENWLAICRKL 

KLDPFLTPYTRINSRW1KDLHV 

RRKTIKTLEENLGNTIQDIGMG 

KDFMSKTPKAMATKAK.1DKW 

DL1KLKS FCTAKETTI RVN RQPT 

KWEKIFATYSSDKGLISRIYNEL 

KQIYKKKTNNPIKKWAKDMNR 

HFSKEDIYAAKK.HMKKCSSSLA 

IREMQ1KTTMRYHLTPVRMAI1 

KKSGNN/R/CAPGTPERQNHSLS 

WKGS*SQEPSGLAQW1PLPWSP 

AS*DPLA*NSCCQHSCLKSTWD 

AQACARKLRTLIKGYRNCQLE 




35769 












5402 


35770 


A 


5447 




1563 




5403 


35771 


A 


5448 




1449 




5404 


35772 


B 


5449 




1605 




5405 


35773 


B 


5450 




1569 




5406 


35774 


A 


5451 




690 


MSELPFT1ASKR1KYLG1QLTRD 
VK DLFKEN YN PLLN EIKEDTNE 
WKNIPCSWVGRINIVKMA1LPK 
ATVTK1AWYWYQNRDIDQWN 
RTERSE1MPHIYNYLIFKKPEKN 
KQWGKDSLFDKWCSENWLA1C 

KIVLIUjUrr Llr i 1 lVlINoK WIKJJ 

LNVRPKTIKTLEENLG1TIQDIGI 
GKDFMSKTPKAMATKAKIDK 
WDLIKLK\FCTAKETTIRVNRQS 
TKWEIISSLD 


5407 


35775 


A 


5452 


1 


1919 





640 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5408 


35776 


A 


5453 


1 


1416 


MIILIDAEKAFDKIQQPFMLKTL 
SKLGTDGTYLKIIRA1YDKPTAN 
IILNGQKLEAFPLKTGTRQGCPL 
SPLLFNIGLEDLARAIRQEKEIK 
GIQLGKEEVKLSLFADDM1VYL 
ENP1VSAQNLLKL1SNFSKVSGY 
KINVQKSQAFLYTNNRQTESQI 
MSELPFTIASKRIKYLGIQLTRD 
VKDLFKENYKPLLKE1KEDTNK 
WKNIPCSWVGRINIVKMAILP\R 
DIDQW/NRTEPSEIMPHTYNYLI 
FDKPEKNKQWGKDSLFHKWC 
WENWLAVCRKLKLDPFLTPYT 
KINSRWIKDLNIRPKTIKTLEEN 
LGITIQDIGVGKDFMSKAPKAM 
ATKAK1DKWDLIKLKSFCTAKE 
TTIRVNRQPTTWEKIFATYSSD 

RU-LlbUl 1 INcLiS.^! Y iS.ls.rv 1 IN JNrl 
IS. IS. W A is. L) 1V1 IN K n r 3 IS. t, U 1 HA A IS. 

KHMKKCSSSLAIREMDIKTTMR 

Y rll- 1 r V KJVIAI llS-lviLiININKL. WK 

npr;pir;TT 

UtUClU 1 L. 


5409 


35777 


B 


5454 








5_4I0 


j5778 


B 


5455 




"T"t 




541 1 


35779 


B 


5456 


130 









5412 


j5780 


A 


5457 




□95 




5443 


35781 




5458 




J64 




54J4 — 


j5782 


— 










5415 


3578j 


- — 

A 




5460 


2821 




578] 




5416 — 


35784 




^9 











I 


— 






- — - 






544 8 — 


j5786 







5463 








5419 


j5787 


— 






2217 




5420 


35788 


- — 

A 


- 

5465 






2478 




5421 


35789 


— 


5466 









5422 


i£Z22 








2^6~ 




lr~ — 


35791 


— 


— — — 












±L_1 


j — 






2I4I 




_ 

5425 — 


35793 







5470 




— 

— ^ 




5426 — 


35794 


— 






ikr 




— 


H^ll 




-— 












— 


5473 




L527 




5429 


35797 


A 


5474 




1293 . 




5430 


35798 


A 


5475 




1038 




5431 


35799 


A 


5476 




1572 




5432 


35800 


A 


5477 




1290 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


5433 


35801 


A 


5478 




524 


MSELPFR1ASK.RIKYLG1QLTRD 
VKDLFKENYKPLLNEIKEDTNK 

wkniscswvgr1nivkmailpk/ 
vk.hr/fsaclqslgrsgttgle 

ALAM*PIWPQEVE*VKFPALPS 
GASSTKGGCVP*QIQVEERLLS 
WKL*QA*TSW\YQRQRRSDSSL 
RERK*PKSIQRNVRRLSYYTP 


5434 


35802 


A 


5479 


2 


1547 




5435 


35803 


A 


5480 




2376 




5436 


35804 


A 


5481 . 




1824 




5437 


35805 


A 


5482 _ 




1071 




5438 


35806 


B 


5483 




1839 




5439 


35807 


B 


5484 




1368 




5440 


35808 


A 


5485 




1884 


















5442 


35810 


B 


5487 




2532 




5443 


35811 


A 


5488 




2373 




5444 


35812 


A 


5489 




2361 




5445 


35813 


A 


5490 




2274 




5446 


35814 


A 


5491 




1686 


MASPGPAPTASPKJHSELLTATR 

EAQRHHPVPRGQDLVTSESFSL 

SFCFSAA1FIFELLGSNSEGVTDL 

RLWLCQPAPRCGEWTYNPLEQ 

CCDDGV1LDLNQTRLCGSSCTF 

WPCFQHCCLESLGSQNQTVVRF 

KVPGMKPDCKSSPITRICAQAG 

VQ1SNFSKVSGYKINVQKSQAF 

LYTNNRQTESQIMSELPFTIASQ 

R1KYLGIQLTRDVKDLFKENYK 

PLLKEIKEDTNKWKNIPCSWVG 

RINIVKMAILPKVIYRFNA1PIKL 

PMTFFTELEKTTLKFI WNQKRA 

LIAKSILSQKNKAGGITLPDFKL 

YYKATVTKTAWYWYQNRD1D 

QWNRTEPSE1TPHIYNYLIFDKP 

EKNKQWGKDSLFNKWCWENW 

LA1CRKLKLDPFLTPYTKINSRW 

IKDLNVRPKTIKTLEENLGITIQ 

DIGMSKDFMSKTPKAMATK.DK 

IDKWDLIKLKSFCTAKETTIRVX 

NRQPTKWEKIFATYSSDKGLIS 

RIYNELKQIYKKKTNTNPIKKWA 

KDMNRHFSKEDIYAAKKHMK 

KCSLSLAIREMQIKTTNQNH\M 

RYHLTPGHG 


5447 


35815 


A 


5492 




1872 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5448 


35816 


A 


5493 


195 


1494 


PPGQHLQRRCLLRVSGFSENAK 

KGMLEVLARAI\RQEKKIKGIQS 

GKEEVKLSLFADDMIVYLENPI 

VSAQNLLKL1SNFSKALGYK1SV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRIKYLGIQLTRDVKDL 

FKENYKPLLNEIK.EDTNKWK.NI 

PCSWIGRJNIVKMAILPK.V1YGF 

NAIP1KLPMTFFTELEKTTLKFI 

WNQKRARIAKSILSQKDKAGGI 

TLPDFKLYYKATVTKTACNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQ1RMRTVFE 

QAIDQRSSTDTSLSTPAAPMVD 

SLIARVGVMARGNAITLPVCGR 

DVKFTLEVLRGDSVEKTSRVW 

SGNERDQELLTEDALDDLIPSFL 

LTGQQTPAFGRRVSGV1E1ADG 

SRRRKAAALTESDYRVLGGEL 

DDEQMAALSRLGNDY 


5449 


35817 


A 


5494 


1 


1845 




5450 


35818 


A 


5495 


1 


2109 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nuclfolide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5451 


35819 


A 


5496 




2535 


MKSGHPEKEQDNSDVQETREIT 

1RGLLCTALMRHSTGAIAYLGV 

LSGSASLKLAGVPLRCCEGDKD 

AGH PLETQTALCERG RGARSL V 

GNT1MTSQPVPNETIIVLPSNVIN 

FSQAEKPEPTNQGQDSLKKH LH 

AEIKVIGVNLIQNVLERGWGKC 

QEMIYVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

REIVPVYEVLSV1TGLQIQVFSG 

KEADSVIKRS1GWGPFFKPRTK 

DKNHMIISIDAEKAFDKIQQHF 

MLKTLSKLG1DGTYLKIIRAIYD 

K.PTAN11LNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSDQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIK. 

EDTNKWKNIPCSWVGRINIVK 

MAILPKV1YRFNAIP1KLPMTFF 

TELEKTTLKFIWYQKRARITKSI 

LSQRNKAGD1TLPDFKLYYKAT 

VNKTAWYWHQNRHIDQWNRT 

KPSE1TLHIYNYLFFDNPDKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTK1NSRW1KDL 

NIRPKT1KTLEENLG1T1QD1GMG 

KYFMTKTPKAMATKAKIDKW 

DLIKLKSFCTGKETTIRVNRQPT 


5452 


35820 


A 


5497 


3 


2284 




5453 


35821 


A 


5498 


1 


1245 




5454 


35822 


A 


5499 


1 


1140 




5455 


35823 


A 


5500 


383 


1185 




5456 


35824 


A 


5501 


1 


3159 


MLEVLAWAVRQEKEIKGIQLG 
KEEVKLSLFADNMTVYLENPIV 
SAQNLLKLISNFSKVSGYKVSG 
QKSQALL YTNN RQTESQIMSEL 
PFTIASKRIKYLGIHLTRDVKDL 
FKENYK.PLLKE1KKDTNKWKN1 
PCSWVGRINIVKMAILPKDIIQE 
NFPNLARQANIQIQEIRKTPQRY 
SSRRATPRHI1VRFTKVEMKEK 
MLRAAREKASHHTYSKIDPILG 
SKPLLSKCKRTE1ITNYLSDHSA1 
K.LEFRIKNL 



WO 01/075067 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5457 


35825 


A 


5502 


583 


2515 


MQKKPLTKFNNPSC*KLSIN*LI 

SNFSEVSGYKISVQKSQAFLYT 

NNR/QESQIMSELPFTIASKR1KY 

LGIQLTRDVKDLFKENYKPLLK 

EIKEDTNKWKNIPCSWVGRJNI 

VK.MAILPKAIYRFNAIPIKLPMT 

FFTELEKTTLKFIWNQKRARIA 

KSILSQKNKAGG1TLPDFKLYY 

KATVTKTAWYWYQNRDIDQW 

NRTEPSEITPH1YNYLIFDKPEK 

NKQWG KDSLFNKWC WEN WLA 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVGPNTIKTLEENLGITIQDI 

GTGKDFMSKTPKAMATKAK[D 

K RDLIKLN S FCTA KETTIRVNR 

QPTKWEKIFTTYSSDKGLISRIY 

NELKQIYKKKTNNPIKKWAKD 

MNRHFSKEHIYAAKKHMKKCS 

PSLAIREMQIKTTMRYHLTPVR 

MAIIKKSENNSLLAAGGGNRRT 

ANVVAHGFANLLTLDKKTLQEI 

LVHYPDSER1LMKKARVLLKQ 

KAKTAEATPPRKDLALLFPPKE 

ETPKLFKTLLGGTGKASLARLL 

KLKREQAAQKKENSEGGEEEG 

KF.NEDKQKENEDKQKF.NEDKG 

KENEDKDKGREPEEKPLDRPEC 

TASPIAVEEEPHSVRRTVLPRGT 

SRQSL11SMAPSAEGGEEVLTIE 


5458 


35826 


A 


5503 




2463 




5459 


35827 


B 


5504 




1221 




5460 


35828 


A 


5505 


] 


4494 




5461 


35829 


A 


5506 


] 


2825 


MARTSYGQHFFPTLISMNIDSG 

RQNN G IPKLSTS Y SLKPMNTLC 

YLVKRDLEGVLKLRILTWESSL 

DYPGGPSVITKVLIRQKEGQSQ 

RTRYDNGSRGWSDAIAVKRPQ 

AKECGWPLEAGKGKEWILRKE 

C 1 PANTLML AQC PPTLRVGGS V 

CSAWRMIQNSDGERRrCRNRIQL 

QAVRLSKVIHDTFRNFPRFVHS 

RELSKGAEKSSSLKKGLEQVII 

WTKCRQCGESRCTKKVEERKV 

LHNTFISTSTTITTLG 
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SEQ 11) 

NO: 


SF.Q ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5462 


35830 


A 


5508 


1184 


4791 


TSMQKSS1KYWQTESSS TSKSLS 
TMIKWASSLGCKAGSVYANQ* 
M*SSI*TEPKTKTI*LSQ*MQKK 
PL/YK1QQPFMLKTLNKLAQNL 
LKLISN FSKVSG YK1N VQKSQA 
FLYTNNRQTESQ1MSELPFTIAS 
KRIKYLG1QLTRDVKDLFKENY 
KPLLKEIKEDTNKWKN1PCSWV 
GRINIVKMAILPQVIYRFNAIPIK 
LPMTFFTELEK.TTFKFIWNQKR 
ARIAKSILSQKNKAGGITLPDFK 
LYYKATVT 


5463 


35831 


A 


5509 


516 


2233 




5464 


35832 


B 


5510 


286 


4131 




5465 


35833 


B 


5511 




4911 




5466 


35834 


A 


5512 


1080 


3119 


SSGLHPWDARLVQYTQINKCN 

PAYKQSQRQKPHDYLNRCRKK 

AFDK1QQPFMLQTLNKLGIDGT 

YFKI1RAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSLLLFNIVL 

EVLARA1RQEKEIKG1QLGKEEV 

KLSLFADDM1VYLENPIISAQNL 

LKLISNFSKVSGYKINVQKSQTF 

LYNNNRQTESQIMSELPFTIALK 

RIKYLG1QLTRDVKDLFKENYK 

PLLKE1KEDTNKWKNIPCSWVG 

RIN1VKMA1LPKV1YRFNAIPIKL 

PMTFFTELEKTTLKF1WNQKRA 

R1AKSILSQKNKAGGITLPDFKL 

YYKATVTKTAWYWYQNRDID 

QWNRTEPSE1MPH1YNYL1FDKP 

EKNKQWGKDSLFNKWCWENW 

LAICRKLKLDPFLTRYTKINSR 

W1KDLNVRPOIKTLEENLGITI 

QDIGVGKDFMSKTPKAMAAKA 

K 1 DKWDLIKLKS FCTAKETTIRV 

NRQPTTWEK.1FATYSSDKGLISR 

1YNELQQ1YKKKTNNPIKKWAK 

DMNRHFSKEDIYAAKKHMKK\ 

CSSSLAIR\EMQIKTTMRYHLTP 

VRMAIIKKSGNNRIRRHFQPRS 

AMFFCCCPGGEGSGLQWELLL 

AAWTVLPYPCPAATVGRFLKQ 

AQTADHSFLGHVWRVPSSRSW 

TDKE1LSLVVNRQNQEVVQLIG 

GLCGTHTISPTQHPATG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion. \=possible nucleotide insertion) 


5467 


35835 


A 


5513 


2494 


4549 


LQT1LQGYSNSK.QHGTGTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHIYNYLIFDKPDKNKKWGKDS 

LFNKWCWENWLVIC1KLKLDP 

FLTPYTKINSRWIKDLNVRPKTI 

KTIEENLGNTIQDIGMGKDFMS 

ETLKARATKAKIDKWDLIKLK.S 

FC i AKETTIRVNRQPTKWEKIF 

AIYSSDKGLIPRIYK.ELKQIYKK 

KTNSPIKXWVKDMNRHFSKEDI 

YAAKKHMKKCSSSLAIREMQI 

KTAMRYHLTPVRMAI 


5468 


35836 


A 


5514 




5582 


MGDFNTPLSTLDRSTRQKVNK 
DTQELN SALHQA DL1DI YQTLH 
PK.STEYTFFSAPHHTYSK.1DH1L 
GSKALLSKCKRTQI1TNYLSDHS 
AIKLELRIKNLTQNMSTTWKLN 
NLLLNDYWVYNEMKAEIKMFF 
ETNEN E DTTYQN L WD AFKA VC 

DT.I/TIA I M A U 1/ D l/ACD C VTr^TT 
KOJvrlALlN AnKKK^cKblVllJ i L. 

TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKE1ETQKTLQKINESR 
SWFFERJNKIDRPLARLIKKKRE 
KNQIDT1KNDK 


5469 


35837 


A 


5515 


3371 


5375 


TDTSQKKTFMQPKKHMKKCSP 

SLA1REMQIKTTMRYHLTPVRM 

A1IKKSGNNRSWYFEKINKIDRL 

LARLIKKKREKNQIDAIKNDKG 

DITTDPTE1QTTTREYYKHLYA 

NKLENLEEMDKFLDTYNLPRL 

KQEEVESLNRPIRGSEIVAIINSL 

PTKKSPGPDGFTAEFYHRYKEE 

LVPLLLKLFQSIEKEVILPNSFYE 

ASIIL1PKPDRDTAKKENFRPISL 

MNIDAKILNK1LANRIQQHIKKL 

1HHDQVG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5470 


35838 


A 


5516 


314 


2695 


GSACRDPDPDPLRLVGGGAAA 
PPCSSVSPSAWRQSRPREYYEG 
GRGLHAPDRETALGLGIATSER 
MLGICRGRRKFLAASLSLLCIPA 
ITWIYLFSGSFEDGK.PVSLSPLE 
SQAHSPRYTASSQRERESLEVR 
MREVEEENRALRRQLSLAQGR 
APSHRRGNHSK.TYSMEEGTGD 
SENLRAGIVAGNSSECGQQPVV 
EKC\RRNPLHFHLIADSIAEQILA 
TLFQTWMVPAVRVDFYNADEL 
K.SEVSWIPNKHYSGIYGLMKLV 
LTKTLPANLERVIVLDTDITFAT 
DIAELWAVFHK.FKGQQVLGLV 
ENQSDWYLGNLWKNHRPWPA 
LGRGYNTGVILLLLDK.LRKMK 
WEQMWRLTAERELMGMLSTS 
LADQDIFNAVIKQNPFLVYQLP 
CFWNVQLSDHTRSEQCYRDVS 
DLKVIHWNSPKKLRVKNKHVE 
FFRNLYLTFLEYDGNLLRRELF 
GCPSEADVMSENLQKQLSELDE 
DDLCYEFRRERFTVHRTHLYFL 
HYEYEPAADSTDVTLVAQLSM 
DRLQMLEATCKHWEGPISLALY 
LSDAEAQQFLRYAQGSEVLMS 
RHNVGYHIVYKEGQFYPVNLL 
RNVAMKHISTPYMFLSD1DFLP 
MYGLYEYLRKSVIQLDLANTK. 
KAM1VPAFETLRYRLSFPKSKA 
ELLSM LDMGTLFTFRYHVWTK 
GHAPTNFAKWRTATTPYRVEW 



648 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54(1,217 


Nucleotide 
location of first 
codnn lor peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5471 


35839 


A 


5517 




2079 


GK.PVSLSPLESQAHSPRYTASS 

QRERESLEVRMREVEEENRALR 

RQLSLAQGRAPSHRRGNHSKT 

YSMEEGTGDSENLRAG1VAGNS 

SECGQQPVVEKC\RRNPLHFHLI 

ADSIAEQILATLFQTWMVPAVR 

VDFYNADELKSEVSW1PNKHYS 

GIYGLMK.LVLTKTLPANLERVI 

VLDTDITFATDIAELWAVFHKF 

KGQQVLGLVENQSDWYLGNL 

WKNHRPWPALGRGYNTGVILL 

LLDKLR KMKWEQ M WRLTAE R 

ELMGMLSTSLADQDIFNAVIKQ 

NPFLVYQLPCFWNVQLSDHTRS 

EQCYRDVSDLKV1HWNSPK.KL 

RVKNKHVEFFRNLYLTFLEYD 

GNLLRRELFGCPSEADVNSENL 

QKQLSELDEDDLCYEFRRERFT 

VHRTHLYFLHYEYEPAADSTD 

VTLVAQLSMDRLQMLEAICKH 

WEGPI SLALYLSDAEAQQFLRY 

AQGSEVLMSRHNVGYH 1 V YKE 

GQF YP VM LLRN V AMKHI STPY 

MFLSDIDFLPMYGLYEYLRKSV 

1QLDLANTKKAM1VPAFETLRY 

RLSFPKSKAELLSMLDMGTLFT 

FRYHVWTKGHAPTNFAKWRT 

ATTPYRVEWEADFEPYVVVRR 

DCPEYDRRFVGFGWNKVAHIM 

LLUV^t Y brlVLrlNA Y MlnmrH 

APSFD1TKERSNKQYRICLKTLK 

bbr l^UM »KK I (j r A A L Is. Y L I A 


5472 


35840 


A 




403 


2757 1 




5473 


35841 


^— 


iMb" 


128 




















5475 


35843 


B 


5521 


25 


1359 




5476 


35844 


B 


5522 


1 


1113 




5477 


35845 


A 


5523 


1 


2526 




5478 


35846 


A 


5524 


3 


555 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5479 


35847 


A 


5525 


1 


1710 


MSQGTTPWGPTPAGTTPESEVH 

RPFPFPVPVPVPETSERSFPVRG 

VCGQAKSGLRRGAARLAPAAY 

LFTRQQTRELIHSACVSISVNTM 

HGLSVA1NSRRCTYYRKYVIDF 

SK.SEIIG1P1SKNIDLTVGTTVTQ 

LQNLNTVGIIGSRGGRGQVAAL 

NCDRQGHLWLFTRVTVHWRM 

GNDRTFWGLLDTVSELMFIPGN 

PKHHCGPPVKVGAYGVTFLGV 

HWCGACQDTPCKMKDKLLHL 

APPTTKKKAQYVVGLLGFWRPI 

YRVTQKAASFEWGPEQDKALP 

QVQAAVQPALLFGPYDSADPM 

VLEASVADRDAVWSLWQAP/1S 

HKMGHAQQHSIIKWK*YICDW 

ARAGPKGTTUPMASWGVLYD 

QLTEEEKTRAWFTDGSARYAG 

TTQKWTAAALQPLSRTSLKGS 

GEGKSSQWAELQAVHLVVHFS 

WKDKWPDVRLYIDSWAVANG 

LAGWSGTWKKHDWK.IGDKEI 

WGRGMWMDLSEWPKPVK.IFG 

SI 1VSAHQWV1SAEEDFNNQVD 

KMTCSVDITQPLSPATPV1TQW 

AHKQSGHGGRDGGYTWAQQH 

G LPLTKTG LAM ATA ECPI 


5480 


35848 


A 


5526 




438 




5481 


35849 


A 


5527 




612 




5482 


35850 


A 


5528 


2 


736 


EK.CAMTALSSKLISQQKAFFAK 

MVVDAVMMLDDLLQLKMIGI 

KKVQGGALEDSQLVAGVAFKK 

TFSYAGFEMQPKKYHNPKIALL 

NVELELKAEKDNAEIRVHTVED 

YQAIVDAEWNILYDXKLEKIHH 

SGAKVVLSKLPIGDVATQYFVA 

UKIJlVirL/AOKVrc,iiL>LK.Kl MM 
a rrrcmTf\/M a i c a rwn d rr\ 

VrfcfciyiOULKYiNrr lUCrlvAiv 
I U 1 rlLKuuAc^rlvltD 1 t-KoLn 
UA1MI VKJvA. 


5483 


35851 




5529 


3 


474 




5484 


35852 


— — 

A 


553 _? 


374 


968 




5485 


35853 


^— 




| 












5l3l 




2T3I 




5487 


35855 


A 


5533 


1 


240 




5488 


35856 


A 


5534 


248 


1034 




5489 


35857 


A 


5535 


1 


1602 




5490 


35858 


A 


5536 


120 


340 





WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 


5491 


35859 


A 


5537 


2 


408 


DEDDDDDDEEDDDEDDDDDDF 
DDEEAEEK.APVKKSIRDTPA\K 
NAQKSNQNGRDSKP\SSTPRSK 
GQESFKKQEKTPKTPKAGPSSVE 
DIKAKMQASIEKGGSLPKVEAK 
FINYVKDCF\RMTDQEAI\QDLW 
QWRKSL 


5492 


35860 


A 


5538 


194 


1027 


WSFISIHLLSYLSACHHLMEDS/ 

MDMGMRPLRPQNYLFSCELKA 

NKDYHFKVDNNENEHQLPLTTI 

NLGAGAMDELDTVEAEAMNYE 

GSPIKVILATLKMSVQPTVSLG 

G\FEITPPVV\LRLKCGSGPVHIS 

GQHLVAVEEDAESEDEEEEDV 

KLLSISGKRSAPGGGSKVPQKK 

VKLAADEDDDDDDEEDDDED 

DDDDDFDDEEAEEKAPVKK.SIR 

DTPAKNAQKSNQNGK.DSKPSS 

TPRSKGQESFKKQQKTPKTPKG 

PSSVEDI1CAKMQASIEKAH 


5493 


35861 


C 


5539 


212 


367 




5494 


35862 


A 


5540 


14 


1515 




5495 


35863 


A 


5541 


1 


540 




5496 


35864 


A 


5542 


1 


1881 


MDAALDDLIDTLGGPEETEEEN 

TTYTGPEVSDPMSSTYIEELGK 

REVTIPPKYRELLAKPIGPDDAI 

DALSSDFTCGSP*LYPSQVFHLL 

DLLPFSPGYQPRLLQHHLA/AVP 

FKVAGSGGADCILHMEVRDTA 

SDTGAGAAALDSSVFSVGLDGF 

SLMSDRSKSSESSSMSSDSLRGL 

GFSSGSGNSGFPSLSVAGFNLYS 

L1ERRSSSGSACRVPSEADRASS 


5497 


35865 


A 


5543 


1 


930 




5498 


35866 


A 


5544 


1 


183 




5499 


35867 


A 


5545 


1 


555 




5500 


35868 


A 


5546 


162 


499 


FPGSGNMAKDAGLIEANGELK 

\/pinrv\n QPf^kTlVVQT VAVUPQ 

TVNPLGKQLLPKTFGQSNVNIA 
QQVVIGTPQRPAASNTL/VWVG 
SPHTPSTHFASQ\NQPSDSSPW\S 
AGKR 


5501 


35869 


A 


5547 


2 


451 


LVAEFSAADNHILPNESAYDQK 
NIRRRVYDALNVLMAMN1ISKE 
KKE1K WIGLPTNSAQECQNLEV 
ERQRRLERIKQKQSQLQELILQ 
QIAFKNLVQRNR\HAEQQASRP 
PPPNSVIHLPF1IVNTSKKTVIDC 
SISNDKFEYLFNFDNT 


5502 


35870 


A 


5548 


37 


162 





651 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


5503 


35871 


A 


5549 


205 


616 


RK.L1IGSQSSIT1AVFGKQNTYIR 
LEPFKINVLEQITKHIEKLQCGG 
VVKQLSRRGNNQHISSTYDINR 
ADAQVRRAVNNYDllVMSNSF 
NGQSEHQVWIGGQFTFIKF\PIN 
SVSIRCRARQEGIMSSPGQQVG 


5504 


35872 


B 


5550 




1407 




5505 


35873 


A 


5551 


3 


416 


MLPARMCCGIVSG*QFHTGNSY 
DHDYEFELGTRS*A*LK.LLFS*T 
LPD*QLPAGSGEGPYHLEGQLS 
YCHRGGEKALAALLSSPTSKTR 
SPSEPDPEQDEQKLRFCKRHLY 
GQQPRSPVE1RLQHVAIAYQTH 
HAYD 


5506 


35874 


A 


5552 


1988 


2137 


L V ITTLLPLACGTAK* E* VN VTS 
FGSRP1CSTSPVLFSGL*GPVKEF 
DT 


5507 


35875 


B 


5553 


1 






5508 


35876 


A 


5554 


1 , .. 


5 92 .. 




5509 














5510 


35878 


A 


5556 


1 


634 




5511 


35879 


A 


5557 


1 


723 




5512 


35880 


A 


5558 




384 




5513 


35881 


A 


5559 




792 




5514 


35882 


A 


5560 


3 


1607 


HCTRMSVKWTSV1LLIQLSFCFS 

SGNCGK.VLVWAAEYSHWMNI 

KTILDEL1QRGHEVTVLASSASI 

LFDPNNSSALKIEIYPTSLTKTEL 

ENFIMQQ1 KR WSDLPK.DTF WL Y 

FSQVQEIMSI FG D1TRKFCKDVV 

SNKKFMKKVQESRFDVIFADA1 

FPCSELLAELFN1PFVYSLSFSPG 

YTFEKHSGGFIFPPSYVPVVMSE 

LTDQMTFMERVKNMIYVLYFD 

FWFEIFDMKKWDQFYSEVLGR 

PTTLSETMGKADVWLIRNSWN 

FQFPHPLLFNVDFVGGLHCKPA 

KPLPKEMEDFVQSSGENGVVV 

FSLGSMVSNMTEERANVIASAL 

AQIPQKVLW\RFDGD\KPDTLGL 

NTRLYKW\IPQN\DLLGHPKTRA 

F1THGGANG1YEA1YHG1PMVGI 

PLFADQPDNIAHMKARGAAVR 

VDFNTMSSTDLLNALKRVINDP 

SYKENVMKLSRIQHDQPVKPE 

DRA VFWIEFVM RHKG AKH LRV 

AAHDLTWFQYHSLDVIGFLLV 

CVATVIF1VTKCCLFCFWKFAR 

KAKKGKND 


5515 


35883 


A 


5561 


2 


1600 





652 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5516 


35884 


A 


5562 


2 


1624 


AATGKQALHCIRMSMKWTSAL 

LLIQLSCYFSSGSCGKVLVWPT 

EFSHWMNIKTILDELVQRGHEV 

TVLASSAS1SFDPNSPSTLKFEV 

YPVSLTKTEFEDIIKQLVKRWA 

ELPKDTFWSYFSQVQE1MWTFN 

DILRKFCKDIVSNKKLMKKLQE 

SRFDVVLADAVFPFGELLAELL 

K1PFVYRPRFSPGYAIEKHSGGL 

LFPPSYVPVVMSELSDQMTFIE 

RVKNMIYVLYFEFWFQIFDMK 

KWDQFYSEVLGRPTTLSETMA 

KADIWLIRNYWDFQFPHPLLPN 

VEFVGGLHCKPAKPLPKEME\E 

FVQSSGENGVVVFSLGSMVSNT 

SEERANVIASALAKIPQKVLWR 

FDGNKPDTLGLNTRLYKWIPQ 

NDLLGHPKTRAF1THGGANGIY 

EAIYHGIPMVGVPLLADQPDNI 

AHMKAKGAAVSLDFHTMSSTD 

LLNALKTVINDPLYKENAMKLS 

R1HHDQPVKPLDRAVFWIEFVM 

RHKGAKHLRVAAHDLTWFQY 

HSLDVTGFLLACVATVIFIITKC 

LFCVWKFVRTGKKGKRD 


5517 


35885 


A 


5563 


i 


225 




5518 


35886 


A 


5564 




3210 




5519 


35887 


A 


5565 


1 


835 




5520 


35888 


A 


5566 


222 


477 


HPRCLSPKG I LKY LTKKYLKKN 
NLRDWLRVVANSKESYELRYF 
Q1NQDEEEEEDED*ISFIWK1LYE 
FLNKTWDPKKKKTKKKKK 


5521 


35889 


A 


5567 


1 


778 


MAAAAAAAGDSDSWDADAFS 
VEDPVRKVGGGGTAGGDRWG 
GEDEDEDVKDNWDDDDDEKK 
EEAEVKPEVKISEKKKIAEKIKE 
KERQQKKRQEEIKKRLEEPEEP 
K V LTPEEQL A DKLRL KKLQEES 
DLELAKETFGVNNAVYGIDAM 
NPSSRDDFTEFGKLLKDIMTQYE 
ESLYYARFLEVLVRDVCISLE1D 
DLKKITNSLTVLCSEKQKQEKQ 
SKAKKKKKGVVPGGGLKATM 
kTint invr.r.vnr.r.vvnrivcn 


5522 


35890 


A 


5568 




897 




5523 


35891 


A 


5569 


1 


2658 




5524 


35892 


A 


5570 


1 


441 




5525 


35893 


A 


5571 


3 


427 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5526 


35894 


A 


5572 


1 


952 


PRLVLLKMAPLDLDKYVEIARL 

CK.YLPENDLK.RLCDYVCDLLL 

EESNVQPVSTPVTVCGDIHGQF 

YDLCELFRTGGQVPDTNYIFMG 

DFVDRGYYSLETFTYLLALKAK 

WPDRITLLRGNHESRQITQVYG 

F\YDDCLTKYGVNANAWRYCTK 

VFDMLTVAALIDEQILCVHGGL 

SPDlKTL\D\QIRTlERNQElPHKG 

ARCDL\VWS\DPEDVDT\WAI\S 

PRGAGWLFGAK\VTN\EFGS*ST 

NLKLICRAHQLVHEGYKFMFD 

EKLVTVWSAPNYCYRCGNIASI 

MVFKDVNTREPKLFRAVPDSE 

R V I PPRTTTP YFL 


5527 


35895 


A 


5573 


54 


588 




5528 


35896 


A 


5574 


1 


4287 




5529 


35897 


A 


5575 




507 




5530 


35898 


A 


5576 


1 


1416 




5531 


35899 


A 


5577 




841 


ILLWDVDGGLTQIDKYLYSSED 
YIKSGALLACGIVNSGVRNECD 
PALALLSDYVLHNSNTMRLGSI 
FGLGLAYAGSNREDVLTLLLPV 

mgdsk.ssmevagvtalacgmi 
avgscngdvtstilqtimek.se 
telkdtyarwlplglglnhlg 
kgeai ea1 laalevvsepfrsfa 
ntlvdvcayagsgnvlkvqql 
lhicsehfd\skekeedkdkkek 

KDKDKKEAPADMGAHQGVAV 
LGIAL1AMGEEIGAEMALRTFG 
HLLRYGEPTLRRAVPLALAL 


5532 


35900 


A 


5578 


2 


391 


AFGVTEPGCYGV1DVDTGKSTL 
FVPRLPASHATWMGKL/HSVLT 
SQKPSVLLTLRGVNTDSGSVCR 
EASFDGISKFEVNNT1 LHPEI VE 
CRVFKTDMELEVLRYTNKISSE 
AHREVMKAVKVGMKEYELER 



654 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5533 


35901 


A 


5579 


18 


1541 


RRCRANMAAATGPSFWLGNET 
LK.VPLALFALNRQRLCERLRKN 
PAVQAGSIVVLQGGEETQRYCT 
DTGVLFRQESFFHWAFGVTEPG 
CYGV1DVDTGKSTLFVPRLPAS 
1IATWMGK1HSKEHFKEKYAVD 
DVQYVDEIASVLTSQKPSVLLT 
LRGVNTDSGSVCREASFDGISK 
FEVNNTILHPEIVECRVFKTADM 
EL\EVLRYTNKISS\EAHREV\MK 
AVKSGEWKEYGVGKASFEHY\ 
CYSRG\GMRH\TSYT\CILRAVG 
*GTSAVLTFTGH\AGAPNDRTIQ 
NGDMCLFDMGGEYYSVASDIT 
CSFPRNGKFTADGAKAVYEAVL 
LSSRAVMGAMKPGDWWPDM\ 
HRLAYRIHLEELAHMGILSGSV 
DAMVQAHLGAVFMPHGLGHF 
LGIDVHDVGGYPEGVERIDEPG 
LRSLRTARHLQPGMVLTVEPGI 
YFIDHLLDEALADPARASFLNR 
EVLQRFRGFGGVRIEEDVVV1D 
SGIELLTCVPRTVEEIEACMAGC 
DKAFTPFSGPK 


5534 


35902 


A 


5580 


1 


98 




5535 


35903 


A 


5581 




810 





655 
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SEQ1D 

NO: 


SEQ ID NO: 


Vice 
liod 


SEQIDNO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5536 


35904 


A 


5582 


I 


861 


MLKE 1 1 D DTN K WKH 1 PCS WMG 

RISIVKMTILPKAIYKFNAVLIKI 

PPSFFTELEKTILKFLCNEKRAS 

RAKARLNKKNKSGG1TLLDFKR 

YYSAIVTKTVWYWYKNRHIHQ 

RNR1ENPEINPNTYSQL1FNKAN 

KN1KWGNDTLFSKWCWDNWL 

ATCRRMKLDPHLSPHTKIN SRW 

IKDLILRPETTKILEDNIGKTLLD 

VGLGKDFMTKNP1CANARKAK.1 

N1WDLIKLKSFFTAKGTVSRVN 

RQPTEWEKIFIIHTSDEGLLISRI 

YNELKQI SKKKATNN PIKK WAK 

DMNRQFSKEDVQMANKYMKK 

CSTSLIANLICREMQ1KTTMQY 

HLTPARMAI1KKSKISRCWHGC 

GDQGTLLHCWWECKLVQPLW 

KTVWRFLK.ELKVELPFDPAIPL 

LGTHPEEKKSLCKKDTCTCMLL 

AAQFTIAKSWNQPKCPSVNEWI 

KKLCPRWLLSKWASA*NKWK 

H1PCSWMGRISIVKMT1LPKA1Y 

KFNAVL1KIPPSFFTELEKTILKF 

LCNEKRASRA1CARLNKKNKSG 

GITLLDFKRYYSAIVTK.TVWY 

WYKNRHIHQRNRJENPEINPNT 

YSQLIFNKAMKNIKWGNDTLFS 

KWCWDNWLATCRRMKLDPHL 

SPHTK1NSRW1KDLILRPETTK1L 

EDNIGKTLLDVGLGKDFMTKN 

PKANAR1CAKIM1WDLIKLKSFF 

TAKGTVSRVNRQPTEWEKIFIIH 


5537 


35905 


B 


5583 


473 


1694 




5538 


35906 


A 


5584 


1 


429 




5539 


35907 


A 


5585 


572 


1149 


PPVSHSMTLGNSYLFAPNWTIT 

PAW/CNTLDPSEGFGWQASLSL 

PSHQQFEHTCPEWLPTYSWPCK 

VGPDYLSE1CQPECKQHFQESL 

TESSKQN1YETCA1YVSSPGERIL 

NQRFGPHGAFILVREYDD1RFS 

HSGPPSTCPNFPGPSYYTARESA 

YALKLRALEIIQISQSTKMQRNL 

GNPILPAIHQQPPQ 


5540 


35908 


A 


5586 


1 


804 




5541 


35909 


D 


5587 


1 


1995 





656 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5542 


35910 


A 


5588 


74 


1128 


LLLDL*VD*SPSRPLEMRFRV*P 

MKRCTTLKKNYLSFLVY1SRNL 

*NRVJCAIM/VGKAEWKT1ELPL 

PRKTVNQKQYRIPGGIAEISTTI 

KELNNAGMVIPTTSPFNSP1WP 

VQKIDGSWRMTVDYCKLNQV 

VTPIAATVPYVVSSLEQIN/TSPG 

T/WNRKRFCNRSRLLHKLLCHL 

GHMTQQI*CFLRCQWHIGMLF 

GPEICGCTSLSGQKL/WK.IFVSH 

A ASFEWSPEQEKALQQ VQA V V 

Q A ALPLGP YDP A DP VL LE M S V 

ADRDAVWILWQAPISESQWRPP 

GFWSK.ALPSSADNYSPFERQLL 

ACYWTLVETERLTMGHQVTIPP 

ELP1MNWVFSDLSSPKMCHPQQ 


5543 


35911 


A 


5589 


] 


1337 


M1ISIDAEKAFDKIQQPFMLKTL 

SKLEETASPSPVVATYTPQPML 

PSAFPPLSEEINPVLPE'l TVMAS 

PEAVTRQDNVDSPQKPPPTPMF 

ASRPITRLKPRRAPSEEGIQRLK 

KIGMVEWISHFRPTPLSMEGPE 

HILLTNTLLNRYVKAAPASLKS 

PLTALLFMSDLTVGTTFSQLQN 

LNTMG1FGSSCDRSQVAALNHQ 

RQVPECK1VIDILNIWRIPHIGSL 

TGRVREIMVGKAKWKPLEQPP 

PRKIVIQKQYH1PGA1TE1SATIE 

DLKETG VVILTTSPFKSSI WPLQ 

KTDGSWRMTVNYHKLNQVET 

PIAAAVPDVVSLLEQ1NTSPGT 

WYAA1DLVNVFFSIPVYKAHQK 

QFAFSWQGQQYTFTFLPQGYIN 

SPDITLVHYIDDIMLIGSSEQEV 

ANTLDLLPARVASWGVPYDQL 

T/GGRED*GLLHRWSCR1CRHH 


5544 


35912 


A 


5590 


2 


693 


KIVN/QKQYHIRGG1AEISATIKD 

SKDTG V VIPTTSPFNSPI WP V W 

KTDGSWTITVDYHK.LDQVVTPI 

AAAVPDVVSLLEQINTSPGTWY 

AAINLENAFFSIPVHKANQ/K.QF 

AFSWQGQQYTIAVLPQWKFLG 

IHWFVACQDIPSKIKDKLLHLA 

PPTNKKEAQCLVGLFGFWRQHI 

PHLRVLLQPIYQVTLKAAIFEW 

GPEQEKALQQVQAAVQAALPL 

GPYDPTDPMVLE 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5545 


35913 


A 


5591 


1 


101 1 


MVSTPATLPSLPKPALMASWG 

VPYDQLTKEEKTRVWFTDGSA 

RYAGTTQKWTAVALQPLSRTS 

LKDSSEGKSSQWAELQAVYLV 

VHFAWKEKWPDVGLYTDSWA 

VANGLAGWSETWEKQDWKJG 

DKEIWGRGMWMDLSEWSKAV 

K1FVSHVSAHQRVTSAEEEFNN 

QVDRPL/PVFTQWAHEQSGHSG 

RDGGYSWAQQTAGLPFTKADL 

AMATAECPICQQQRPTLSPLYS 

TIPQGDQPATWWQIDYIGPLPS 

WKGQKFVLTVIDTYSRYRFAY 

PAHNASAKTTIHGLIECLIHCYG 

IPHSIASDQSIHF/TTKEVQ*WAH 

AHG1HWSYHVSHHPEAAGL 


5546 


35914 


A 


5592 


7 


278 


SASCTAAFHHQMEVVYTRSGS 
SRS* RVPTIPVI AQWDYDHNGHG 
GRDGGYPWAQQHELPLTKADL 
ATATA ECP1CQQQRPSLSPRCGT 
IPR 


5547 


35915 


A 


5593 


1 


237 




5548 


35916 


C 


5594 


63 


116 




5549 


35917 


A 


5595 


2 


739 


HKMGHAQQHSIIK.WK+YICDW 
ARAGPKGTT\APMASWGVLYD 
QLTEEEKTRAWFTDGSARYAG 
TTQKWTAAALQPLSRTSLKGS 
GEGKSSQWAELQAVHLVVHFS 
WKDKWPDVRLYIDSWAVANG 
LAGWSGTWKKHDWKIGDKEI 
WGRGMWMDLSEWPKPVKIFG 
SHVSAHQWV1SAEEDFNNQVD 
KMTCSVDITQPLSPATPV1TQW 
AHKQSGHGGRDGGY rWAQQH 
GLPLTKTGLAMATAECPI 


5550 


35918 


A 


5596 


i 


354 




5551 


35919 


A 


5597 


3 


592 




5552 


35920 


A 


5598 


126 


365 


QLAEPPHWLPD*KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVWI 
FHLSGSDRWRRTYRCL 


5553 


35921 


A 


5599 


1 


483 




5554 


35922 


A 


5600 




1908 




5555 


35923 


B 


5601 


141 


1569 




5556 


35924 


B 


5602 


46 


1533 




5557 


35925 


A 


5603 


61 


448 


WRFLGPWR1VSCWFCGWEERR 
EGSAFFVG1PARMSAARESHPH 
GVKRSASPDDDLGSSNWEAAY 
LGNEERKQKFLRLMGA/GKGEE 
DQKINEELESQYQHSMDSKLSG 
RYRRHCGLGFSEVEDHDGEGD 



658 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5558 


35926 


A 


5604 




404 


PWR1VSCWFCGWEERREGSAFF 
VGIPARMSAARESHPHGVKRSA 
SPDDDLGSSNWEAADLGNEER 
KQKFLRLMGAGKKEHTGRLV1 
GDHKSTSHFRTG\EDHDGEGDV 
AGDDDDDDDDSPDP*SPDDSES 
DSESE 


5559 


35927 


A 


5605 


2 


434 


LGPWR1VSCWFCGWEERREGS 

AFFVGIPARMSAARESHPHGVK 

RSASPDDDFFLFA1MNGK*KIV 

NSHRCSVKAKSRQQLGSSNWE 

AADLGNEERK.QK.FLRLMGAGK 

KEHTGRLVIGDHKSTSHFRTGE 

ED*K1NEELESQYQH 


5560 


35928 


C 


5606 


909 


1096 




5561 


35929 


A 


5607 


1 


309 


PQPAAMAAY1WVL1RHGESAW 
N LETSFSG WYDATLSLAGHKE 
AKRGGQALRGLFQVPLAPEAV 
GTVWCSWRTPCALKQL*PRPL 
KRRLRILADRHATQPRPQQ 


5562 


35930 


A 


5608 


93 


914 


SQSVPHPQPAAMAAYKALVLGV 

RHGESAWNLENRFSGWDDADL 

SPAGQRGGERFAAQALQDAGY 

E FD1CFTS V\QKRAIRTLW\TV L\ 

DAFDQMWLASGEGLWGFNER 

HYWGS*PGLN*KQKLAAK1G*G 

PRLK1\WRRSY\D\VPPPPMEPDH 

PFYSN1SKDRRYADLTEDQLPS 

C\ESLKDT1ARALPFWNEEIVPQI 

KEGKRVLIAAHGNSLRGIVKHL 

EGLSEEAIMELNLPTG1PIVYEL 

DKNLKPIKPMQFLGDEETVRKA 

M E A VA AQGKAKK 


5563 


35931 


A 


5609 


2 


450 


V1MKAGGL1YQLDSYAP/RAEAE 
KTFSYPLDLLLKLHDERVLVAF 
GQRDGIRVGHAVLAINGMDVN 
GRYTADGKEVLEYLGNPANYP 

\/CIt?"Emi>DC>I TQXIPVI \J1l ACKytp 

HS\IKFVVLADP\RQAGIDSLLRK 
IYEIYSDFALKNPFYSLEMP 


5564 


35932 


A 


5610 


1 


663 




5565 


35933 


A 


5611 


1 


2034 





659 
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SEQID 
NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of Inst 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


5566 


35934 


A 


5612 


374 


1106 


IPVSERQGSDWRFFSVYVVNKA 

GGLIYQLDSYAPTGLRLEKTF\S 

YPLDLAGSS*HDERVLVAFGQR 

GRHPEWGHAVL\AINGM\DVNG 

RYTADG\KEVLEYLG*PLLNYP 

VS1RF\GRPRL\TSNE\KLMLGLP 

CFHSLFAIGVSQACLPGTREASR 

HLKI LGRQ DTFK\LH\C YQTL1AG 

1KFVVL\ADPR\QAG1\DSLLRKI 

YE\1Y\SDFALK.NP\F\YSLEMPIR 

CELFDQNLKLALEVAEKAGTF 


5567 


35935 


A 


5613 


1 


336 




5568 


35936 


R 


5614 


60 


2175 




5569 


35937 


A 


5615 


2 


198 




5570 


35938 


A 


5616 




449 




5571 


35939 


A 


5617 


1 


771 




5572 


35940 


A 


5618 


18 


736 


E AM SSKV SRDTL YEAVREVLH 
GNQRK.RRKFLETVELQISLKNY 
DPQKDK.RFSGT/VQVGTVLIPPS 
PQCPRACPSPAGSR*AGGGHVG 
TDVLG*FRPPAPGRRGWTDPHP 
GS*NMRGGVGRPRPSPPASLRS 
QAGCW*M*TLRVRLG WLLRSQ 
TLHRALGTPGLGVTCWCCPPK 
RRLKSTPRPKESVCVLGDQQHC 
DEAKAVDIPHMDIEALKKLNK 
NKKLVKKLAKKYDAFLASESLI 


5573 


35941 


A 


5619 


24 


698 


EAMSSKVSRDTLYDAVREVLH 
GNQRKRRKFLETVELQISLKNY 
DPQKDK.RFSGTVRLKSTPRPKF 
SVC VLG DQQHCDEAKAVDIPH 
MDIEALKKLNKNKKTGSRSWP 
KKYDAFLA/SQSPLIQADSPKSL 
GP\SLNKGRKSSPSLLTH\NKNM 
VAKVDEVKSTIKFPNWRRCLCL 
AVAVGHVK.MTDDELVYNIHLA 
VNFLVSLLKKNWQNVRALYIK 
SPMGKPQRLY 


5574 


35942 


A 


5620 


1 


843 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5575 


35943 


A 


5621 




1215 


LLIMADPRDKALQDYRKK.LLE 
HKEIDGRLKELREQLKELTKQY 
EKSENDLKALQSV\GQ1\VGEVL 
KQLT\EEKFIVKATNGPRYVVG 
C\RRQL*QKVSLK.PGTR\VAL\D 
MTTLTIVM EDI LPR\E VDPL V YN 
MS\HEDPG\NVSYSEIGGLSE\QI 
RGPGEVIGLPLYKPQSYFQRVG 
IIPPKAGCLLYG\PPGTGKNT/LLA 
RAVASQLDCNFLKVVSSS1VDK. 
YIGESARL1REMFNYARDHQPCI 
IFMDEIDAIGGRRFSEGTSADRE 
1QRTLMELLNQMDGFDTLHRV 
KMTMATNRPDTLDPALLRPGR 
LDRK1HIDLPNEQARLDILAKIHA 
GPITKHG\E1DYEAIVKLSDG\FN 
GADLRNVCHEAGMFAIRADHD 
FVSTGKTSLKAV\RKVADSK.KL 
ESKLDYKPV 


5576 


35944 


A 


5622 


104 


173 




5577 


35945 


A 


5623 




1140 




5578 


35946 


A 


5624 




528 




5579 


35947 


A 


5625 




1083 




5580 


35948 


A 


5626 




471 




5581 


35949 


A 


5627 




2322 




5582 


35950 


A 


5628 




678 




5583 


35951 


B 


5629 


213 


1477 




5584 


35952 


A 


5630 


2 


339 


FGLHKWGLGLEASSPCGPLTPS 
YLGFPRPHPGTLGLGRFWPFLA 
LQSLSETPSHARMPRVTVARTS 
PETLEISPLRAAT*NHRSSGHTC 
FRERMLRVSCRLSLDLSSSWVR 


5585 


35953 


A 


5631 


1 


783 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5586 


35954 


A 


5632 


92 


2746 


ASRMTVLQEPVQAA1WQALNH 

YAYRDAVFLAERLYAEVHSEE 

ALFLLATCYYRSGKAYKAYRL 

LKGHSCTTPQCKYLLAKCCVD 

LSK.LAEGEQILSGGVFNKQKSH 

DDIVTEFGDSACFTLSLLGHGII 

VQTERAAKGTAFSPKRLCLHTF 

P\WTPLEPLVEIGERPLPHQTFN\ 

FTS* RNFANCL HTSGTKQ VTN\ 

HVFSHRQPETVLTETPQXDTIEL 

NRLNLESSNSKYSLNTDSSVSYI 

DSAV1SP\DTVPLGTG\TS1LSKP 

VQYNKPK.TGRSLLGGPAALSPL 

TPKFWGFLPIRKPP\SPG\DGS\Y 

LQNYTNTPPVIDVPSTGAPSKK 

TFRVLQSVARIGQTGTKSVFSQ 

SGN SRE VTPI L AQTQSSG PQTST 

TPQVLSPTITSPPNALPRRSSRLF 

TSDSSTTKENSKKLKMKFPPKIP 

NRKTKSKTNKGGITQPNINDSL 

EITKLDSS1ISEGKISTITPQIQAF 

NLQKAAAEGLMSLLREMGKG 

YLALCSYNCKEAINILSHLPSHH 

YNTGWVLCQ1GRAYFELSEYM 

QAER1FSEVRRIENYRVEGMEIY 

STTLWHLQKDVALSVLSKDLT 

DMDKNSPESGTQRGRESPRMC 

r 1 a r\crMtrvcriccvi7ir\rM cDcnv 
OADbyitrvot^bb Y f lyULbKrUY 

VKFAVVTK1RAWCAAGNCFSL 
QREHDIAIKFFQRAIQVDPNYA 
YAYTLLGHEFVLTEELDKALAC 
FRNA1RVNPRHYNAWYGLGMI 


5587 


35955 


A 


5633 


260 


678 


GEFSI FF WV WN * LLLWHQETFS 
I*NLFSSH*TSITYQATEEGFDFII 
QMKLIHFGDS1FIYLKLLILNRK 
P**EAAISI*V*TWRSRFSHFQLR 
*HQTQVTNHSWETEAR*LTDLV 
KSKSPTIPCSRFKANTLF**SDP 


5588 


35956 


A 


5634 


I 


1452 




5589 


35957 


A 


5635 


2 


1563 




5590 


35958 


A 


5636 


1 


444 




5591 


35959 


A 


5637 


2 


345 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5592 


35960 


A 


5638 


2 


1721 


RSREAAAVAAAAATTAFGCRI 

WNPCAALTMKQSSNVPAFLSK 

LWTLVEETHTNEFITWSQNGQS 

FLVLDEQPvFAKElLPKYFKHNN 

MASFVRQLNMYGFRK.VVH1DS 

GIVK.QERDGPVEFQHPYFKQGQ 

DDLLENIKRKVSSSKPEENK1RQ 

EDLTKI 1 SS AQKVQIKQETIESRL 

SELKSENESLWKEVSELRAKHA 

QQQQVIRKIVQFIVTLVQNNQL 

VSLKRKRPLLLNTNGAQKKNL 

FQHI V K.EPTDNHHHKVPH SRTE 

GLKPRERISDDIIIYDVTDDNAD 

EENIPVIPETNEDVISDPSNCSQY 

PDIVIVEDDNEDEYAPVIQSGEQ 

NEPARESLSSGSDGSSPLMSSA 

VQLNG SSSLTS\EDPV\TM DGFP 

FGM DN 1QSFWGRVEL\LDY\LDS 

IDCSLEDFQAMLSGRQFSIDPDL 

LVDLFTSSVQMMPTDYINNTKS 

ENKGLETTK\NNVVQPVSEEGK 

ENLKSKP\DK\QLIQYTAFPLLAF 

LDG\NPASSV*TGRGTTASFRKF 

CPL*DKPIEVDELLDSSLDPEPT 

QSKLVRLEPLTEAEASEATLFY 

LCELAPAPLDSDMPLLDS 


5593 


35961 


A 


5639 


2 


251 




5594 


35962 


A 


5640 


70 


297 


QLRSPLKWKKAQRQPLAIAHV 
LLLRPRKKRQNGFFTVRYARLL 
STLPRSWRR\KQWY*AQNHVRS 
PEWKWHYQSLS 


5595 


35963 


A 


5641 




985 




5596 


35964 


A 


5642 


1 


3501 




5597 


35965 


A 


5643 


1 


1752 




5598 


35966 


C 


5644 


1 


879 




5599 


35967 


A 


5645 


21 


519 


LHIPVRTLSCRFVGVCWRSTPG 
PVCLGISSGGCRTVDIAALQLW 
LRGLALPEQLLRVDPHPQACRR 
LPREPP\GPGQTFGTREPPQAVS 
TKEASSSNLHAPERTVAGLTFT 
TEQVRALEGVFRHHQYLGPLE 
RNWLAREMQLS\RSR*KPGFKI 
AG*NTNGKCRTPS 


5600 


35968 


A 


5646 


90 


2401 




5601 


35969 


A 


5647 


776 


1018 




5602 


35970 


B 


5648 


1 


1296 




5603 


35971 


A 


5649 




1257 




5604 


35972 


A 


5650 


731 


4841 




5605 


35973 


A 


5651 


325 


9497 




5606 


35974 


A 


5652 


1 


322 




5607 


35975 


A 


5653 


1 


819 
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NO: 


of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5608 


35976 


A 


5654 


56 


251 




5609 


35977 


A 


5655 


149 


701 




5610 


35978 


A 


5656 


3 


415 




5611 


35979 


A 


5657 




467 


AIASPRAAGIRHELTSTMAAGK 

NKRLTKGGKKGAKKKAV/DNII 

NIGKTLVTRTQRTKIASDGLK.G 

RVFEESLADLQND\TDGYLLRVI 

*VAFTTERTNQI/REVFNKL1PDS 

IGK.DIEKACQSIYPLHDDFARK 

VKMLKKPKFELRKLMELHGEG 


5612 


35980 


A 


5658 


2 


418 


PRVRADGKNFRLTKGGELGAR 
NKVVDPFSKKDWYDVKAPAM 
FNIRN1GKTLVSRTQGTKIASDG 
LKGRVFEARLADLQNDEVAFIK 
CKL1TDDVHGKNCLTIFHGMDL 
TRDKM\CSLGKKWQTMIEAHV 
DVKTTDGYLL 


5613 


35981 


A 


5659 


3 


121 




5614 


35982 


A 


5660 


1 


237 




5615 


35983 


A 


5661 


25 


967 


FSPAAGIRHEGSLTSTMAVGKN 
KRLTKG\GKKG S\KKKV VDPFP 
R\KDWY*RRKHPLMFHYKN\IG 
K.T\L VTQ DPKG PK I A\SDG LQGF 
VCLKVSLADLQYNDEVASRKF\ 
RLITEVCFRGKNLP*LTSHGAW 
DLYPVTKMCSHGQKNWQTVMl 
DSSR*MFKTNPMGYLALRLFLC 
/VGFT*KNRNQFRLRKAPPYAS 
ATQQVPPKSRKKMXMEMMTPR 
GARQNDLEKKWVNKL1PRQAL 
GKDIRKGPAQSYFIPUHDVLRL 
EKLKLLEGSPKF*IGESSLGASM 
GGRAVVPGKSHLGTQTGAKVG 
TSLMGYEPPVPRILV 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5616 


35984 


A 


5662 




2142 


MIILIDAEKAFDK1QQPFMLK.TL 

NKLG1DGTYLK1TRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KG1QLGKEEVKLSLFADDMILY 

LENP1VSAQKLLKLISNVSKVSG 

YKINVQK.SQAFLYTNNRQTESQ 

IMSEFPFT1 ATKRIKYLG IQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSWIGRINIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGK.RGGIALVD1PNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDM1VYLENS1V 

SAQNLKL1SNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATK.RIKYLGIQLTRDVKDLF 

KENYKPLLKEIREDTNKWKN1P 

CSR1GRIN1MKMAILPKVIYRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWG7MDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

K1HSRWIKDLNVRPKTIKTLEEN 

LGNTIQD1GMGKDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETT1RVSRQPTEWEK1FAIYPS 

DKGLISRIYKELKQIYRKKVTNN 

PIKKWAKNMNRHFSKEDIYAA 

NRQMKKCSSSLV1REMQIKTTM 



665 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5617 


35985 


A 


5663 


1391 


2742 


KKRESSLTHVMRPASF*YQSQA 

ETQQKICRILDQYP**TLMQKSS1 

K/YL A KRI QQHI KKL1HHDQVGF 

IPGMQGWFNIRKSINVIQHINRA 

KDKNHMIISIDAEKAFDKIQQPF 

MLKTLNKLELEETTVKFIWNQ 

KRAHIAKS1LSQKNKAGGITLR 

DFKLYYKATVTKTAWYWYQN 

RDIDQWNRTEPSEITLHIYNYLI 

FDKPEKNKQWGTDSLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

INSRWIKDLNVRPKTIKTLEENL 

G1TIQDIGMGKDFMSKTPKAMA 

TKAKIDKWDLIKLKSFCTAKET 

TIRVNRQ PTK WEKI FTT Y SSDK. 

GLISRIYNELKQIYKKKTNNPIK 

KWAKDMNRHFSEEDIYAAKKH 

MKKCSSSLA1REMQIKTTMRYH 

LTPVRMA1IKKSGNNRHAPFSIH 

THIMFGSLYLQIQKDLSILGFW 

YPRGILEP1Y 


5618 


35986 


A 


5664 




1910 


MTIIINIIIIIITIITnilVHIITINIVIT 

TTILTTVIISSTUIIITIFVFETGAI 

KLEIRIKKLTQNRSATWKLNNL 

LLNDYWVHNEMKAEIKMFFET 

NENKDTTCQNLWDTFKAINKID 

RPLARLIKKKREKNQ1DA1K1MD 

KGDITTDTTG1QTTIREYYKHLY 

ANKLENREEMDKFFDTYTLPRL 

NQEEVESLNRPITGSKIEEIINSL 

SIKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLFQSIEKEGIILNSCCE 

ASIILIPKPGRDTTK.KENFRP1SL 

MNIDAKILNKTLANRJQQHITK 

LIHHVQVGFIPGMQGWFNIRKS 

INNWKKTTLKLIWNQKRACITK 

SILSQKNKAGGITLPDFKLYYK 

ATVTKTA WY WYQNRDI DQ WN 

RTEASEIIPHTYNYLSFDKPDKN 

K.K.WGNNSLFNKWCWENWLAI 

CRKLKLDPFLTLYTKINSRWIK 

DLNFGTETIKTLEENLGNTIHDI 

GMGKDFMSKTPKAKATKAKID 

KWDLIKLKSFCTAKETTJRVNR 

QPTEWEK.IFAIYPSDKGLISRIY 

KELKQVYKKKTKNPIKKWAKD 

TNRHFSNEDIYAANRHMKKCS 

SSLAIREMQIKTTMRYHLAPVR 

MTIIKKSGSNRQ/W*ASGHVRC 
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SEQ II) 

NO: 


SEQIUNO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 


5619 


35987 


A 


5665 




2460 


MPHAGHARSPGHTLIK.LAEWW 

MSRWMEWNPGFPLSIDAKCHK 

DLPRDIQFDSEKGVDFVLNYSK 

ALNQEEVESLNRPITGSEIEA I IN 

SLPTQKSSGPDGFTAEFYQRYK 

EELVPFLLKLFQSIEKEGILPNSF 

YEASI1L1PKPGRYTHKKNNFRPI 

SLMNIDAKILNK1LANRIQQHIK 

KLIHQDQVGIIPGMQSWFNIHK 

SINVIQHINRTKDKNHM11S1DAE 

KAFDKIQQPFMLKTLNKL\GIK 

YLRIQLTRDVKDLFK.ENYKSLL 

NE1KEDTNKWKNIPCSWIGRMN 

IIKMA1/LPKVIYRFNVIPIKLPMT 

FFSELEKSTLKFIWNQKRARIAK 

TILSQKNKAGGIMLPDFKLYYK 

ATVTKTAWYWYQNRDIDQWN 

RTEPSEMTPH I YN H LI FDKPDKN 

KQWGKDSLFNKWCWENWLAI 

G RQLKLDPFLTP YTKINS R W I K 

DLNVRPKT1KTLEENLGNTIQDI 

SMGKDFMSKTPKAMATKAKM 

DKWDLIKLKSFCTAKETTIRVN 

RQPTEWEKTMFAIYSSDKGLISRI 

YKQLKQIYKKKTNNPIKKWAK 

DMNRHFSKEDVYAANRHMKK 

CSSSLAIREMQIKTIMIYHLTPV 

TMA1IKKSGNNRCWRGCGEMG 

TLLYCWWDCKLVQPLWKTLW 

QFLRDLELGIPFDPA I PLLG I YPK 

DYKSCCYKDTCTPKLARDDQI 

HILKQHRRKELETRQKQYRAW 


5620 


35988 


A 


5666 


689 


1909 


LIAYQPKKSRTRWIHNQILPERI 

K YLG I Q LTRDVKDFLKEK.YKPL 

LNEIKEDINKWKNIPCSWIGRIN 

LVKMAIL/PQAICRKLKLDPFLT 

TYTKINSRWIKDLHVRPKTTKT 

LEENLGNTIQDIGMGKDFMSKT 

PKAMATEAKIDKWDLIKRKSFC 

AAKETTTRVNRQPTDWEKMFA 

IYSSDKGLISRIYEELKQIYKKK 

TNNPINKWAKDMNRHFSKEDI 

YAANRHMKKCSSSLAIREMQIK 

TTVSPFAAQWVSQRYGKWQEA 

HPSNNDGKGYRGKPRFQSLSD 

VHGPQDQKKIIKESALPPTPTFI 

NILMNAKTIENGQFPYLLNALK 

QQQPHDAENLFTWGKENAAIV 

SPCIEVSAALSQWKVPAWPQRS 

GIPNRILRSPIPGLGSWVAFLDL 

VWVRGDPTALK 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5621 


35989 


B 


5667 


1 


1962 




5622 


35990 


B 


5668 




1851 




5623 


35991 


A 


5669 


1 


1947 


MN I D A K.I LN KI L AN RIQQHI KK.L 

IHHDQVGFIPGRQGWFNICKSIN 

VIQHINRAKDKNHMIISIDAEKA 

FDKIQQLFMLKTLNKLG1 DGTY 

FKIIRAIYDK.PT AN I ILNGKKLE A 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARA1RQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENPIVSAQN 

LLKL ISN FSKVSG YKIN VQKSQ 

AFLYTNN RQTESQ1MSELPFTIA 

SKR1KYLGIQLTRDVKDLFKEN 

YKPLLKE1KEDANKWKNIPCSW 

VGRJN1VKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RAHITKAILSQKNKARGITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQ WN RTQPSEITPHI YNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTTKTLEENLG 

ITIQDIGMGMDFMSKTPKAMAT 

K.DK1DKWDLIKLKSFCTAKETT 

IRVNRQPTKWEKIFTTYSSDKG 

L I SRI YN ELKQ1 YKKKTNN PI KK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

LTPVRMA11KKSGNNRCWRGC 

GEIGTLLHCW\W1NWMKKTWH 

IYTMEYYASIKKNEFMSFAGA* 

MKLET1I 


5624 


35992 


A 


5670 


2 


1967 





668 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5625 


35993 


A 


5671 


1039 


2272 


KKRESSLTHVMRPASF*YQSQA 

ETQQKKRILDQYP**TLMQKSSI 

K/YLAK.RIQQHIKKLIHHDQVGF 

IPGMQGWFNIRKSINV1QHINRA 

KDKNHMI1SIDAEKAFDKIQQPF 

MLKTLNKLELEETTVKFIWNQ 

K.RAH1AKSILSQKNKAGGITLR 

DFKLYYKATVTKTAWYWYQN 

RDIDQWNRTEPSEITLH1YNYLI 

FDKPEK.NKQWGTDSLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

IN SR W I KDLN V RPKTI K.TL EEN L 

GIT1QDIGMGKDFMSKTPKAMA 

TK A K.1 DKWDLIKLKS FCTAKET 

T1RVNRQPTKWEKIFTTYSSDK 

GLISRIYNELKQIYKKKTNNPIK 

KWAKDMNRHFSEEDIYAAKXH 

MKKCSSSLAIREMQ1KTTMRYH 

LTPVRMA1IKK.SGNN 


5626 


35994 


A 


5672 




3477 




5627 


35995 


A 


5673 




2814 




5628 


35996 


A 


5674 




2093 




5629 


35997 


A 


5675 




2724 




5630 


35998 


A 


5676 




4680 


MDKFLDTYTLPRLNQEEVESLN 
RPITGSE1VA1IN SLPTKKDPG P D 
GFTAEFYQRJKYLGIQLTRDVK 
DLFKENYKPLLKEIKEDTNKW 
KNIPCSWVGRINIMKMAILPKVI 
YRFNA1P1KLPMTFFTELEKTTL 
KFIWNQKRAR1TKS1LSQKNKA 
GGITLPDFKLYYKATVTKTAW 
YWYQNRDIDQWNRAEPSEIML 
PIYNYL1FDKPDKNKQWGKDSL 
FNKWCWENWLAICRKLKLDPF 
LTPYTKINSRWIK 


5631 


35999 


B 


5677 


1 


1989 




5632 


36000 


A 


5678 


1 


2784 




5633 


36001 


B 


5679 


1 


3573 




5634 


36002 












5635 


36003 


A 


5681 


5339 


10577 




5636 


36004 


A 


5682 


1 


873 




5637 


36005 


A 


5683 


1 


672 




5638 


36006 


A 


5684 


1 


435 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5639 


36007 


A 


5685 


1 


1011 


MVRFGDELGGRYGGPGGGERA 
RGGGAGGAGGPGPGGLQPGQR 
VLYKQSIAQRARTMALYNPIPV 
KQNCFTVNRSLFVFSEDNVVRK 
YAKR1TEWPPFEYMILATIIANC 
I VL A L EQHL PDG DKTPM S E RLD 
DTEPYFIGIFCFEAGIK1IALGFV 
FHKGSYLRNGWNVMDFVVVL 
TGRKAGLGCCGSGVESGGWGD 
RSSSPAMEQSRMENDFDELTEV 
GFRKSVITNFSELKE\DVRTHRK 
EAKNLEKRLDKMWNRINSVEK 
TLNDPMELKTMARELCDACTS 
FSS*FNQVEEKVSV1EDQMDEM 
K*EEKFREKRVKRNEQSLQEIW 
DYVKRPNLRL 


5640 


36008 


A 


5686 




1539 




5641 


36009 


A 


5687 


' ' 


756 


MDDPRLNVKPLTESLETYSGKS 
KGLEGDV1TDSKLNDCRCPSGT 
KLPEEGLGSN1CCSA1FAVLQPL 
LVIPRQTGSGVDHQQTPTDLRM 
TVRRKMNKQKG1ASTSTKRTK 
KDIHTKTPSVCHQHQRPKDCSP 
SPATEQSWMENDLEELTEIGFR 
RSVITNFSELKEDVRIHHKKAK 
NLGKRLDEWLTRINSVEKTLND 
LMELKTMARELHDSCTSFNSRS 
NQAEEKVSVIEDQFNEIKREEK 
FREK\RVKRN 


5642 


36010 


A 


5688 




1008 


MVRFGDELGGRYGGPGGGERA 

RGGGAGGAGGPGPGGLQPGQR 

VLYKQSIAQRARTMALYNPIPV 

KQNCFTVNRSLFVFSEDNVVRK 

YAKRJTEWPPFEYMILATI1ANC 

IVLALEQHLPDGDKTPMSERLD 

DTEPYFIGIFCFEAG1KIIALGFV 

FHKGSYLRNGWNVMDFVVVL 

TGRKAGLGCCGSGVESGGWGD 

RSSSPAMEQSRMENDFDELTEV 

GFRKSVITNFSELKEDVRTHRK 

EAKNLEKRLDEWLTRMNSVEK 

TLNDLMELKTMARELRDACTS 

FSSQFDQVQEMVSVIQDQISEM 

KREEKFREKRVKRNE/QSLQ*I 

WDYVERPNLRL 


5643 


36011 


A 


5689 


1 


672 




5644 


36012 


A 


5690 


1 


807 




5645 


36013 


A 


5691 


1 


1617 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


todon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5646 


36014 


A 


5692 


1064 


1893 


LLEGS1NINKKDIYTKTQSVGRQ 
HQRPKVDKTTKMGRNQNRKA 
ENSKNQSASSPPKDQSSSPAME 
QSWMENNFDELTEIGFRRSVIT 
NFSELKEDVQTHCKEAKNLKK 
RLDECLTRINSVEKKTLNDLME 
LKTMAQELHDTCTSFNTQFDQ 
VEERVSVIEDQINEIK*EEKFRE 
K\RVKTNE*SCQEIWD*VKRPNI 
HLITVPESDGEKGTKLENTLQDI 
IQENFFTNIARQANIQIQE1QRTA 
QRYSSRTATPRHIIVRFAKVEM 
KEKVLRAARKKG 


5647 


36015 


A 


5693 




620 


EAGWLLLSSVDEVMKENDELR 
DSI SQLQKQ1LSLKSAKIALTESL 
ISFRERAE1VEKQTQALIM*VAD 
LQQGN DQTFQG LLDTG SELTL I 
PGDPKHHCGPPGPKVRAYGDQ 
VFNGVLAQVQLIVGPVGPWTHP 
V VISPVPECV1GI A I LNSWQNPH I 
GSLTGRVRAIMVGISWQGQQY 
TFTVLPQRYINFPALCHKTAKR 
HTARR 


5648 


36016 


A 


5694 




1098 




5649 


36017 


A 


5695 


2 


563 


IIRRAVFRWFWG*RSWGLNM1R 
PQNTKDSNSNCLEKTDSPWCEL 
FKELYKINAFDTPDSLLMRGNE 
FSDPIHHTFDHMWRTKEHNEA 
GWLLLSSVDKVMK.ENDELGDS 
ISQLQKQILSLKSAKIALSESLIS 
CRERAE1VEK*T*ALIMLVADL 
Q*KVHAQPHHAQPRQVSTVKV 
RAL1VLQEVTDP 


5650 


36018 


A 


5696 




499 


FVLVDVNNMWHRYASMLYER 

RLL1ICSKLSTLTACIHGFAAML 

YPMYWQHVYI\PVLPPHLLDYC 

CAPMPYLIGIHLSLMEKVRNMA 

LDDVVILNVDTNTLETPFDDLQ 

SLPNDVISSLKNRLKJCVSTTTG 

DGVARAFLKAQAAFFGSYRNA 

LKIEPEEPITFCEEA 


5651 


36019 


A 


5697 




795 




5652 


36020 


A 


5698 


103 


3531 




5653 


36021 


A 


5699 




2073 




5654 


36022 


A 


5700 




901 




5655 


36023 


A 


5701 


148 


639 




5656 


36024 


A 


5702 




318 


REYGTPQEQLNLALLTLNFLSL 
PKGQMLSAAEQHLQKPAAKTE 
A/GRMIWQRDP1TKIWE1GKIIT 
WGRGYACVSPGQNHQSVWTPS 
RHLKSCHGPDAKEE1PGGS 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5657 


36025 


A 


5703 




612 


PTRP1KHITDIPYNSEGQA 1 VER 

MNLSLKQQLQKHKKGGK/SKD 

YGTPHMQLNLALLTLNFLSLPK 

GQILSVAEQHLQK.PAAKTEAEQ 

LVWWRDPITKS*EIGKIITWGK 

GYACVSPGLTQQPIWIPSRHLK 

P YHEPD AEEE1PGGSRG PPPPP V/ 

DSHVETDAEEEPHCHEQHLSNT 

ATHLGTDQEAVTAGGRKPEES 

KTTSHNK 


5658 


36026 


A 


5704 


2 


791 




5659 


36027 


A 


5705 


2301 


2620 


DGQQLIALHRLALRELQQAGH 

AGLPQQAKILFDGGSEIGKIRGL 

QRPRAKNRLSGRGPLREPSPK*F 

FGVQGRKTLNRTLKGAPH*NL 

AAKAGKPLSPCTSGR1RM 


5660 


36028 


A 


5706 


1 


1010 


MDD1PQEAGRYRHNQAYAYSI 

QGDGAEDDDERIVRFHTRVTV 

DSDTL A S D A ARLTCRHGLGNQ 

GSDLVLYGTSTPKNL1WVRVH 

VVGHRPDRRFFAFDVWSPRSLI 

VDSCSKLEQHSTLSRAILLIYKG 

FCRFRNHHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGE 

KKNHPGAQYANRLSPRVGRFIN 

AAGTTGFPTGKRAVSATQLMD 

FADFGTT1KQDFRLLGQTSVDR 

LLQLSQGQAN VQQFI DEGN YTS 

GDNHTLRDPHYVEDKGHKYLV 

FEANTGTENGYQGEESLFNKA 

YYGGGTNFFRKESQ1CLQQSAK 

KRDAELANGALGI1ELNNDYTL 

KKVMKPL1TSNTVTDEIERANV 

FKMNGKWYLFTDSRGSKMT1D 

GrNSNDl YMLG Y VSNSLTG PY K. 

PLNKTGLVLQMGLDPNDVTFT 

YSHFAVPQAKGNNVVITSYMT 

RGSSR*RQRP*IPCIRSQHGNRK 

rClrK/ilS.fNL YL 1 1S.K 1 1 AAAKIoS 

VKKARSFSRALKNAMLS*RTAP 


5661 


36029 


B 


5707 


1 


1149 




5662 


36030 


B 


5708 


55 


3947 




5663 


36031 


B 


5709 


4 


885 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5664 


36032 


A 


5710 


461 


1560 


SLQTRDLPISEPPSNR1 F AC WG K 
PAWTACCNSLRARR*RAISCCP 
SH*KRIPRRRIFI*PKRTTAAART 
SSVKKARSFSRALKNAMLS*RT 
APSVS*S*IMITH*KK**SR*SLQ 
TRDLP1SEPPSNR\FSPAGANQR 
GPLAATLSGPGGEGQSAVARLT 
GEKKNHPGAQYANRLSPRVGR 
FINAAGTTGIPDWKAGSERNAI 
NGA1ALIEGFRPLTLEPSSLIVNS 
CSKLEQHSTLSRAILL1YKGFCR 
FRN H HQ TGFSPAGPNQRGPLA A 
TLSGPGGEGQSAVARLTGEKK 
NHPGAQYANRLSPRVGRFINAA 
GTTGFPTGKRAVSATQLM 


5665 


36033 


B 


5711 


1 


1458 




5666 


36034 


B 


5712 


1 


3573 




5667 


36035 


A 


5713 


606 


1005 


GGMLCGTLSGPDGEGQSAVAR 
LTGEKK H PRG DQ* QKAPLL A R 
W/RNPLMQLAQ/PDFPTGKRAI 
DTHRSVSHAHI11TIHSSTLSSDIS 
HTDAPNTSSNNYVIA1TSPSDTA 
PTSRTPLHRIHHTTP1PIATLARP 


5668 


36036 


B 


5714 


1 


1566 




5669 


36037 


C 


5715 


29 


2314 




5670 


36038 


A 


5716 


597 


1384 


ISYTVPEALSARSNPAACQHAS 

CRPAACPVASVGSPRQPAPGGA 

GGHRHWPRRRWRLRQRPRPSA 

PGRPRRPRPRPRRHRRRPRPHP 

HHAPPPRPSCAETRS\RRGGGRR 

PLPRPLPPGAAGAGHREVGDK 

AGAAGCGRRVVALAAVPVSPPS 

SPSSPSPSLLSAAVGVAGCFSAE 

LSDSRRLLAPGGEGPLARSPAR 

CDPAAGSACPAGWSSRQRSRC 

ELMCAAGISCWHTGHCTWCSL 

SFMPLVLMILAASFRPVAVSSH 


5671 


36039 


B 


5717 


1 


3873 




5672 


36040 


C 


5718 


356 


784 




5673 


36041 


A 


5719 


1303 


1664 


KRRDEI IPCVLSKQLL VTFITC R 
AQriwpQA\iAor,PA\/r\/i r.AR 

AoUHNtoAIN At\LlE,A Vv_. V LuAK 

VV/SSFHQ*DGQQLIALHRLALR 
ELQQAVHAGLPQQAK1LFDGGS 
EIGKIPYKSKE*PENRLSVVPVW 
EQESTLASV 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


5674 


36042 


A 


5720 


453 


915 


TVSRWAMLEHILLFSREPSNKE 
PET*AHSM*ADDKRFAAYKKK 
TK.GGTERWDKYGRRPANGIRT 
GENNAKTEHLRDRDQKR/PRER 
ERAR*TTEITEQEGSG*GEPVEQ 
MRK.RRAQAWSRRKSTGSQTET 
RSVRVTRVGLKTASESRRIRTM 
EQN 


5675 


36043 


B 


5721 


319 


1469 




5676 


36044 


B 


5722 


164 


3112 




5677 


36045 


A 


5723 


1 


1102 


MRWTPGHEITKALQTFQRYTG1 

QHVHRIGMAERMWCDRNRER 

HTVSSSGGNRLPNPEHFEAFQS 

V AQCTYNQTVQLDITA FLKTV 

KKNKHKFYPAFIHILARLMNAH 

PEFRMAMKDVDSCSKLEQHST 

LSRAILLIYKGFCRFRNHHQTGF 

SPAGANQRGPLAATLSGPGGEG 

QSAVARLTGEKKNHPGAQYAN 

RLSPRVGRFINAAGTTGFPTGK 

RAVSATQLIYRELFPQPLVQLD 

PCSVPCMQPPTSPKSRAWVSDI 

ALLEFQKKKEMEKKKEKERKK. 

ELQGGRGRRRGGGWGKGRER 

GGRGK.ICRRGGGEA.RDAEKAG 

RLPH PDME1RGRVEQRVG YTIE 

Q1N HM RD VFGTRLRRAEDVFPP 

VIGVAAHKGGVYKTSVSVHLA 

QDLALKGLRVLLVEGNDPQGT 

ASMYHGWVPDLHIHAEDTLLP 

FYLGEKDDVTYAIKPTCWPGL 

D11PSCLALHRIETELMGKFDEG 

K L PTDPHLMLRL AIET V AH D YD 

V1V1DSAPNLGIGT1NVHPAWGS 

AISLLEYSPGHLAGFVASIPAPL 

QLVPRWDTKPVLEDASASSRFS 

IPQRNPTHLHPTTSFPSCNPDTV 

riA \A/l\/tl?CT ITU/PI VT5PVCT1 \/f 

GELFPFYQGMLLESTKQGSQVR 
KVFVWTLVPNWNNTQPYSRAI 

L Li Y Mjr UKr KIN H H<^ 1 U r b r AO 
AiNl^KUrLAA 1 Li>Ur(jl_jt,oyoA 


5678 


36046 


B 


5724 


90 


6258 




5679 


36047 


A 


5725 


837 


1485 




5680 


36048 


A 


5726 


1 


2993 




5681 


36049 


A 


5727 


1 


123 




5682 


36050 












5683 


36051 


A 


5729 


507 


755 


NKRGYKQMEEHSMLMGRKNQ 
YRKMGHTAQGNL*IQCHPHQA 
TODFLHR1GKNDFQVHMEPKK 
SPHRQVNPKPKEQSWRHHAT 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5684 


36052 


A 


5730 


274 


882 


PDQVDRGGAHWQTDADDPWL 

ADHLQHCQRCGEILRHYSGGIR 

GNVSAVKCAEHHVPAFARLRN 

PQCGDFQRLDYRLFDSPGVKRR 

EL*TAYRFCHVAP*LMDLRSG 

WAAGAVYRYQSH*FTADRLRS\ 

VDMDEAGNHHSQQT\SQDQKI 

KQRTFSLISGS*TTRTHGHREGN 

ITHRGLSRPNTAR1LCASKAHLG 

LPLRSSLP 


5685 


36053 


A 


5731 


114 


329 




5686 


36054 


C 


5732 




1983 




5687 


36055 


C 


5733 




588 




5688 


36056 


A 


5734 




597 




5689 


36057 


A 


5735 




721 


MTSYNEQNKKPVTDPNEMAIH 

EDSNQEFKIAVVNETQRSPRSSP 

TEHLMTPPPLPTREQQPPLTVIF 

H Y LPK.S YKTAPPLSPFPDSLFGL 

SQPAPRDMDEAGNHHSQQT\K 

QEQKTKHCMFSLTSGS*TMRTH 

GHREGTV1HRGLLGQFSQQLIN 

KSEFSNTVCREKSGRVLQVNM 

ESPL*MIQDALQDQTTPK.GPITV 

FL*LFYLDHLLRSSHKVASYLST 

ESRSRGSITVLF1RCSEP 


5690 


36058 


A 


5736 


417 


696 


DRNRK.ANTACFQHSQVGVHQ* 
EHMDTGKV*SI*YGNYEHTSTC 
ERME1QKATTEHLNL*S*SGSFL 
RFTWKMLQFSKISRSFYQVLKH 
QQKIM 


5691 


36059 


A 


5737 


325 


1489 


RSPTLLMHVHYIKVISWRELLLI 
WLRAANAS1MPGVEQSPSGDPK 
TVTGFPFLRLEAADWVEEASVP 
K.GVHIALSSQEQRAGDPRDLEA 
PSNLVISERTHRSFRVSWTPPSD 
SVDRYKVEYYPVSGGKRQEVV 
RTPGVPDLRLPAIIPQAAWLLA 
HLPAPSAPPTELPTKHTEAQSQ 
RCWSLLLCSVTEVAAPSQVVK 
EAPPSFHTGTENGYQGEESLFN 
KAYYGGGTNFFRKESQKLQQS 
AKKRDAELANGALGIIELNNDY 
TLKKVMKPLITSNTVTDEIERA 
NVFKMNGKWYLFTDSRGSKM 
TIDENK I PRN PT YKGREGPLQG E 
LQTTAQGNKRGYKQMEEHSM 
LM DRKNQY RENGLTAQA\PQPP 
PSGI*GYTAPCFPWENLI 


5692 


36060 


B 


5738 


1 


873 
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SEQID 

NO: 


SEQID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codnn for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5693 


36061 


A 


5739 


274 


716 


QACYIYTTEYYAAIKNDEF/TVL 
CRDMDEAGN H HSQQTVTRTKN 
QTPHVLTHRWELNNENTWTQE 
GEHHTPGPVMLDSAPPTLGHQT 
PGSSAFGLWDLHQRJLRLPRPQT 
KGSTVGFPGSEAFKLGLGHYW 
LSFFPSLQTAYRGTLPFNH 


5694 


36062 


B 


5740 


134 


2283 




5695 


36063 


A 


5741 




872 




5696 


36064 


A 


5742 


1 


480 


SKLNSGDGCWSGARRGSAHSR 
SPLPSPLRPRAK.MATEGLHENE 
TLASLKSEAESLKGK.LEEERAK 
LHDVELIIQVAERV/VGPGAVC 
HEDQKDPQRPREQSPVHGLVQ 
R*EEDRELVTGWEGDRVGFLH 
HKQGARGHHALHVGDGMCLC 
PIGMCHCLWWFG 


5697 


36065 


A 


5743 




387 


AKMATEGLHENETLASLKSEA 
ESLKGKLEEERAKLHDVELHQ 
VAERV/VGPGAVCHEDQKDPQ 
RPREQSPVHGLVQR*EEDRELV 
TGWEGDRVGFLHHKQDPDSER 
RWHMCPVGRGERAAAAELPRT 


5698 


36066 


A 


5744 


1 


1575 




5699 


36067 


A 


5745 


20 


510 




5700 


36068 


A 


5746 




1392 




5701 


36069 


A 


5747 




1560 




5702 


36070 


A 


5748 




325 




5703 


36071 


C 


5749 


206 


409 




5704 


36072 


A 


5750 




855 




5705 


36073 


C 


575 1 


233 


571 




5706 


36074 


A 


5752 




3600 




5707 


36075 


A 


5753 




4137 




5708 


36076 


A 


5754 




1357 




5709 


36077 


A 


5755 




194 




5710 


36078 


A 


5756 




269 


















5712 


36080 


A 


5758 


164 


411 


RKNRKPNTAFLTHKWELNNEN 
TWTQGGNITHQG\CWGVQG*R 
RDSIRRNT*CKCRVPGCSKPPW 
HVYTYVTNLHILHMYPRT 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5713 


36081 


A 


5759 


1 


3095 


MKMADAKQKRNEQLKRWIGS 

ETDLEPPVVKRQKTKVKFDDG 

AVFLAACSSGDTDEVLK.LLHR 

GADINYANVDGLTALHQACID 

DNVDMVKFLVENGAN1NQPDN 

EGWIPLHAAASCGYLD1AEFLIG 

QGAHVGAVNSEGDTPLD1AEEE 

AMEELLQNEVNRQGVDIEAAR 

KEEERIMLRDARQWLNSGHIN 

D VRH AKSG GTA L H V A A A KG Y 

TEVLKLLIQAGYDVN1KDYDG 

WTPLHAAAHWGKEEACRILVD 


5714 


36082 


A 


5760 


1 


591 


FTVTRCYAVAQEGTYFDGSGY 

AALVKEGYKVQSDVNITLEVS 

NVPRRNGVFLGISTAIVHAIGLEL 

VDGKVLFHVNNGAGRITAAYE 

PKTATVLCDGKWHTLQANKSK 

HR1TLIVDGNAVGAESPHTQSTS 

VDTNNPIYVGGYPAGVKQKCL 

RSQTSFRGCLRKLALIKSPQVQS 

FDFSRAFELHGVFLHSCPGTES 


5715 


36083 


A 


5761 


340 


739 




5716 


36084 


A 


5762 


1234 


1897 




5717 


36085 


A 


5763 


1 


4070 


VTPRAAWLGLGFRGSAVLGLC 

WQPRSPPSRAAGMMNRTTPDQ 

ELVPASEPVWERPWSVEE1RRS 

SQSWSLAADAGLLQFLQEFSQQ 

T1SRTHEIKKQVDGLIRETKATD 

CRLHNVFNDFLMLSNTQFIENR 

VYDEEVEEPVLKAEAEKTEQE 

KTREQKEVDLIPKVQEAVNYG 

LQVLDSAFEQLDIKAGNSDSEE 

DDANGRVELILEPKDLY1DRPLP 

YLIGSKLFMEQEDVGLGELSSE 

EGSVGSDRGSIVDTE 


5718 


36086 


A 


5764 


1 


972 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5719 


36087 


A 


5765 


1 


2193 


MVPYSLLVTWLQK.ALGVRQY 

HVASVLCQRAKVAMRPFEPKY 

IHYDLLEKNINIVCK.*LNRPLTL 

SEKIVYRHPDDPTSQE1ERGGTY 

LQQWPDSVTMQD/ATAQMAM 

LQFISSRL/SKVTMPSTIHCDHLI 

E AQLG SEKDLHQA KDIN HEVY 

NFLATGSVKYGLSFWKPGSGII 

HQIILENYEYPGVLLIGTDSHTP 

NGGSLGGICIGVGGA/DAVDVM 

TG1PWELKCPKVIGVKLMGSLS 

GWTSPKDVILK.VAG1LTMKGG 

TGAIVEYHGPVVDSISCTGMVT 

VCNMGLE1GTTTSVFHYNLRM 

KKYMSKTCQADIANLADEFKD 

HLVPDPGCHYDQL1EVNPSELK 

LHINGPFTPDLAHPVAEVGKVA 

EKEEWPLD1*VGLWGSCTNSSY 

EDMGCSAGVAKQALAHGLKC 

KSQFT1TPCSEQIRASIEQDGYA 

QTLRDVGGIVLANACGPCIGQL 

HRKDIN KQEKN 1 1 VTSYNRNFM 

GHNDTNPETHAF1TSPETVTAL 

AIVGTLKFNPETNYLTGKDGKK 

FKLEAPDADELPQAEFGPGQDT 

YQHP\PWGTTDH1SAAGP*LKFR 

GHLDT1SNNLLSGAIN1ENGKAN 

SVHDAVTHEFGPFPDTARYKK 

YG1SWVVIGD*NYGKGSSWEH 

AALEPRJHL\GGRAIITKSFAR1HE 

TN L R RQG LLPLTF A DP A DN KI H 

LVDKLTIQSLKDLT/PGKPLKYI 


5720 


36088 


D 


5766 


3 


1205 




5721 


36089 


A 


5767 


435 


1428 




5722 


36090 


A 


5768 


1 


615 




5723 


36091 


A 


5769 


79 


381 


DKPQPHLQHTRTSKRLNRSSQA 
FLQN LLPQEL ATS AGNL A IRPR 
NACSLGFLVSRVPSLAATPRAP 
WNSGPRLSD*LLPRSSRLSS*RL 
TLPDRLG SPVDH 


5724 


36092 


A 


5770 


38 


452 




5725 


36093 


A 


5771 


435 


524 




5726 


36094 


A 


5772 


284 


411 




5727 


36095 


A 


5773 


1 


354 




5728 


36096 


B 


5774 


1 


942 




5729 


36097 


A 


5775 








5730 


36098 


A 


5776 


88 


279 


EDLGRSQSESLGPEFQG*VVAIE 
T1WPTEPKIFTICLSGSHSQSPW 
NSGPRLSD*LLPRSSQLSS*RLT 
LPNRLRSLQDHHRCSR 
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SEQID 

NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5731 


36099 


A 


5777 


206 


816 


FIDSMLSPSRYQ*LSSQNWKKL 

L*ISYGTKNEPA*PKQS*AQRTK 

LEASH*LTSNCTTSLH*SK.QHGT 

GTKTEKKT*AI PFRT* AWAKTS* 

LKHQKQWQQKPK*TKKIKYLG 

IQLTTDVKDLFKENYKPLLNEI 

KEDTNKWKN1PCSWIGGIN1MK 

MAILPKVIYRFNALPIKIPMTFF 

TELEKTTLNFIWNQKRARIAKTI 

LSTKNKAGGITLADFKLYYKPT 

LVKTA WYWYQNREEN LGNTIQ 

D1GMGKNFMTKTPKAMATKA 

KIDKRDL1KPKSFCIAKETTIRM 

NRQPTEWEKLFAIYPSDKALIS 

G1YKDLKQ1YKKKNNP1KKWA 

KEMNRHFSKEDIYAANRHVrCN 

AHHHWSSEKCKSKPQ 


5732 


36100 


A 


5778 


502 


600 




5733 


36101 


A 


5779 


51 


452 


ADKQLQQSLRJQNQCTKITSILI 
HQQQTNREPNHE*TPIHNCFKE 
NKIPRNPTYKGCEGPLQGELQT 
TAQGNKKGYKQMEEHSMLMG 
RKNQYRENGHTAQELEKTKVH 
MEPKKSPHRQVNPKPK.EQSWR 
HHTT 


5734 


36102 


A 


5780 


381 


528 


LPPPLPAGLC**DQQQNSNAPL1 
H * EKERPPDDSYRJFLPRYHFHD 
DR1 


5735 


36103 


A 


5781 


1 


477 




5736 


36104 


A 


5782 


180 


496 


TP1HMCYKENKIPGNPTYKGCE 
GPLQGELQTTAQ*NKRGQKQM 
EEHSMLMDRKNKYHEN/EPYSP 
R*F1DSMPSPSNYQ*LSSQNWK 
KLL*GPYGTKKEPT*PRQS 


5737 


36105 


A 


5783 


1 


533 


MGPE1CTSDKLSDEADVTVLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENPIVSAQNLL 

KLISNFSKVSGYK1NVQKSQAF 

LYTNNRQTESQIMSELPFTIASK 

R1KYLGIQLTRDVKDLFK.ENYK 

PLLKEIKEEHSIKWKNIPSSWVG 

RISIMKTAILPKVYIR1KDDEWN 

IYRRYTEFRSLHHKLQNKYPQV 

RAYNFPPKKAIGNKEAVLCHG 

R*HDCISRKPHRLSPKSP*ADKQ 

LQQSLR1QNQCAKITS1LIYQ*QT 

NREPNHE*TPIHNCFKENKIPRN 

PTYKGCEGPLQGELQTTAQGN 

KRGTFHQMEEHSILMGRKNQY 

HENGHTAQGLHPDKRR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5738 


36106 


A 


5784 


599 


870 


TPANQQHYRRMTLQLK.ENQTN 
RKRQQKQHQQKRPHKNPIQRS 
ATSKIKGDGSIQP*MLPWGQSP 
QKALTLATAPEQRKDTPPVRGL 
SLQD 


5739 


36107 


C 


5785 




1170 




5740 


36108 


A 


5786 


317 


960 


KWPYCPRQFIDSMPSPSSYQRL 
SSQNWKKLL*SSYGTKKEPTSP 
SQS*AKRTKLEASRYLTSNYTT 
RLQ*PKQHGTGTKTEI*INGTQQ 
SPQK*/QPHVYNYLIFNKPEKKK 
QWGKDSLFNKWDMDEVGNHH 
SQQTITRTGNQTPHVFTHRWEL 
NNEITWTQGAGHHTPGPVVGL 
GAGRGIALREIPNANDELMVQQ 
TNM AH I YLC1KPA RC A DVP 


5741 


36109 


A 


5787 


903 


1050 


LPPPLPAGLC**DQQQNSNAPLI 
H*EKERPPDDSYRIFLPRYHFHD 
DRI 


5742 


361 10 


A 


5788 


281 


491 


SFGYIPSNGMAGSNGISSSRSLR 
NRHTDFI-rNG*TSLQSHQQCKSV 
PISPHPLQHLLFPDFLM1AILTGV 
R 


5743 


36111 


A 


5789 


1 


381 




5744 


361 12 


A 


5790 


1 


3231 




5745 


361 13 


A 


5791 


1312 


1463 


KG SATCSPPQAN ATTTTALQM L 
GGIPWGNACGIFTRPPPQTYLN 
THLSTR*RPLLLLLKCVR*KGSA 
TCSPPQANATTTTALQMLGGIP 
WGNACG1FTRPPPQTYLNTHLS 
TR 


5746 


36114 


A 


5792 


811 


1065 


IS*VSFMS1TH**WKKK.EQQLLG 

CWLA*M*SMLICV*RERI*THKL 

E*LIILCI*RMKKILEIQKGMFKL 

LPY*TKRIMLK/TLNRQLNSTVS 

SLHSRVDSLEKSNTKL1EELAIA 

KNNIIKLQEENHQLRSENKLIL 

MKTQQHLEVTKVDVETELQTY 

KHSRQGLDEMYNEARRQLRDE 

SQLRQDVENELAVQVSMKHEI 

ELAMK.LLEKDIHEKQDTLIGLR 

QQLEEVKAINIEMYQKLQGSED 

GLKEKXEIIVRLYWSALCG 


5747 


36115 


A 


5793 


1 


1353 




5748 


36116 


A 


5794 


78 


503 


TKELLHSKRNYHQSEQATYRM 
GENFCNLLI*QRANIQNLQ*TQT 
NLQEK.NKQPHQKVGEGYQQTL 
LKRRHLCSQKTHEKMLIITGHQ 
GNTNQNHNE1PSHTS*NGDH*K 
VRKKQGHG*SWKPSFSANYRK 
DKKPNTSCSHSQ 
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SEQ1D 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5749 


36117 


A 


5795 


2 


200 


YGLMIRTIPVDPTIRTTSVSLTV 
RLATMNPRSRPAPVDT\APGPP 
HLHKNQKSSQHSQYLDLTSYC 


5750 


36118 


A 


5796 


76 


195 




5751 


36119 


A 


5797 


1 


2445 




5752 


36120 


A 


5798 


207 


475 


TNLQEKNKQPHQKVGKGYEQT 
LLKRKHSCSQQTYEKML11TGH 
QRNANQNHND1PSHSS*NNDH* 
KDRKQQMLERM* RN RNAFTLL 
VGV 


5753 


36121 


B 


5799 


1 


681 




5754 


36122 


A 


5800 


1 


798 




5755 


36123 


C 


5801 


78 


245 




5756 


36124 


A 


5802 


16 


491 


EPYPDRPREPKRDPEWSWGLW 
DKGGLWLSLGRTRTEAHTALS 
RLRASMWIDRSTRAVSVHFTLY 
NPPTQLFTSVSLRVEILPTGSLV 
PSSLVESFS1FRSDSALQYHLML 
PQLVFLALSLIHLCVQLYRMMD 
KGVLSYWRKPRNWLEVASLVS 
FSFEK 


5757 


36125 


A 


5803 


3 


2791 




5758 


36126 


A 


5804 


219 


392 




5759 


36127 


A 


5805 




1044 




5760 


36128 


A 


5806 




360 




5761 


36129 


A 


5807 




528 




5762 


36130 


A 


5808 


127 


360 




5763 


36131 


A 


5809 




421 


GRRSRLAMRPLSMSYSFDLSDV 
TTPESTKNLVESSMVNGGLTSQ 
TKENGLSTSQQVPAQRKKLLR 
APTLAELDSSESEEETLHKSTSS 
SSVSPSFP\EEPVL\EAVFTRKKP 
PKFLPISSTPQPERRQPPQRRHSI 
EKETP 


5764 


36132 


A 


5810 


328 


1086 




5765 


36133 


A 


5811 




2076 




5766 


36134 


A 


5812 


1 


450 




5767 


36135 


A 


5813 


901 


1506 




5768 


36136 


C 


5814 


17 


106 




5769 


36137 


A 


5815 


24 


330 


ARDQPI/PKKGTVEGFEPADNK 
CLLRATDGKKKISTVVSSKEVN 
KFQMAYSNLLRANMDGLKKR 
DKKNKTKKTKTSSSSSSSSSPA 
A ATA ATT A ATTA ATA AQ 


5770 


36138 


A 


5816 


1 


2247 




5771 


36139 


A 


5817 


1 


339 




5772 


36140 


A 


5818 


3 


463 




5773 


36141 


A 


5819 




83 




5774 


36142 


A 


5820 


1 


642 




5775 


36143 


A 


5821 


2 


583 




5776 


36144 


A 


5822 


193 


409 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5777 


36145 


A 


5823 


3 


425 




5778 


36146 


A 


5824 




450 




5779 


36147 


B 


5825 


82 


2096 




5780 


36148 


B 


5826 




1554 




5781 


36149 


A 


5827 


129 


522 


LCTDN1E1TSKVHLHCSHHGAG 
LGTCSPLCLSLPPPPWAPVQPEP 
PR*APPPAPQRPVPSTIQGRKRL 
QLHS*SQ*DH/DAHAKVCSFTPE 
PA RPRTHQKEETPNTSEHQKKQ 
TPDTPPLRTVTLTARLHGF 


5782 


36150 


A 


5828 


1 


541 




5783 


36151 


A 


5829 


1 


714 




5784 


36152 


A 


5830 


188 


287 


KELPSGGHYNCRAPSSPHPAGS 
S*SGHQPNSQQ 


5785 


36153 


A 


5831 


71 


689 


SPVLDDCPQGPLPSEESW/EQPV 
TRQYPLRPEVHKGLQNIVKHLK 
APGLVRKCSSHCNTPILGVQKP 
NGQWRLVQDLRLINEAVVPLY 
PVVPNPYTLLSQTPEEAEWFMV 
LDLKDAFFC1PLHSDSQFLFAFE 
DPTDHTSQ1TWMVLPQGFRDSP 
YLFGQALAQDLGHFSSRGTLVL 
QYADDLLFATSSEASCQQATLD 
LLNFLANQ 


5786 


36154 


B 


5832 


45 


1148 




5787 


36155 


C 


5833 


233 


319 




5788 


36156 


C 


5834 


11 


133 




5789 


36157 


A 


5835 


215 


849 


IKRLPLMKRMWL*LQPESLE1A 
GILVQ*M1E*QPKKGTNSIPVSK 
PSP/VVQKPNGQWRQVQDLRLI 
SDAVIPLYPAVSNPYTLLSQILE 
EAEWFTVLDLKDAFFCIPLRSD 
SQFLLAFEDPTDHTSQLTWTVF 
TQGFMDTPHLFGQSLAQDLGH 
FSSPGTLVLQYVDDLLLAKQQA 
TLDLLNFLANQGYKLSKLKAQ 
LCELLVFSSCARMHS 


5790 


36158 


A 


5836 


1 


449 


MNKELGlSSYKFCGMGRKTSVS 

AAKSVSATIPISRVQGLLQVLG 

QEVFLLLCQDQEEQAKREKRD 

QRKATALAMALRQTNLGGSER 

1ENGAGQSPSRACYQCGLQGHF 

K.K.D YPTR/EPA A PC PLC* GN H W 

KMHCPRGQRSCDSHLA1THL 
















5792 


36160 


A 


5838 


186 


602 




5793 


36161 j 


A 


5839 




843 




5794 


36162 


B 


5840 




1779 




5795 


36163 


A 


5841 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hoil 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5796 


36164 


A 


5842 


23 


302 


LSQWK.NRWTRTFLASLSVIAN1 
LEPLLNILHVAVWLMLPN*S*V 
KKQVIMVFWNWWVLGLTDFKN 
EATDPRVCSWPCWLRSEAADL 
CGECYSS 


5797 


36165 


B 


5843 


1 


2622 




5798 


36166 


A 


5844 


279 


1024 




5799 


36167 


A 


5845 




3619 




5800 


36168 


B 


5846 


1 


1898 




5801 


36169 


A 


5847 


1 


420 




5802 


36170 


A 


5848 


1 


1632 




5803 


36171 


A 


5849 


1 


597 


KYLTKKTQAASVEAVKMLDEI 
LLQLSASVPVDVMPGEFDPTNY 
TLPQQPLHPCMFP/LATAYSTLQ 
LVTNPYQAT1DGVRFLGTSGQN 
VSDIFRYSSMEDHLEILE*LRVR 
HISPTAPDTLGCYPFYFCGNTPS 
FGSKIIRGPEDQTVLLVTVPDFS 
ATQTACLVNLRS/LACQPISFSG 
FGAEDDDLGGLGWAPDSKKW 


5804 


36172 


A 


5850 


1 


1490 


RDAARRALNLLGLGEAVWTKQ 

VRSV A M FSEQAAQRAHTLLSPP 

SANNATFARVPVATYTNSSQPF 

RLGERSFSRQYAHIYATRLIQM 

RPFLENRAQQHWGSGVGVKKL 

CELQPEEKCCVVGTLFKAMPL 

QPS1LREVSEEHNLLPQPPRSKY 

IHPDDELVLEDELQRIKLKGT1D 

VSKLVTGTVLAVFGSVRDDGK 

FLVEDYCFADLAPQKPAPPLDT 

DRFVLLVSGLGLGGGGGESLLG 

TQLLVDVVTGQLGDEGEQCSA 

AHVSRVILAGNLLSHSTQSRDSI 

NKAKYLTKKTQAASVEAVKM 

LDEILLQLSASVPVDVMPGEVFD 

PTNYTLPQQPLHP\CMFPLATA 

YSTLQLVTNPYQATIDGVRFLG 

TSGQNVSDIFRYSSMEDHLEILE 

WTLRVRHISPTAPDTLGCYPFY 

K.TDPFIFPECPHVYFCGNTPSFG 

oKllKUrtL'V 1 V LLV 1 VrUroA I 

QTACLVNLRSLACQPISFSGFG 
AEDDDLGGLGLGP 


5805 


36173 


B 


5851 


13 


441 




5806 


36174 


A 


5852 




279 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5807 


36175 


A 


5853 


23 


841 


EKAKEFRRAEEKKKEVPAVPET 

LKKK\*RNFAELKIKRLRKKFA 

QKMLQRARRKFIHEKAKHWH 

KEYRQMYRT\EILMA\RMARKA 

GNFYVPAEPKLAFV1R1RGINGV 

SPKVRKWLQLLRLRQ1FNGNLL 

*SSTKAS\INMLRDCRSHILAWG 

VPQILKSVNELIYKARGYGKINK 

K.RIA\LTDN\AL1ARSLGK\YGIL 

L A WEDLIHEI YTV\G KARFKEAN 

NFPVGPSNLS SPPR WK * KKKTT 

HFCKKVEDAGNREGRTRSNRP 

YLEGMDLRCLP 


5808 


36176 


C 


5854 


57 


287 




5809 


36177 


A 


5855 


1 


450 




5810 


36178 


A 


5856 


1 


549 




5811 


36179 


A 


5857 


3 


581 


EQRKIPLVPENLLKKRICAYQAL 
KATQAKQALLAKKEQKKGKG 
LRFKRLESFLHDSWRQKRDKV 
RLRRLEVKPHALELPDKHSLAF 
VVRIERIDGVSLLVQRTIARLRL 
KK1FSGVFVKVTPQNLKMLRIV 
EPYVTWGFPNLKSVRELILKRG 
QA\KVKNKT1PLTDNTVIEEHLG 
ECYSLGVSWGRKPGSLKL 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5812 


36180 


A 


5858 




2652 


MFGRSRSWVGGGHGKTSRNIH 

SLDHLKYLYHVLTKNTTVTEQ 

NRNLLVETIRSITEILIWGDQND 

SSVFDFFLEKNMFVFFLNILRQK 

SGRYVCVQLLQTLNILFEN1SHE 

TSLYYLLSNNYVNSIIVHKFDFS 

DEEIMAYY1SFLKTLSLKLNNH 

TVHFFYNEHTNDFALYTEAIKF 

FNHPESMVRJAVRT1TLNVYKV 

DNQAMLHYIRDKTAVPYFSNL 

VWF1GSHVIELDDCVQTDEEHR 

NRGKLSDLVA EHLDHLH YLN D 

ILIINCEFLNDVLTDHLLNRLFLP 

LYVYSLENQDKVFLIIHHAPLV 

NSLAEVILNGDLSEMYAKTEQD 

IQRSSVLPTLSSLWQGSHLSLNQ 

LQSGLHKCSSHLCGAQAAADS 

VTGEIPAIRSLEWL1SAGSKART 

FFFLKMLIGFWEKVDCEYQRR 

QVLSTRLQEALPSNRLTDVAAV 

HSSCMLGFGSTAPRGSWIGDPA 

AVHLPLPGELAEHLGSKGTTTV 

TKHQPQA KPSI RCFI K.PTETLER 

SLEMNKHKGKRRVQKRPNYK 

NVGEEEDEEKGPTEDAQEDAE 

KAKGTEGGSKGIKTSGESEEIE 

MV1MERSKLSELAASTSVQEQN 

TTDEEKSAAATCSESTQWSRPF 

LDMVYHALDSPDDDYHALFVL 

CLLYAMSHNKENLLKKRKAYQ 

ALKATQAKQELLAKKEQKKGK 

GLRFKLLESFLHDYWQQKPDK 


5813 


36181 


A 


5859 


1 


405 


LE1S1MAASISGYTFSAVCFHSA 
NSNADHEGFLLGEVRQEETFS1S 
DSQISNTEFLQVI\KVIGWYRFR 
RNTQQQMSYREQVLHKQLTRI 
LGVPDLVFLLFSFISTANNSTHA 
LEYVLFRPNRRYNQRISLAIPN 


5814 


36182 


B 


5860 


1 


843 





685 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5815 


36183 


A 


5861 


3 


1260 


E1SIMAAS1SGYTFSAVCFHSAN 

SNADHEGFLLGEVRQEETFSISD 

SQISNTEFLQV1Q1YNHQPCSKL 

FSFYDYASKVNEESLDRILKDR 

RKKVIGWYRFRRNTQQQMSYR 

EQVLHKQLT\RILGVPDLVFLLF 

SFISTANNSTHALEYVLFRPNRR 

YNQRISLAIPNLGNTSQQEYKV 

SSVPNTSQSYAKVIK.EHGTDFF 

DKDGVMKD1RAIYQVYNALQE 

KVQAVCADVEKSERVVESCQA 

EVNKLRRQITQRKNEKEQERRL 

QQAVLSRQMPSESLDPAFSPRM 

PSSGFAA EGRSTLGDAEASDPP 

PP Y SDFH PNNQESTLS HSRMER 

SVFMPRPQAVGSSNYASTSAGL 

K Y PG SG ADLPPPQRAAGDSGE 

DSDDSDYENLIDPTEPSNSEYSH 

SKDSRPMAHPDEDPRNTQTSQI 


5816 


36184 


A 


5862 


1 


742 




5817 


36185 


A 


5863 


1 


3063 


M SLEVDRSV ETMCSGDE1LLPD 
LPKADVADPLWGPFPVQNCLS 
LARSDSREQGLVLVMESRNRE 
VVPPGVSYSKDGAKSLKGDVP 
ASEVTSKDSTFSQFSPISSAEEC 
GDDEKIKVDDPLTRRTCNQASG 
SAPQQDYDKLKAFGGENSSKT 
GLSPSGNMEKNKVVKREAEAN 
SINLSVYEPFKVRKAEDKLKEN 
SDNVLENRVLDGKLSSEKNDT 
CLPGTAPSK.TK.SSSKLSSCSSAI 
MALSAKKAASDSCKEPV 


5818 


36186 


A 


5864 


2 


626 


LCQHNRIKHKGIRKVYACSHCP 
DSRRTFTKRLMLEKHVQLMHS 
LKDPDLKE/TDRCHQ*GGNRNK 
RRH/LSSPVPSGSWKNQFSR/CA 
MCGFTTENLLQFHEHIPQHKSD 
SSSYQCQECGLWYTSHVSLSRH 
LFIVHKLKEPQPVSKQNGAGED 
NQQENK.PSHEDESPNGTVSDRK 
CKVCVKTFETEAALNTHMRIH 
GMAF1KSKRMSSAKK 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5819 


36187 


A 


5865 




765 


MQRDVYISHVRKEHCKQMKK 
QPCCQRDKPFSSSHSLCWHNRI 
KHKVIRKVYTCSHCSDSRGTFT 
KQLMLEKHVQLTHGIKDPDLK 
E/TDRRHQ*GGNRNKRRPQG PQ 
SQVEVERTGSGVQASQ\GAITQ 
PLKKLKJNVFKVHKCARA\GFT 
TENLLQFHEH1PQHKSDGSSYQ 
CREHLFVVHK.LKEPQPVSKQN 
GAGEDNQQENKPSHEDESPNG 
AMSDRKCKVCAKTFETEAALN 
THMQTHGMAFIKSK. RMSSDEK 


5820 


36188 


A 


5866 


878 


1095 


AFFLDTLYTQFSRC*SRAFVPFA 
HPTAMACSSRR/LIRVQEQDAA 
QVTHQSFK.DDLCVVLGDTLHH 
RFFL1FRH 


5821 


36189 


A 


5867 


1 


1 137 




5822 


36190 


A 


5868 


1 


1380 




5823 


36191 


A 


5869 


55 


558 




5824 


36192 


A 


5870 


1 


897 




5825 


36193 


A 


5871 


1 


565 




5826 


36194 


R 


5872 


22 


1696 




5827 


36195 


A 


5873 


295 


522 




5828 


36196 


A 


5874 




3678 


IPAPVSGRPPPGLLAEGKLSGPR 
PMCRTRLGSHTAASAPARMWL 
FHTLLC1ASLALLAAFNVDVAR 
PWLTPKGGAPFVLSSLLHQDPS 
TNQTWLLVTSPRTKRTPGPLHR 
CSLVQDE1LCHPVEHVPIPKGRH 
RGVTVVRSHHGVL1CIQVLVRR 
PHSLSSELTGTCSLLGPDLRPQA 

CYSNKEGGGEDDVNTARQRRA 
LEKEEEEDK.EEEEDEEEEEAGT 
E1AI1LDGSGS1D 


5829 


36197 


A 


5875 


1 


3189 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


5830 


36198 


A 


5876 


1119 


2463 


LRAGGPGQGGKGPAHPGRRVD 

ELLLGHPTAVGCAKGTDCPTPT 

PGGLWV*GVQEESSDLPTAVDS 

SRPDIRDQAWASVHWELYVHG 

SSFINT*GERGAGY/AVITW/STV 

VEARSMPQGTSAQKAELIAFIR 

ALELSEALAKTVRQRCVSCRQ 

HHARQGPAVPPGIQAYGAAPFE 

DLQVDFTEMPKCGD1RKIVTGD 

VNTPAILGVVSSSPPSHIGNNITE 

DPELQPILAGLSLSMYLVTVLR 

NLLIILAVSSDPHLHTPMCFFLS 

NLCWAD1GFTLATVPKMIVDM 

QSHTRV1SYEGCLTRISFLVLFA 

CIEDMLLTVMAYDCFVAICRPL 

HYPV1VNPHLCVFFLLVYFFLSL 

LDSQLHSWIVLQFTI1K.NVEISN 

FVCDPSQLLKLACSDSVINSIFM 

YFHSTMFGFLPISGILLSYYKIVP 

SlLRlSSSDGKYrCAFSTCGSHLA 


5831 


36199 


B 


5877 


1 


1830 




5832 


36200 


C 


5878 


109 


245 




5833 


36201 


B 


5879 


1 


801 




5834 


36202 


B 


5880 


171 


288 




5835 


36203 


B 


5881 


49 


502 




5836 


36204 


B 


5882 


1 


639 




5837 


36205 


A 


5883 


1 


821 


MSGQFDFLLWTPEEDNSDESD 

AEGEHGDGAEEEAPPPVPRPGP 

KPAGLGRRPCPYEQAQGGDGP 

EEQWMSFCWDIPRKSGAPRERI 

TLRRHLEDCGCKVSKKKAQICR 

QQKDPQEESPAQFYERLCEAYG 

MYTPFDPDSPENQRMIHMALV 

RQSAEDMRRKLQKQAGLAGM 

N PSQLLERASQVFVN RDA V/TP* 

/"* is MflD EW/DVDH* VFlCflVD D r- f 
OlS.yi^Kb WKcKU I U!>K( ■ rvKOO 

TQPCDIVPNIRRERR*YHSQYRR 
RARPPGPH*SERGALRPGSLPRQ 
AA*RVPSGPADGQ 


5838 


36206 


A 


5884 


1 


1860 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5839 


36207 


A 


5885 


2745 


3732 


IRIGKNYFKVHMEPKKSPHRQV 

NPKPKEQSWRHHTT*LQTILQG 

Y SNQNSMPG PTPQAPSTPA PG G 

NLRNPQSSDLLQVTKQQGQAL 

AIQREAPLHRIPAPEA1PWYFQP 

QPATQLGSPPVDPPSSAMM/SR 

RAHRSRG PDRQG YPLQGD* PG E 

PRPQEH*RGHSQERLPSSEKQTP 

ICPPAQATQHPEEPDAHQPYKH 

LFQVCAHQGHPVAQRRN*PGY 

WERYHSAEDPELQPILAGLSLS 

MYLVTVLRNLLIS 


5840 


36208 


B 


5886 


1 


2379 




5841 


36209 


B 


5887 


1 


6741 




5842 


36210 


B 


5888 


165 


928 




5843 


36211 


A 


5889 


56 


2028 




5844 


36212 


B 


5890 


1335 


3804 




5845 


36213 


A 


5891 


365 


1573 




5846 


36214 


A 


5892 


1 


1491 




5847 


36215 


A 


5893 


25 


458 




5848 


36216 


A 


5894 


1 


1194 


MGGNAADKFRAGVELALQSG 

NKVCVCSPRTT1SGDAVAPRSV 

LPGCRHIPGEISQHSHCWAGRS 

LSSRKRGSLFRRMGFIKVVKNK. 

A Y FKRYQ VKFRRRVR KG K.TAD Y 

Y A RKR\L V IQDKNK YNTPK Y\R 

M1V\RVTNRD1\1CQMLYA/RRIE 

GDMI VCAAYCTPNLPKI WV* RV 

GLTNYAAAY\CTGLLL\ARRLL 

NRFGMDKIYEGQV\ELTGDEYN 

VES1DGQPGAFTCYLDAGLAR\ 

TTTGNKVFGAPEGKLWMGGLS 

I PHSTK\RFPG\YDSE\SKEFNA\E 

VTSGKH1MGPKCLQNYM\RYL 

ME\ED\EDAYKK\QFS\QYIK\N S 

VT\PDMM\EEMYK\KAHAA1RE 

ESSSMEKKAQGKKFKKKRWNR 

P\KMSLAQKKDRVAQKKASFL 

QSSRSGLLESLTPAIFP 


5849 


36217 


A 


5895 


1 


1191 




5850 


36218 


A 


5896 


21 


159 


PRSSVRPAGGFSSTCPPSWAAS 
RSCTTSHGCGHQ*CAGTGTQTR 
L 


5851 


36219 


A 


5897 


1 


1062 




5852 














5853 


36221 


A 


5899 


I 


642 




5854 


36222 


A 


5900 


2 


648 




5855 


36223 


A 


5901 


1 


555 




5856 


36224 


B 


5902 


151 


513 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5857 


36225 


A 


5903 




2915 


VSLAFCQPLSLSLSPLLPLASSL 

APERTHLPGPGSLLLSPPSFPAR 

PREPRGCVTAAPPDKMDTAEE 

DICRVCRSEGTPEKPLYHPCVC 

TGSIKFIHQECLVQWLKHSRKE 

YCELCKHRFAFTPIYSPDMPSRL 

P1QD1FAGLVTSIGTA1RYWFHY 

TLVAFARWEVVLLPACRJYKCL 

FLGSVSSLLTLPLDMLSRKNLL 

ADCLQGCFWVTCTLCAFISLV 

WLREQIVHGGAPIWLEHAAPPF 

NAAGHHQNEA 


5858 


36226 


A 


5904 




907 




5859 


36227 


B 


5905 


102 


406 




5860 


36228 


B 


5906 




5241 




5861 


36229 


A 


5907 


1 


519 




5862 


36230 


A 


5908 


1 


3067 


TRDAAMAEAALEAVRSELREF 

PAAARELCVPLAVPYLDKPPTP 

LHFYRDWVCPN RPCI 1 RNALQH 

WPALQKWSLPYFRATVGSTEV 

SVAVTPDGYADAVRGDRFMM 

PAERRLPLSFVLDVLEGRAQHP 

GVLYVQKQCSNLPSELPQLLPD 

LESHVPWASEALGKMPDAVNF 

WLGEAAAVTSLHKDHYENLYC 

VVSGEKHFLFHPPSDRPFIPYEL 

YTPATYQLTEEGTFKVVDEEA 

MEKAEVSRTCLLTVRVLQA 


5863 


36231 


A 


5909 




429 




5864 


36232 


A 


5910 




690 




5865 


36233 


A 


5911 




376 




5866 


36234 


A 


5912 




471 




5867 


36235 


A 


5913 




606 




5868 


36236 


A 


5914 




2756 


SPGGRTPAARDSIVREV1QNSK.E 

VLSLLQEKNPAFKPVLAIIQAG 

DDNLMQEINQNLAEEAGLNITH 

ICLPPDSSEAE1IDEILKINEDTRV 

HGLALQISENLFSNKVLNALKP 

EKDVDGVTDINLGKLVRGDAH 

ECFVSPVAKAVIELLEKSGVNL 

DGKKILVVGAHGSLEAALQCLF 

QRKGSMTMS1QWKTRQLQSKL 

HEADIVVLGSPK.PEEIPLTWIQP 

GTTVLNCSHDFLSGKVGCGSPR 

IHFGGLIEED 


5869 


36237 


A 


5915 




404 


RLKEKKLVKEV1AVSCGPAQCQ 
ETIRTALAMGADRGIHVEVPPA 
EAERLGPLQVARV/AVVTADLR 
LNEPC YATLPN I MKAKKKKIE V 
IKPGDLGVDLTSKLSV1SVEDPP 
QRTAGVKVETTEDLVAKLKEIG 
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NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5870 


36238 


A 


5916 


1 


334 




5871 


36239 


A 


5917 


88 


870 


MADVRVLVAVK.RVIDYAVKIR 
VKPDRTGVVTDGVKHSMNPFC 
EIAVEEAVRLKEKKLVKEVIAV\ 
SCGPAQCQET1\RTALA\MGA\D 
RG1HVEWPPAEAERF/GVPLQV 
ARVLGQAWQRRRRLDLVLLGK 
QA\IACTDCNQ\TGQMTAGFLD 
WPQGTFVASQVTLEGDKLKVER 
EIDGGLETLRLKLPAVVTADLR 
LNEPRYA\TLP\NIMKAKKKKIE 
VIKPGDLGVDLTSKLSVISVEDP 
PQRTAGVKVETTEDLVAKLKEI 


5872 


36240 


A 


5918 


1 


774 




5873 


36241 


A 


5919 


1 


1557 




5874 


36242 


A 


5920 


1 


759 




5875 


36243 


A 


5921 


305 


638 




5876 


36244 


A 


5922 


364 


540 




5877 


36245 


A 


5923 


9 


1 1 1 




5878 


36246 


A 


5924 


1 


594 




5879 


36247 


A 


5925 


169 


594 




5880 


36248 


A 


5926 


37 


936 




5881 


36249 


B 


5927 


91 


2043 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5882 


36250 


A 


5928 


1 


2298 


MSRKGPRAEVCADCSAPDPGW 

AS1SRGVLVCDECCSVHRSLGR 

HISIVKHLRHSAWPPTLLQMVH 

TLASNGANS1WEHSLLDPAQVQ 

SGRRK.ANPQDKVHPIKSEFIRA 

KYQMLAFVHKLSCREADDGVT 

AKDL\SKAN*HSSVR\TGKPWK 

TCLRLLS\LGA\QANFFHPEKGT 

TPLHVAAKAGQTLQAELVLVVY 

GADPGSPDVNGRTPIDYA\RQA 

GHHELAERLVEC\QYE\LTERLA 

FYLCGRKPDHKNGHY1IPQMAD 

SLDLSELAKAAKK.KLQALSNRL 

FEELAMDVYDEVDRRENDAV 

W LATQN H STL VTE RSAVPFLPV 

NPEYSATRNQGRQKLARFNAR 

EFATLI1DILSEAKRRQQGKSLSS 

PTDNLELSLRSQSDLDDQHDYD 

SVASDEDTDQEPLRSTGATRSN 

RARSMDSSDLSDGAVTLQEYL 

ELKKALATSEAKVQQLMKVNS 

SLSDELRRLQRE1HKLQAENLQ 

LRQPPGPVPTPPLPSERAEHTPM 

APGGSTHRRDRQAFSMYEPGS 

ALKPFGGPPGDELTTRLQPFHS 

TELEDDA1YSVHVPAGLYRJRK 

GVSASAVPFTPSSPLLSCSQEGS 

OJJrljL.OL.tOiS.Kr LL.LOlS.L.L.L'l ri 

PELESLDGDLDPGLPSTEDVILK 
TEQVTKN1QEI.LRAAQEFKHDS 

r VrCL>n.l^lriLAV 1 CiVlAoLrrlvtvr 


5883 


36251 


A 


5929 


1 


924 




5884 


36252 


A 


5930 


214 


387 


RRAFHPTPVTSARSTLHSFGQL 
RLPHSM*SGGTLLISMMQANQS 
LSLEFSKWTSFPLD 


5885 


36253 


A 


5931 


1 


1639 




5886 


36254 


A 


5932 


1 


1098 




5887 


36255 


A 


5933 


1 


546 


NSSQVLQF*YLWVNEAPFRLLT 
MPQPYPQIN1TADQLWGSVAVL 
V*MH\NGLPGLCI*AWEKTTSG 
GEQYPSSSAIKQGPKEPYADFIA 

ivLLJL. 3 LN. IV V IAULA A.LJ1JI V L W L 

LAFDNANPECQAALRPIRGKAH 
LVDYTK.VCDG I RDKLHKATLL 
AQAMAGLRMGKGNTPFPGACF 
NCGRHGH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l!nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5888 


36256 


A 


5934 




648 


MGQVWGLVHFTLEVFHTGDEE 
EQEYSEVTEDVTEHVYLPAKA 
KVAKEEEAG1QQARQEGDLEA 
WQFPVRIHPPDQQENITATFEPF 
PFKLLKELKQAINQYGPGSPFV 
MGLLKNVTVSSQMIPTDGDPLT 
RACLTPAQFLQFK.TWWADEAS 
IQA ARNA WAQPQIN ITA DQLLG 
VGGWAGLDAQFVMQDDAIEQ 
LRGVCIRAREK\IT*CGEQYPSF 


5889 


36257 


A 


5935 


120 


254 




5890 


36258 


C 


5936 


366 


479 




5891 


36259 


A 


5937 




933 




5892 


36260 


A 


5938 




840 


MGKVWGLVHSTLELFHTDVEE 
EGEYNEVTEEVTKHVYLPAKA 
KAAKEGEVHPYHSAPPHYYFE 
ENDPPDLSFLEDTGTPRLAAAA 
TTKANA\KQPLLLSPSMHR/PLP 
TRPL.LAG\QATALPQGV*PLIAP 
PTRPHLEHCSTQ*RPQPAPTLGE 
ITPVTVPQAPLHPRAVQPW/HST 
PTRSWLQ A VM PGIAPPSRSPPW 
AVQLR1LTYLGCLSTTPAAVQS 
LSQPPAS VRQARVPQA PA SSLC 
QEKPPSPPPVAPHGAAAAARPP 
SYHSSCASVAVVAANVL1G 


5893 


36261 


A 


5939 




134 


MGQVW*KSQSPKA*EPGVSCP 
RAGRREASVPRWYSS 


5894 


36262 


A 


5940 




1158 




5895 


36263 


A 


5941 




673 


MGIALGSPTTGPKAMKQNLSIG 

PAGILLPQPVMTPGCPAAAPPV 

APRCGYVLSEDAWGNLQGLCT 

GLSCGQPVAPWATDSGGAQDP 

VALLPPFPSRGLLGPSCMQRSQ 

VVKGGRQSE1SSQNKKVIADLA 

AQDI VLQLLA FDN ANPDCQ AA 

t rptrhv a hi vnpik' a inr.i 
LdvrllvOivArlL v ur iis.j\y^u v loui 

PNLLLHPRGLRAITIAVFGKQMR 

TSG SN PLRSTFLSRSRSI SKNCS A 

EV 


5896 


36264 


A 


5942 


1 


1182 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5897 


36265 


A 


5943 


1056 


2128 


TQPPTWGQ1KKLSQMVEENLR 

KAGQLVTMNNLMVAMIVVITT 

TEEQEYSEVTEEVTEQVYLPAK 

AKVAKEGEVHPYPSAPPHYYFE 

EKEWPDPPDLSFLEDTRQKVVA 

PVTVRAAPRATVLSS1QAGIQQ 

AR*EGDLEAWQFPVRIHPPDQQ 

GNI1VTFEPFPFKLFKEFKQAVN 

QYGPGSPFVMGLLKNVAVSSW 

MIPTDWDALTRACLTPAQFLQF 

KTCAMKQGPREPYVDFIARLQE 

SLKKM1ADSAAQE1VLQLLAFD 

MAHPDCQAALRPJRGKAHLVD 

YVKACDGIGEYTPSTYEKKVN 

CKTA SCR SFRR YPEEG I V ITG D D 

SSMRVVVPEDLPVGQDVEVED 

RDIDDPDPV 


5898 


36266 


A 


5944 


1 


300 




5899 


36267 


A 


5945 


1 


373 




5900 


36268 


A 


5946 


1 


2976 




5901 


36269 


A 


5947 


287 


544 




5902 


36270 


A 


5948 


831 


4555 




5903 


36271 


C 


5949 


108 


434 




5904 


36272 


C 


5950 


145 


402 




5905 


36273 


A 


5951 




1104 


GSRPGGHTLQSHRGRHAQGLR 
SPLLAPVCLGCGTWGQRRLFW 
SLK1* RLLC WF/CRRLQINCKN K 
PAIPRGPT/GPSEKSGLLLQDQG 
DTTNTEEENSKSLENIFGRVIKE 
NFQSLVRDLDAQYKKHKEHPG 
NSSQKDHHLGTLSSGYPKLRQR 
KES+ELSDRSTRKISQS/YNLYTP 
NTGAPRFIKQLLTDLRNEIDSNT 
IIVGYFSTPLTALDRSSRQKVND 
ETVDLNYTLEQMDLTEIYRTFH 
PTTTEYTFYSTVHGTFSKIDHMI 
CHKMSLNEFKK.TEIISSTLSDHS 
G IKLEINSKMNLQNH ANTWKL 
NNLLLNEHWVKNEIKMEIEKFF 
KLNDSNDTTYQNLWDMAKAV 
LRGKFI ALNTY 1 K.KMM 


5906 


36274 


B 


5952 


1 


2367 




5907 


36275 


A 


5953 


21 


132 


WREGARQCQEDPAEFLSD*DW 
ADPGPPHNAPGQNWH 


5908 


36276 


A 


5954 




1461 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5909 


36277 


A 


5955 


31 


802 


SAWWNSRELLDPQSRSRSGFCF 

♦EYPPTSGTEQESVSGNRALCSS 

LRMNGDQNSDVYAQEKQDFV 

QHFSQIVRVLTEDEMGHPE1GD 

AIARLKEVLEYNAIGGKYNRGL 

TVVVAFRELVEPRKQDADSLQ 

RAWTVGWCVELLQAFFLVAD 

D1MDSSLTRRGQICWYQKPGV 

GLDAINDANLLEACIYRLLKLY 

CREQPYYLNLIELFLQSSYQ1EI 

G ADPGPPHSPPR AM W1LSDSLK 

RGTNLLSSTRQLSTPSTFL 


5910 


36278 


A 


5956 


1 


532 


RLNEAEQKYKDIQDKLQIISEET 
NARAPECMALKADVV AKKRA 
YNEAEVLYNRSLNEYKALKKD 
DEQLCKRIEELK.K7RVLTN/RLE 
PERLERQKKISWLKERVKAFQN 
QEN S VNQEI EQFQQA LE KDKEE 
HGKIKREKLDVKHALSYNQRL 
LKELKDSKTDRLKRFGPNVPAL 
LEAIDD 


5911 


36279 


A 


5957 


121 


475 




5912 


36280 


A 


5958 


131 


2891 




5913 


36281 


A 


5959 


131 


3101 




5914 


36282 


A 


5960 


44 


292 


CQDYRWLLASSVLCWLY*KTQ 
QSDTEDLLCSAPTGPPNPEEDD 
GKS*PEKCRQMT*KKWSINCKC 
FFASSHNTTLSIGLFLR 


5915 


36283 


B 


5961 


26 


239 




5916 


36284 


A 


5962 


131 


3121 


LVSFLLFQDALPEGDASPLGPY 
LLPSGAPERGSPGKEHPEERVV 
TAPPSSSQSAEVLGELVLDGTA 
PSAHHDIPALSPLLPEEARPKHA 
LPPKKKLPSLKQVNSARKQLRP 
KATSAATVQRAGSQPASQGLD 
LLSSSTEKPGPPGDPDPIVASEE 
ASEVPLWLDRKESAVPTTPAPL 
Ql SPFTSQPYV AHTLPQRPEPGE 
PGPDMAQEAPQEDTSPMALMD 
KGENELTGSASEESQETTTSTIIT 
TTVITTEQAP 


5917 


36285 












5918 


36286 


A 


5964 


495 


636 


PSVVLDINVSFNHWSAIFLTME\ 
PFCHRVRSHAMESR*GSVLP*N 
KPQ 


5919 


36287 


A 


5965 


2 


376 





695 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5920 


36288 


A 


5966 




688 


GTSAGDGCPHPHTVLWPPDIMP 
PKK.DVPVKKPAGPSISKPAAKP 
AAAGAPPAKTKAEPAVPQAPQ 
KTQEPPVDLSKVVIEFNKDQLE 
EFKEAFELFDRVGDGKILYSQC 
GDVMRALGQNPTNAEVLKVLG 
NPKSDEMNVKVLDFEHFLPML 
QTVAKNKDQGTYEDYVEGLRV 
FDKEGNGTVMGAEIRHVLVTL 
GEKMTEEEVEMLVAGHEDSNG 
CINY\EELVRMVLNG 


5921 


36289 


A 


5967 


54 


540 


AVYMCDLTENQTADLIPSTAEF 

KEA\FQLFDRTGDGK.ILYSQCG 

DVMRALGQNPTNAEVLKVLGN 

PKSDEMNVKVLDFEHFLPVMLQ 

TVAKNKDQGTYEDYVEGLRVF 

DKEGNGTVMGA EI RH VL VTLG\ 

EKMTEVEDVHMLVAGHEDSNG 

C1NYEAFVRHILSG 


5922 


36290 


A 


5968 




405 




5923 


36291 


A 


5969 


93 


506 




5924 


36292 


B 


5970 


43 


615 




5925 


36293 


A 


5971 


2 


598 


TRTSLHAALFSWDPVGTSLETF1 
SHLEVKKGMLVG1VGKVGCGK 
SSLLAA1AGELHRWEQVQCGG 
HTLH*APEQMLRGHVAVRGLS 
KGFGLATQEPWIQFATIRDNILF 
GKTFDAQLYKEVLEACALNDD 
LSILPAGDQTEVGEK.GVTLSGG 
QRARJALARAVYQEKELYLLD 
DPLAAVDADVANPPACTGCNP 


5926 


36294 


B 


5972 


137 


371 




5927 


36295 


A 


5973 


1 


1398 




5928 


36296 


A 


5974 


1 


915 




5929 


36297 


A 


5975 


40 


564 




5930 


36298 


A 


5976 


62 


280 




5931 


36299 


A 


5977 


17 


744 




5932 


36300 


A 


5978 


1 


537 




5933 


36301 


A 


5979 


242 


576 


AANSLYKGSNSAALIILVGP*IS 
CLTHPV YM K* APS*TICLL YSM 
VILKALFFPQNINFIFLPVKSRHS 


5934 


36302 


A 


5980 


924 


3473 




5935 


36303 


A 


5981 


1 


604 




5936 


36304 


A 


5982 


288 


732 


RNCIANYDFLILPTSF*WCSFFV 

LLFLFLSLSLSSLKLHSDLDKGE 

GTAKYTLSGDGAGPWFTIDETT 

GD\IHA1RSL\DREEKPFYTLR\A 

Q\AVDIETRKPLEPESEF\IIKVQ 

DIVNDNEPKFWGWDLMVATGP 

QKWSPVG*VGQ1KIL 


5937 


36305 


A 


5983 


1 


1510 





696 



WO 01/075067 



PCT7US01/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ot last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5938 


36306 


A 


5984 


1 


603 




5939 


36307 


A 


5985 


250 


505 


GFSPTWQ*MNTHPSLMCFSPSR 
TTGSAAAN*RGQQKSGVPFWS* 
SH V KG K.DQI P V PI C PCTTAP VT 
MESTCIC*PTHVSCKTLMV 


5940 


36308 


A 


5986 


3 


131 


RVLVPD1RGA1*AVPKSPS1KSYP 
ALPRALFLLPPYPDDLG1 


5941 


36309 


A 


5987 


1 


913 




5942 


36310 


A 


5988 


5 


177 




5943 


36311 


A 


5989 


3 


383 




5944 


36312 


A 


5990 


1 


132j 




5945 


36313 


A 


5991 


342 


594 




5946 


36314 


A 


5992 


1 


321 




5947 


36315 


A 


5993 


3 


601 




5948 


36316 


A 


5994 


1 


1023 




5949 


36317 


A 


5995 


1 


606 




5950 


36318 


A 


5996 


1 


1536 




5951 


36319 


A 


5997 


2 


1394 


















5953 


36321 


A 


5999 




360 




5954 


36322 


A 


6000 


1 


636 




5955 


36323 


C 


6001 


1 


861 




5956 


36324 


A 


6002 


1 


711 





WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
nod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5957 


36325 


A 


6003 


18 


2446 


AGSPPRADAAAGLWERGHLLS 

AAVAAMGKRDRADRDKKK.SR 

KRHYEDEEDDEEDAPGNDPQE 

AVPSAAGKQVDESGTKVDEYG 

AKDYRLQMPLKDDHTSRPLWV 

APDGHIFLEAFSPVYKYAQDFL 

VA1AEPVCRPTHVHEYKLTAYS 

LYAAVSVGLQTSDITEYLRKLS 

KTGVPDGIMQFIKLCTVSYGKV 

KLVLKHNRYFVESCHPDVIQHL 

LQDPVIRECRLRNSEGEATELIT 

ETFTSKSAISKTAESSGGPSTSR 

VTDPQGKSDIPMDLFDFYEQM 

DKDEEEEEETQTVSFEVKQEMI 

EELQKRCIHLEYPLLAEYDFRN 

DSVNP\D1NIDLKPTAV\LRPYQE 

KSLR\KMFGNGRARSGVIVLPC 

GAGKSLVGVTAACTVRKRCLV 

LGNSAVSVEQWKLAQFKMWSTI 

DDSQICRFTSDAKDKPIGCSVAI 

STYSMLGHTTKRSWEAERVME 

WLKTQEWGLMILDEVHTIPAK 

MFRRVLTIVQAHCKLGLTATLV 

REDDKIVDLNFL1GPKLYEANW 

MELQNNGY1AKVQCAEVWCP 

MSPEFYREYVAIK.TK.K.RILLYT 

MN PNKFRACQFL I K FH ERRN DK 

IIVFADNVFALKEYAIRLNKPY1 

YGPTSQGERMQILQNFKHNPK1 

IN 1 Ir I0K.VU1J 1 jrULrtANVLl^l 

SSHGGSRRQEAQRLGRVLRAK 
KGMVAEEYNAFFYSLVSQDTQ 


5958 


36326 


A 










5959 


36327 


A 


6005 




879 




5960 


36328 


A 


6006 




727 




5961 


36329 


A 


6007 




1509 




5962 


36330 


A 


6008 




1698 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5963 


36331 


A 


6009 


2465 


2751 


VPTSSAPMPWPSRQWERSSRT 

MTV1SSSQLMALGP*RTAQVLA 

AAPA*LGASSAARGIDPQAGKT 

QK\ETDIATMQLCANKLDKKDF 

FGKSDPFLVFYRSNEDGTFTICH 

KTEVVKNTLN PV WQPFSIPVRA 

LCNGDYDRTVKIDVYDWDRD 

GSHDFIGEFTTSYRELSKAQNQ 

FT V YE VLN PRKKCKKKK Y VN S 

GTVTLLSFSVDSEFTFVDYIKGG 

TQLNFTVAIDFTASNGETRMSE 

KVGGNPLQPTSLHYMSPYQLS 

AYAMALKAVGEIIQDYDSDKL 

FP A YG FG A KLPPEG RI SHQFPLN 

NNDEDPNCAGIEGVLESYFQSL 

RTVQLYGPTYFAPVINQVASLP 


5964 


36332 


A 


6010 




1059 




5965 


36333 


A 


6011 


255 


405 




5966 


36334 


A 


6012 


251 


1 199 




5967 


36335 


A 


6013 


1 






5968 


36336 


A 


6014 


335 


984 




5969 


36337 


A 


6015 




127 


LPLRLSYEIYLYFTF*KPEHNKS 
HFLESHLIRNTRSALNTRK 


5970 


36338 


A 


6016 


1 


774 





699 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5971 


36339 


A 


6017 


186 


2699 


PRGAKPAVPAGPERPGPGPGPC 
SPRPMVLPTCPMAEFALPRHSA 
VMERLRRR1ELCRRHHSTCEAR 
YEAVSPERLELERQHTFALHQR 
C IQ AKAKRAGKH RQPP AATAP 
APAAPAPRLDAADGPEHGRPA 
THLHDTVKRNLDSATSPQNGD 
QQNGYGDLFPGHKKTRREAPL 
GVAISSNGLPPASPLGQSDKPSG 
ADALQSSGKHSLGLDSLNKKR 
LADSSLHLNGGSNPSESFPLSLN 
KELKQEPVEDLPCMITGTVGSIS 
QSNLMPDLNLNEQEWKELIEEL 
N RSVPDEDMKDLFNEDFEEKK. 
DPESSGSATQTPLAQDINIKTEF 
SPAAFEQEQLGSPQVRAGSAGQ 
TFLGPSSAPVSTDSPSLGGSQTL 
FHTSGQPRADNPSPNLMPASAQ 
AQNAQRALAGVVLPSQGPGGA 
SELSSAHQLQQIAAKQKREQML 
QN PQQATPA PA PG QMST WQQT 
GPSHSSLDVPYPMEKPASPSSY 
KQDFTNSKL/PHDA*CE*EFPSA 
RRPLPPAQPCEPAESPATE*LES 
ELRE/YTRGLCWMRQYKTPFSL 
QSGLWARQPGVWPEQASPDGL 
SSPAAVPYKSRAELPVSDEAKA 
RKYAFP1TGSTWPGAEPFQCPC 
ASPGYQCWDPAACRVRGQLPQ 
QLPLSQQPATGRCNEAASVAFG 
PTETKGAAAKAFTATAVPSEAT 
APSRGTGEATVSAPSDPPTTPVP 


5972 


36340 


A 


6018 


1 


1062 




5973 


36341 


A 


6019 


3 


566 


ASRPPVTLRLVVPASQCGSLIG 

KGGCKIKEIRESTGAQVQVAGD 

MLPNSTERAITIAGIPQSIIECVK 

QICVVMLESPPKGVTIPYRPKPS 

SSPV1FAGGQAYT1QGQYAIPQP 

DLTKLHQL\AMQQC\HFPMTHG 

\NTGFQWALES\SFPEV\KGYW\ 

AGLDASAQTTSHELTIPNDLIGC 

I1GRQGAKIN 


5974 


36342 


A 


6020 


2 


531 


TLRSSWQVVRTGTAQAATVRG 
FPPHPPRP\SASTLTLEGPPLEAY 
T1QGQY AI PQPDLTKLHQLAAM 
QQSHFPMH/GDGIHSDYSAG\LD 
ASA\QTTSH\ELTISKRILIGLA*S 
GRSRAPrClNGGSRQMSGAQI\KI 
ANPV\EGSTD*GRFTITGSAASIS 
LAQYL1NVRLSSETGGMGSS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSiM 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 


Nucleotide location of Inst 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stnp codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


5975 


36343 


A 


6021 




1369 


PLKVQLPRTLLDMDTGVIEGGL 
NVTLTIRLLMHGK.EVGSI1\GKK 
GESVKKMREESGARIYNISEGNC 
PERIIXTLAGTH * LPSFKAFAM I\l 
DKLGRRDISSSMYTNSTAAQLGP 
PVTLKLG\APAS\QCGSLIGKGG 
CKIKEIRESTGAQVQVAGDMLP 
N\STE AG HH YLLG IPQS1I\EC V\K 
QILRGSCWETLFPSSPPKGVTIP\ 
YRPK\PSSSPV\1F\AGGPGQVPA 
QAATVRAFPTPPRPCGSTLTWE 
GPPLEAYTIQGQYAIPQPD\LTK. 
L\HQL\AMQQSHFPMTHGNTGF 
SG\I ESSFVPEVKG Y W\AGL\DAS 
AQTTSHELT1\PNGFDWAGIIGA 
FKGAKINVEIRQMSGAQIKIANP 
VEXGSTDRQVTITGSAASISLAQ 
YLINVRLSSETG\GMGNN 


5976 


36344 


A 


6022 


1 


690 




5977 


36345 


A 


6023 


1 


399 




5978 


36346 


A 


6024 


3 


397 




5979 


36347 


A 


6025 


3 


249 




5980 


36348 


A 


6026 


177 


477 




5981 


36349 


A 


6027 


49 


451 




5982 


36350 


A 


6028 


1 


1305 




5983 


36351 


A 


6029 


1 


568 




5984 


36352 


A 


6030 


207 


1053 


PLTFG PA R WRETPPSL YKEFSG 

LFGSFFLSSAWGAHNLRALFLL 

LPSSR1QPTPWVFGDLKSPAGL 

QVLNDYLADKSY1EGYVPSQA\ 

DVAVFEAVSSPPPADLCHALR 

WYN H 1 K.S YEKAEKASLPG V KKA 

LGKYGPADVEDTTGSGATDSK 

DDDD1 DLFGSDDEE\ESEKPKRL 

\REERLAQYESKKAKKPG\LVA 

KSSILLLVKPWV D\ DETDM AKLE 

ECVRSIQADGLVWGSSKLWPV 

GYGIKfCLQIQCVVEDDKVGTD 

MLEEQITAFEDYVQSMDVAAF 


5985 


36353 


A 


6031 


1 


211 




5986 


36354 


A 


6032 


27 


241 


EVFGSWWQVPHEWLGSVLVV 
MSEFLFH*LM*ELVLKRV*CLS 
HLSLAPFLAM*YACSSSSPSTMI 
VSFFFF 


5987 


36355 


A 


6033 


1 


588 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5988 


36356 


A 


6034 


279 


1333 


LIFCGCWLFASLTVMEAAHFFE 
GTEKLLEVWFSRQQPDANQGS 
GDLRTIPRSEWDILLKDVQCSI 1 
SVTKTDKQEAYVLSESSMFVSK 
RRFILK.TCGTTLLLKALVPLLK.L 
ARDYSGFDS1QSFFYSRKNFMK 
PSHQGYPHRNFQEEIEFLNAIFP 
NGAGYCMGRMNSDCWYLYTL 
DFPEERWISQPDQTLEILMSELD 
PAVMDQF*HEDG\VTAKDVTRE 
SGIRDLIPGSVIDATMFVNPCGYS 
\MNGMKS\DGTYWT\IHITPEPEF 
SYVSFETNLSQTSYDDLIRKVV 
EVFKPGKFVTTLFVNQSSKCRT 
RLGLPQKUEGFKRMLDCQEGWF 
KDSNFFF\TSFAKKQQQQQS 


5989 


36357 


A 


6035 




687 




5990 


36358 


A 


6036 




894 




5991 


36359 


B 


6037 




1458 




5992 


36360 


A 


6038 




1062 




5993 


36361 


A 


6039 




1218 




5994 


36362 


A 


6040 


277 


3508 


RSGRIAWAQEMDAAGRGCHLL 

PLPAARGPARAPAAAAAAAAS 

PPGPCSGAACAPSAAAGAGAM 

NPSSSAGEEK.GATGGSSSSGSG 

AGSCCLGAEGGADPRGAGSAA 

AAGAAALDEPAAAGQKEKDEA 

LEEKLRNLTFRKQVSYRKA1SR 

AGLQHLAPAHPLSLPVANGPA 

KEPRATLDWSENAVNGEHLWL 

ETNVSGVDLCYLGEENCQVRFA 

KSALRRKCAVCK1VV/HTTACIE 

ELEK1NFRCK.PTFREG\GS 


5995 


36363 


A 


6041 


45 


155 




5996 


36364 


A 


6042 


1 


979 




5997 


36365 


A 


6043 


3 


1042 




5998 


36366 


A 


6044 


2 


401 




5999 


36367 


A 


6045 




5772 




6000 


36368 


A 


6046 


16 


5678 


VTSGRLLFYFRSMGPGCDLLLR 
TAAT1TAAA1MSDTDSDEDSAG 
GGPFSLAGFLFGNINGAGQLEG 
ESVLDDECKKHLAGLGALGLG 
SLITELTANEELTGTDGALVND 
EGWVRSTEDAVDYSDINEVAE 
DESRRYQQTMGSLQPLCHSDY 
DEDDYDADCED1DCKLMPPPPP 
PPG PM K K DK DQDS ITG EK V DFS 
SSSDSESEMGPQEATQAESEDG 
KLTLPLAGIMQHDATKLLPSVT 
ELFPEFRPGKVLRFLR 


6001 


36369 


A 


6047 




354 





702 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in liSSN 
09/540,217 


codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6002 


36370 


A 


6048 




666 




6003 


36371 


A 


6049 


129 


456 


TYPAVGESSRRPERSRGVPGPD 
AAAESHFRPGRISNPLHRAGEQ 
GHARAEGSGVFRPHRGRGLRL 
LFVQAPDQVDAPVHG*VAPPAP 
GARDAQTCRSHECPRTRPLDEV 


6004 


36372 


A 


6050 




1095 




6005 


36373 


A 


6051 


171 


619 




6006 


36374 


A 


6052 




621 




6007 


36375 


B 


6053 




181 




6008 


36376 


A 


6054 




905 




6009 


36377 


A 


6055 




855 




6010 


36378 


A 


6056 


2 


244 




6011 


36379 


A 


6057 


3 


829 


LTDCLKDVDL1PPFNRMLLEVT 
FGKLYA WTVQN ILNVLMDASA 
KFKELG IQP VPLQTITS EN PLG P 
SLGSIPQARFLLMMLSMLTLQH 
SANNLDLLLNSGTLALTQTALR 
L1VLPDVELLI*DHLL*MQTSIV* 
LPVLALLLAQHRSFGPSCDNVE 
EDMNASAQGASATVLEATRKE 
TAPVHLPVSGPELAATMKIGTR 
VMRGVDWKWGD/QEAEQTER 
NIHPTTMMFTST1NLLQTLCLPA 
RVHAEIMQSEATKTLCGLLQIL 
VESGTTDKTRME 


6012 


36380 


A 


6058 


133 


5421 


IFVFGCPGSPRLQMVENRYTES 
FFTGQNCRNNEKVTLVRIADLE 
NHNNDGGFWTVIDGKVYDIKD 
FQTQSLTENSILAQFAGEDPVV 
ALEAALQFEDTRESMHAFCVG 
QYLEPDQEGVT1PDLGSLSSPL1 
DTERNLGLLLGLHASYLAMSTP 
LSPVEIECAKWVQSSIFSGGLQT 
SQIHYRYNEEKDEDHCSSPGGT 
PASKSRLCSHRRALGDHSQAFL 
QA1ADNN IQDHNVKDFLCQIER 
YCRQCHLTTP1MF 



703 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6013 


36381 


A 


6059 




2607 


MMGHSSAIPLTATPGELKGQSP 

TKMPDPELGCQGAKSQGCSRN 

ARHQKARSMPLQDQHLALA1L 

LELAVQRGTLSQMLSAILLLLQ 

LWDSRAQETDNERSAQGTSTL 

LLSLLQTFQSIICSKDTPPSEGN 

MHLLSGPLSPSESFLRESFFTVQ 

NCRNNEEVTLICKADLENHNK 

DGGFWIVIDEKVYDIKDFQTQS 

LTGNS1LAQFAGENPVVALEAA 

FEFEVTRESMHAFCVGQYLEVR 

LYALSDAEDGRG\TL*WLQSSIF 

SG/GLQTSQIHYSYNEEKDEDH 

CS/SPVGTPASKSR\CSHRWALG 

DH SQAFLQA1 ADNN IQDHN VKT 

HQEQGRSYKEVCTPVTERLRFL 

SNELRPAVGNDLSIISEFKLLSSL 

PRWRR1AQK11RERRKKR1PKKP 

ESTADEEKIGNEESDLEEACILP 

HSPINVDKRPIAIKSPKTITSENP 

LGPSLGSIPQARFLLMMLSMLT 

LQHSANNLDLLLNSGTLALTQT 

ALRL1GPSCDNVEEDMNASAQ 

GVSATVLEATRKETAPVHLPVS 

GPELAATMKIGTRVMRGVDW 

KWGDQDGPPPGLGRVIGELGE 

DGWIRVQWGTGSTNSYRMGK 

EGKYDLKLAELPAAAQPSAEDS 

DTEDDSASPNRLVYREQHRSW 

CMLGFVRSIALTPQVCGALSSP 

QWITLLMKVMKGHAPFPAASL 

QRQRWVAVSLPHALVKSGTVP 


6014 


36382 


A 


6060 


1 


7297 




6015 


36383 


A 


6061 


32 


259 


SLRVTPGGRNVSEKKDRKKTG 
R/PPELERKSHTERL YLEEGSA E 
PA * VGRRAPES VNDRGGAIQRA 
QRGQPAPPLPR 


6016 


36384 


A 


6062 




437 




6017 


36385 


A 


6063 


1 


425 


MTELPTLWKPLKNSPMFRVIAR 
AFCVTFILVSTHQEMLTITSENP 
LGPSLGSIPQARFLLMMLSMLT 
LQHSANNLDLLLNSGTLALTQT 
ALRLIGGTPVELPAELAAPAFR 
AAAA/VDKNPRRRGQKVAVAK 
SGGDRGKKSR 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6018 


36386 


A 


6064 


2 


14566 


RRGGRALRVRPETWEEAGEKM 

PSESFCLAAQARLDSKWLKTDI 

QLAFTRDGLCGLWNEMVKDG 

El V YTGTESTQNG ELPPRKDDS 

VEPSGTKKEDLNDKEKKDEEET 

PAPIYRAKSILDSWVWGKQPDV 

NELKECLSVLVKEQQALAVQS 

ATTTLSALRLKQRLVILERYF1A 

LNRTVFQENVKVKWK.SSGISLP 

PVDKKSSRPAGKGVEGLARVG 

S R A AL SF AF AFLRR A W RSGED A 

DLCSELLQESLDALRAL 


6019 


36387 


B 


6065 


75 


581 




6020 


36388 


A 


6066 


517 


5495 


ESFFTGQNCRNNEKVTFVRIAD 
LENHNNDGGFWTV1DGKVYDI 
KDFQTQSLTENS1LAQFAGEDP 
VVALEAALQFEDTRESMHAFC 
VGQYLEPDQEG VT1 PDLGSLSSP 
LIDTERNLGLLLGLHASYLAMS 
TPLSPVE1ECAKWLQSSIFSGGL 
QTSQIHYSYYEEKDEDHCSSPG 
GTPASKSRLCSHRRALGDHSQA 
FLQA1ADNM1QDHNVKDFLCQI 
ERYCRQCHLTTP1MFPPEHPVEE 
VGRLLLCCLLKH 


6021 


36389 


A 


6067 




1851 




6022 


36390 


A 


6068 


53 


423 


YHLTLLIHGTKVSATRPGHCSP 
GKLPSWVPISLQCTPSSPECRSV 
*RQL*HGHMHELLYIITKADSVI 
TASCL1SRSEWXWGDGGTVSLV 
QRFVDYGSSQCQRPHRTGCASS 
SAPQRASSVAPG 


6023 


36391 


A 


6069 


1 


49 


EWSGTRTWWRPWSCRT*CRT 


6024 


36392 


A 


6070 


1 


726 




6025 


36393 


A 


6071 


368 


485 




6026 


36394 


A 


6073 


1 


414 




6027 


36395 


A 


6074 


3 


535 


RRREFPAKERESASMSSPEE*P/ 
DMAKG A PPSQPPPNS VPAD/CS 
RSVRLSSSNFEESLRPTEDDEGQ 
EGQDSMSRAKAN WLRAFN K V 
RMQLQEARGEGEMSKSLWFKG 
GPGGGL1 1 1DSMPDIRKRKP1 PL V 
SDLAMSLVQSRKAA1TSALASS 
TLNNEELKNHVYKKTLQALIYP 
ISC 


6028 


36396 


A 


6075 


1 


222 




6029 


36397 


A 


6076 


2 


284 


NGIPDFSNTTLLRGLQMPGARG 
PCCGSQRHINLLMGTGVFLVK 
MKA/NEFFFLDSETRLCK1APEG 
WREQPQKTSMNTFTLFLRIKFF 
VSHYGLL 
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NO: 


of peptide 
sequence 


hid 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiikno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6030 


36398 


A 


6077 


91 


749 




6031 


36399 


C 


6078 


1 


380 




6032 


36400 


A 


6079 


1 


877 


MPRPDLAPALLVAVLVLLYLL 

VSAAAPAPSSDSTPENVCPVET 

TTNFIWELSSPHNTSAVLLVVF 

HKGPSPKFEVKLKKNANGLGFS 

FVQMEKESCSHLKSDLVRJKRL 

FPGHPAEENGAIAAGD1ILAVN 

GSPRKASSSRCRGSWAMQLSV 

QAGPSFASYYPAAVEVLHLLRG 

APQEVTLLLCRPPPGALPELEQE 

WQGQKYKCAWAIVNEAEVEE 

VVEVAGTVEFFGDQ\GA*CHHP 

ACSGKPLGWHGGLSRKCPRLFF 

RGATRVTGAQGLKEVKQQSFR 

SNMMWLGLRL 


6033 


36401 


A 


6080 


1 


1683 




6034 


36402 


B 


6081 


66 


1214 




6035 


36403 


A 


6082 


1 


5694 




6036 


36404 


A 


6083 


3 


483 


SSLTSSMEDPAAPGTGGPPANG 
NGN\GGGKGKQAAPKGREAFR 
SQRRESEG SVDCPTLEFE YGDA 
DG H A AELSEL YS YTENLEFTNN 
RRCFEEDFKTQVQGKEWLELE 
EDAQKAY1MGLLDRLEVVSRE 
RRLKAARAVLYLAQGTFGECD 
SEVDVLHWSRY 


6037 


36405 


A 


6084 


1 


2646 




6038 


36406 


A 


6085 


115 


1289 


FSPLEPRLCSLGGWGALQAGEP 

CQPSRAGCGREGATMGCTLSA 

EERAALERSKAIEKNLKEDGIS 

AAK.DVKLLLLGAGESGKSTIVK 

QMKIIH\EDGFSGEDVKQYKPV 

V\YSNTIQSL\AAIVRAMDTLGIE 

YGDKERKADAK.MVCDVVSRM 

EDTEPFSAELLSAMMRLWGDS 

GIQECFNRSREYQLNDSAKYYL 

DSLDRJGAADYQPTEQDILRTR 

VKTTGIVETHFTFKNLHFRLFD 

VGGQRSERKKW1HCFEDVTAII 

FCVALSGYDQVLHEDETTNRM 

HESLMLFDSICNNKFFIDTSMLF 

LNKICDLFGEKIKKSPLTICFPEY 

TGPNTYEDAAAYIQAQFESKNR 

SPNKEIYCHMTCATDTNN1QVV 

FDAVTDI1IANNLRGCGLY 


6039 


36407 


A 


6086 


1 


1053 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Vict 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6040 


36408 


A 


6087 


2 


377 


IYDGFDGFAKGQIKEIGWTDVG 

GWTGQGGSILGTKRVLPGK/Y 

MEEIATQMRTHSINALLI1GGFE 

AYLGLLELSVFVTLKLFYQHFM 

HVLLTLIPNRRVPICPTSPSACC 

LWSVSHAFRCAYEQN 


6041 


36409 


A 


6088 




591 




6042 


36410 


A 


6089 




2391 


PGRAAPLGLLAMDADDSRAPK 

GSLRKFLEHLSGAGKAIGVLTS 

GGDAQGMNAAVRAVVRMGIY 

VGAKVYF1YEGYQGMVDGGSN 

IAEADWESVSSILQVGGTI1GSA 

RCQAFRTREGRLKAACNLLQR 

GITNLCV1GGDGSLTGANLFRK 

EWSGLLEELARNGQIDKEAVQ 

KYAYLNVVGMVGSIDNDFCGT 

DMTIGTDSALHRIIEVVDAIMTT 

AQSHQRTFVLEVMGRHCGYLA 

LVSALACGADWVFLPESPPEEG 

WEEQMC VKLSENR A RK.KRLNII 

IVAEGAIDTQNKPITSEK1KELV 

VTQLGYDTRVTILGHVQRGGTP 

SAFDRILASRMGVEAVIALLEA 

TPDTPACVVSLNGNHAVRLPL 

MECVQMTQDVQKAMDERRFQ 

DAVRLRGRSFAGNLNTYKRLA1 

KLPDDQIPKTNCNVAVINVGAP 

AAGMNAAVRSAVRVGIADGH 

RMLAIYDGFDGFAKGQIKEIGW 

TDVGGWTGQGGSILGTKRVLP 

GKYLEE1ATQMRTHSI\NALL1IG 

GF\EAYLGLLELSAAREKHEEFC 

VPMVMVPATVSNNVPGSDFSIG 

ADTALNTITDTCDRJKQSASGT 

KRR VFI IETMG G YCG YL ANMG 

GLAAGADAAY1FEEPFD1RDLQ 

SNVEHLTEKMKTTIQRGLVLRN 

ESCSENYTTDFIYQLYSEEGKG 

VFDCRKNVLGHMQQGGAPSPF 


6043 


36411 


A 


6090 


1 


459 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6044 


36412 


A 


6091 


1930 


5781 


RAKSPANIIMTGSNSHITILTLN 
VNGLNSPIKRHRLASWIKSQDP 
SVCCIQETHLMCRDTHRLKIKG 
WRKIYQANGKQK.KAGVAILVS 
DKTDFKPTKIKRDKEGHYMMV 
KGSIQQEELTILNMYAPNTGAP 
RFIKQVLSDLQRDLDSHTLIMG 
DFNTPLSTLDRSTRQKVNKDTQ 
ELNSALHQADLIDIYRTLHPKST 
E YTFFSAPHHSYSKIDH 1 LG SEA 
LLSKCKRTEIITNYLSDHSAIK.L 
ELR1KNLTQSR 


6045 


36413 


A 


6092 


1 


3654 




6046 


36414 


A 


6093 




5127 




6047 


36415 


A 


6094 




3663 




6048 


36416 


A 


6095 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDL1DIYRTLHPKS 

TEYTFFSAPHHTYSK1DHIVGSK 

ALLSKCKRTE1 ITNCLSDHSA1K 

LELRIKNLTQNRSTTWKLNMLL 

LNDYWVHNEMKAE1KMFFETN 

ENKDTTYQNLWDTFKAVCRGK. 

F1ALNAHKRKQERSK1DTLTSQL 

KELEKQEQTHSKASRRQE1TK1R 

AELKEIETQ 


6049 


36417 


A 


6096 




5073 




6050 


36418 


A 


6097 


1 


3489 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLTDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIV 
GSKALLSKWK RTE1ITNYLSDH 
SA1KLELR1KNPTQSRSTTWKLN 
NLLLNDYWVHNKMKAEIKMFF 
ETN ENKDTTYQNLWDAFKAVC 
RGKFIPLNAHKRKQERSKIDTL 

ITKIRAELKEIETQKTLQKINESR 
SWFFERINKTDRPLARLI ICKKR 
EKNQ1 DTIKNDK 


6051 


36419 


A 


6098 


1 


3235 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


6052 


36420 


A 


6099 




3070 


matl1pllfhkhphltqryqfn 
vrggcptstsaiatldprtavfp 
lmsvfqtsap wpfwg fthqtp 
vpqplk.vk1hssadtaadiqan 
rvwsgppansk.rpaaeegk.lt 
nrkdihtknpsvrhhhqrpkv 
dkttktgkkqrrktgnskxqs 

ACPPPKERSSSTATEQSWTEND 
FDKLREGFRRSN YSKLQDE1 QT 
KGKEVENLEKSLDECITR1TNTE 
KGLKKLENYVKNEETSGANA1 
NWKKGINKIDRPLARL 


6053 


36421 


A 


6100 


1 


3297 




6054 


36422 


A 


6101 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRPITGAEI 

GAirNSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPNSFYEAS1IL1PKPGRDTTKKE 

NFRP1SLMN1DAKILNK1LANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFN I RKSIN V1QMINRA KDKN H 

M11SIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDM1VYL 

ENP1VSAQNLLKL1SNFSKVSGY 

KIN VQKSQA FLYTSN RQTESQ1 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKE1KEDTNK 

WKN1PCSWVGR1NIVKMAILPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKF1WNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRD1DQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLKLD 

PFLTPYTKINSRW1KDLNVRPKT 

IKTLEENLGITIQDIGMGKDFMS 

RTPKAMATKAKIDKWDL1KLK 

SFCTA KETTI RVNRQPTT WEK 1 F 

ATYSSDKGLISRIYNELKQIYKK 

KTNNPIKKWEKDMNRHFSKED 

IYAAKKHMKKCSSSLAIREMQI 

KTTMRYHLTPVRMAI1KKSGNN 


6055 


36423 


A 


6102 


1 


3417 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide locution ot last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6056 


36424 


A 


6103 


1 


3579 


MPGHNLKWKLNRGTVLIETGI 

QLSTSTI LGSASEPPSAPIP1CAQV 

SSTEKLRNCIDDLKPFPALASEL 

SRRAKALQIAGFPPMKVPRDT1 

SKVCLDKTVGKLCHSGEESRK 

CTL1CNNKHYPIQDNLQGYKTQ 

NKFLNKEILELSALRRNAERRE 

RDLMAKYSSLEAKLCQIESKYL 

I LLQEMKTPVCSEDQGPTREVI 

AQLLEDALQVESQEQPEQAFV 

KPHLVSEYDIYGFRTVPEDDEE 

EKLVAKVRALDLK 


6057 


36425 


A 


6104 


1 


4371 




6058 


36426 


A 


6105 




1825 


MVKG S IQQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTE11TNYLSDHSA1K 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYHNLWDTFKAVCRGK 

FIPLNAH K.RKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

A ELKEI ETQKTLQKINESRS WFF 

ER1NKIDRLLARL1KKKREKNQI 

DA1KNDKGDITTDPTEIQTTIRE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRP1TGAE 

1VAI1NSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

GILPNSFYEASIILIPKPGRDTTK 

KENFRPISLMNIDAKILNKKLA 

KR1QQH1KKL1HHDQVGFIPGM 

QGWFNIRKSINV1QHINRAKDK 

NHMIISIDAEKAFDKIQQPFMLK 

1 LlNlvLvUIlvYHjIriL IKDVIViJLr 

KENYKPLLKEIKEDRNKWKNIP 
CSWVGRINIVKMAILPKNILITL 
QLLLVLPELSTLIPLWLPALAGQ 


6059 


36427 


A 


6106 


1 


4449 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of hist 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6060 


36428 


A 


6107 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADLIDIYRTLHPKSTE 

YT/FFSAPHHTYSKIDHIVGSKA 

LLSKCKRTEIITNYLSDHSAIKL 

ELRI KNFTQSRSTT WKLNN LLL 

NDYWVHNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ERITKSDRPLARLIKKKREKNQI 

DTIKNDKGDIT 


6061 


36429 


A 


6108 


1 


3297 




6062 


36430 


B 


6109 


1 12 


3300 




6063 


36431 


A 


6110 


3 


3316 




6064 


36432 


A 


6111 




3457 




6065 


36433 


A 


61 12 




3170 


MVKGSIQQEELTILN1YAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRIEIITNYLSDHS 

AIKLELRJKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKTEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKEERSKIDTL 

TSQLKELEKQEQRJ 1SKPSRRQE 

ITKMRAELKEIETQ 


6066 


36434 


B 


61 13 




4753 




6067 


36435 


B 


61 14 




3384 




6068 


36436 


A 


6115 




3345 




6069 


36437 


A 


6116 




3780 




6070 


36438 


A 


6117 




3720 




6071 


36439 


A 


6118 




3894 




6072 


36440 


A 


6119 




3335 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNVYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

1TKIRAELKEIETQ 


6073 


36441 


A 


6120 




3780 




6074 


36442 


A 


6121 




3852 




6075 


36443 


A 


6122 




3345 




6076 


36444 


B 


6123 




6136 




6077 


36445 


B 


6124 




3924 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


jViiclt'olitle locution of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6078 


36446 


B 


6125 


295 


4185 




6079 


36447 


A 


6126 




405 




6080 


36448 


A 


6127 




1059 




6081 


36449 


A 


6128 


2 


518 


EKATCDENDSVSNIATE1K.EGQ 
QSVVHVSPQKQSAWKVIFKKKV 
SLLNIATRITGGGKSGTVSSQKQ 
PPSKATSDKTDSALNIATEIKDG 
LQCGTVSSQKQPALKATTDEED 
SVSNIATEIKDGEKSGTVSSQKQ 
PALK ATTDEKDSVSNI ATE I KD 
GEKSVTVSSQK.QPASK 


6082 


36450 


A 


6129 


1 


843 




6083 


36451 


A 


6130 


1 


432 




6084 


36452 


A 


6131 


2 


835 


CG S AQAA AA A A AEE ATEKIPAL 

RP/ASAVGAAGALAVLRDPRA 

WREAGSKS/PETPFS*CQGA/HG 

GGQFCPSGTAFPGKMKVMMR 

KRKKKGQCLPGICRSLKRRKSP 

RSPGM/IG YSTLS 1 PPEML AS YQ 

S Y S STFH SLEEQQ VCM A/G * HR 

QMPGADKPVRACQRVLAGVW 

AGFTMRHQSRLY*ECSICGVIFR 

HRCVAHLLGRAIGAGLFVITPA 

GERGMCCKAIKLGNARVFPVT 

TL*NDGQCQACMHAG/TTLEDP 

GKNYISSSPSSSSSSSPSSPRVPS 


6085 


36453 


C 


6133 


278 


446 




6086 


36454 


A 


6134 


1 


1 152 




6087 


36455 


A 


6135 




639 




6088 


36456 


A 


6136 


12 


1436 




6089 


36457 


A 


6137 


367 


1056 




6090 


36458 


A 


6139 


1 


4263 




6091 


36459 


A 


6140 


1 


131 1 




6092 


36460 


A 


6141 


1093 


1358 


MQKKPLTKFNNPSC*KLSIN*V 

I MHOICfc'tiUTTTATTTTrTTTTT 
LMOtvlorv VllfAlllillllfl 

TTTTTTMGPTLPLIPIGLGS 


6093 


36461 


A 


6142 


1 


699 




6094 


36462 


A 


6143 


1 


489 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6095 


36463 


A 


6144 


5 


916 


ALGGTPMLGKLAMLLWVQQA 
LLALLLPTLLAQGEARRSRNTT 
RPALLRLSDYLLTNYRKGVRPV 
RDWRKPTTVSIDVIVYAILNVD 
EKNQVLTTY1WYRQYWTDEFL 
QWNPEDFDNITKLSIPTDS1WVP 
DILINEFVDVGKSPN1PYVYIRH 
QGEVQNYKPLQVVTACSLDIY 
NFPFDVQNCSLTFTSWLHT/SPG 
HQHLFVALARKGEIRQECLHEP 
GRVGVAGGAALLSGVQHGKQ* 
LLCRNEVLCGHPPAAPLLCGQP 
ATAQHLPHGHGHRGLLPAPQQ 
WREGLFQNYTPPGLLGLPDHRF 


6096 


36464 


A 


6145 


5 


756 




6097 


36465 


A 


6146 


1 


471 




6098 


36466 


A 


6147 


184 


1097 


ALGGTPMLGKLAMLLWVQQA 
LLALLLPTLLAQGEARRSRNTT 
RPALLRLSDYLLTNYRKGVRPV 
RDWRKPTTVS1DV I V Y Al LNVD 
EKNQVLTTYIWYRQYWTDEFL 
QWNPEDFDNITKLSIPTDSIWVP 
DILINEFVDVGKSPN1PYVYIRH 
QGEVQNYKPLQVVTACSLDIY 
NFPFDVQNCSLTFTSWLHT/SPG 
HQHLFVALARKGEIRQECLHEP 
GRVGVAGGAALLSGVQHGKQ* 
LLCRNEVLCGHPPAAPLLCGQP 
ATAQHLPHGHGHRGLLPAPQQ 
WREGLFQDYTPPGLLGLPDHRF 


6099 


36467 


A 


6148 


3 


672 




6100 


36468 


A 


6149 


3 


398 


LRKIKIDLGKFSDNPDGY1DVLQ 
GLRQSFDLTWRDI MLLLDQSLT 
PNEKSAAKTAAREFGDLWFV/S 
FQN*SCKTTNRSSNGAPDAVHD 
*D/PTADPWTGPLAHALMLMTL 
KAPLTRKSQLHDPYYAP1QQEA 
V 


6101 


36469 


A 


6150 


1 


420 





713 
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SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


6102 


36470 


A 


6151 


1 


878 


TLLPPRPGVGSDYPNIPGCPMW 














GNKDPGEGTLERGKVEDASQR 














TSRTLKETSGKAEFIRKJCQDGK. 














CSPQGKNALKMYSGEFDPVRV 














CVPFSLSDLK.QLKIDLGRFSDNP 














DGYIDVLQGLGQSFDLTWRDI 














MLLLDQTLTPNERNAT1TAARE 














FGDLWCLSQVNDRMTTEERER 














FPTGQQ A VPS ADPH * DTES EHG 














DWCCRHLLTCVLEGLRKTRKK 














AVNFSVMSTVTQGKEENPTAFL 














ERLREALRKHTSLSPDSIEGQLI 














LKIKFITRSAAD1RKQTSKVHLR 














PGAKLKTPY 


6103 


36471 


A 


6152 


1 


417 




6104 


36472 


A 


6153 


1 


415 




6105 


36473 


A 


6154 


1 


234 




6106 


36474 


A 


6155 


I 


335 


TCPI VPG/QEMI IEISKGRSG LG L 














SIV*GKDTPLNA1V1HEVYEEGA 














AAVDGRLWAGDQILEVNGVDL 














RNSSHEEA1TALMQTPQKVRLV 














VYRDEAHYRDEENLEIFPVDLQ 


6107 


36475 


A 


6156 


109 


4687 




6108 


36476 


A 


6157 


109 


4991 




6109 


36477 


A 


6158 


3 


862 




6110 


36478 


A 


6159 


1 


1857 




6111 


36479 


A 


6160 


3 


100 




6112 


36480 


A 


6161 


1 


537 




6113 


36481 


A 


6162 


125 


1 184 




6114 


36482 


A 


6163 


875 


1506 


LSIYLVTQKAA/SSEWGPEQEK 














ALQEVQAAVQAAL1LEPYDPA 














GPVVLEVSLADRDAVWSLWQ 














APIGESQQRPLGFWSKALPSSA/ 














DHKACHAQQHS1IKWK.WY1HD 














RARAGPEGTNSSARYAATM*K 














WYTASALQPLSRKSLKDSSEGK 














SSQWAELRAVHLAVHVAWKE 














KWPDVRLDTDSWAV/ANGLAR 














WSGTWKEHDRKIGDKEVWGR 














GTRI 


6115 


36483 


A 


6164 


1 


1566 




6116 


36484 


A 


6165 


1 


1098 


















6118 


36486 


A 


6167 


410 


625 


LTLVPFSFSVVLTPLPKGNTIRY 














*TGIL*GWNLSWKGTLGFSVTA 














QPSSGTPRTALGSRTTKPLLVSL 














LQV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of tirst 
codon for peptide 


Nucleotide location or last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6119 


36487 


A 


6168 


821 


1428 


QVTDVQDFPLKCKIQWRRTVR 
GDLQ/PFTRVTVHWGKGNDQT 
FQGLLDTG SELTL1 PG DPKRHC 
GPPVKIGAYGGQIINGVLAQVQ 
LTVDAVGPWTHPVV/I/SPVPECI 
IGIDILSSWQ/NSHIGSLTGRVRA 
TM VGKAKWKPLE LPLPRKI VN 
QKQYH IPGGI AEIGATI KDLKDT 
G\ VIPTSPFN SPI * PMQKTDGS W 
RMTVDYL 


6120 


36488 


A 


6169 


203 


850 


DVEHVGKMRRRWRRRVVVAD 
GN V VKPMSCAGDLQ/PFTR VTV 
HWG KGNDQTFQDLLDTG SELT 
LIPGDPKRHCGPPVKIGAYGGQI 
INGVLAQVQLTVDAVGPWTHP 
VV/I/SPVPECIIG1DILSSWQ/NSH 
IGSLTVHLSSDPKGCHSEWGPE 
QEKALQEVQAAVQAALILEPY 
DPAGPVVLEVSLADRDAVWSL 
WQAPIGESQQRPLG F WSKALPS 


6121 


36489 


A 


6170 


1 


864 




6122 


36490 


A 


6171 


1 


205 


VPDFPAKPIQGPHFNSRYL/REA 
VHGEAVHAPFIAGQPLT**ELM 
SIFPQFQFFLYRRLDSHSGQSWQ 


6123 


36491 


A 


6172 


1 


3039 




6124 


36492 


A 


6173 


1 


1364 


MIISIDAEK.AFDK1QQPFMLKTL 
SKLEET A S PSP V V ATYTPQPM L 
PSAFPPLSEE1NPVLPETTVMAS 
PEAVTRQDNVDSPQKJPPPTPMF 
ASRPITRLKPRRAPSEEGIQRLK 
K.1GMVEW1SHFRPTPLSMEGPE 
H1LLTNTLLNRYVKAAPASLKS 
PLTALL FM SDLTVG TTFSQLQN 
LNTMGIFGSSCDRSQVAALNHQ 
RQVPELIIGIDILSSWQNPHIGSL 
NGRGYINSLALCHNLIRRDLDR 
FLLPQDITLVHYIDHIMRLDSVK 
DK.WLHLAPPTTKKEAQCLVGL/ 
FGFWRQHIS\LWRQPLACYWAL 
VETEHLTMGHQVTMQPELPIM 
NWLLSDPSSYKPAPMASWGVP 
YGQLTEEEK.TRAWFTDGSARY 
TETTRK WTA V A I QPLSRTS LKD 
SN EGKSSHQQAKNG ITVL AG VI 
DPDYQDEISL/LTPQWRCHPGSS 
VWRASSLGISHPP 


6125 


36493 


A 


6174 


114 


1996 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
endon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6126 


36494 


A 


6175 




475 


MGRNQNRKAENSKNWNASSPP 
KEHNSSPAREQNWREDEFNELT 
EVGFRRSV1TNFSDLKEHVLTH 
CKEAKILEKRLDKWLTKITSVE 
KS/CK*PDG/D*KPQYENFMKHT 
QAS1ADL1KRKKRYQ*LKIKLM 
K*SrCKTR*EKKKYKLPSENTTN 
TSMQ1Y 


6127 


36495 


A 


6176 


179 


393 


NKRGYKQMEEHSMLMDKKNQ 
YYENGHTAQGN*AGEGNKGYS 
IRKTGSQIVPLCR*HDCISRKPD 
CLSPKSP 


6128 


36496 


A 


6177 


1 


710 


MARELRDECTSFSSQFHQLEER 

VSV1EDQMNEMKQEEKFREKGI 

KRSEQSLQEIWDYMERPNLCLI 

GVPESDGENGIKLEDTLQDIIQK 

DFPNLGRQANIQIQEIQRMPQR 

YSSRRATPRHI1VRFTKE1QTTIR 

EYYKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPITGS 

E1EA1INSLPTKKSPRPDGFTAEF 

YQRYKEELVPFLLKLFQS1 EKE 

G1LPNSFYEASIILIPKLGRDTTK. 

K EN FRPI SLMN1 D AKILN K I LAN 

QMQQNIKNLIRHDQAGFIPGMQ 

CWFNIRKSINVIQHINRTKDKN 

HMI IS1 DAEKAFYKIQQPFILKTL 

NKLENK1PRNPTYKGCEGPLFK 

ENYKLMLKEIKEDTSKWKNIP 

WSWIGRIN1VKMAILPKV1YRLS 

AIPIKLPMIFFTELEKTTLKFIWN 

QKRACIAKSILSQKNKAGGIML 

PDFKL Y YKATVTKA A WY W YQ 

NRDIDQWNRTEPSETIPHIYSHL 

IFDK.PDKNKKWGKDFLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

INSRWIKDLNVRPKTIKTLEENL 

GNTIQDIGMGKDFMCKTPKAM 

VTK AKIDKWDLIKLKSFCTA KE 

TTVRVNRQPTEWEKIFAIYSSD 

KRLISRIYKELKL*PCSIV*SQVA 

*CLQLCSFGLGLTWQCRLFFGSI 


6129 


36497 


A 


6178 


464 


724 


IGEVLLDNILQRVFQLGSILPITF 
RYTNQT*IWSWTLFWLVSY 


6130 


36498 


A 


6179 




2022 




6131 


36499 


A 


6180 




882 




6132 


36500 


C 


6181 




1935 




6133 


36501 


A 


6182 




672 




6134 


36502 


B 


6183 


140 


2195 




6135 


36503 


A 


6184 


26 


354 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6136 


36504 


A 


6185 


86 


747 


SLEDAMSLKDDDSGDHDQNEE 

NSTQKDGEKEKTERDKNQSSS 

K.RKAVVPGPAEHPLQYNYTFW 

YSRRTPGRPTSSQSYEQNIKQIG 

TFASYV EQFWRFYSHMV RPG DL 

TGHSDFHLFKEG1KPMWE\DDA 

N KN G\G K WI IRLARKG FG S RC\W 

ENLILAMLGEQFVMVGEEICGG 

CGVCPAFQEDIISMWNKTASDQ 

A TT A Rl RDT1ARR V L\NL P ANTI 

MEYKN 


6137 


36505 


A 


6186 


23 


127 




6138 


36506 


A 


6187 


2 


419 




6139 


36507 


A 


6188 


1 


714 




6140 


36508 


A 


6189 


19 


373 


AVFFFFFFFFFFFFFFFFFFFFFFF 
FFFFFFFFFFF\SSSSSSFFFFSFFL 
FFFFKLKELRLVI*PLNPEN*ESC 
PLFSPVNLDMP*TFKDKRWKV 
NWARSTSRQQLLESARTKSWA 
EREGGTRWRAW 


6141 


36509 


A 


6190 


227 


420 


KNFLPNCSAKELFFFFFFFFFFFL 
LLLLLLLYFKF/M1*WFYKHLAF 
PLLAFILSPTAL*RGVFHH 


6142 


36510 


A 


6191 


400 


582 




6143 


36511 


A 


6192 


1202 


1678 




6144 


36512 


A 


6193 


2 


109 


FTFWHDFAAAGTGCSFPCLVLP 
SWW*QNLSAFACL 


6145 


36513 


A 


6194 


110 


377 


QW1SRQKPYKPEKRGDQYSTFL 
*EC* 1 LVPPLFWLVGFLPRDPLL 
V*WAYGCP*HFFLHFNLGESNN 
YVSWGCSS 


6146 


36514 


A 


6195 


1 


381 




6147 


36515 


A 


6196 


1 


759 




6148 


36516 


A 


6197 


1 


609 




6149 


36517 


A 


6198 


2 


1178 




6150 


36518 


B 


6199 


159 


290 




6151 


36519 


A 


6200 


716 


1001 


SMPASTHL1LVGSCSWKMVIVL 
PLVTHFLFTALTVPWNLPWVEL 
YWNM*TM*LRSMKESLMATIF 
TLPELKA\VLHEKLQ*LQSTEDL 
*HGLLGG 














TANIIMTGSNSH1T1LTLNVNRL 
NARIKRHRLENCIKSQDPSVCCI 
* ETHLMCRDTYRLKIKG WSN 


6153 


36521 


A 


6202 


1 


974 




6154 


36522 


A 


6203 


1 


600 
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SEQID 

NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6155 


36523 


A 


6204 


51 


424 


MAPKQDPKPKFQEGERVLCFH 
GPLLYEAKRVKVA1KD/1TREI/H 
SYITVVGIKIGMNGFRRAKYSN 
TWTP1CRNSENFKKPISKFVL*T 
EY*GEMPVD*FWTWNEQWRSC 
WLPCLYN DTSDLS AG V 


6156 


36524 


A 


6205 




3827 


MQKA IRLN DG H V APLG LL ARK 
DGTRKGYLSKRSSDNTKWQTK 
WFALLQNLLFYFESDSSSRPSG 
LYLLEGCVCDRAPSPKPALSAK 
EPLEKQHYFTVNFSHENQKALE 
LRTEDAKDCDEWVAA1AHASY 
RTLATEHEALMQKYLHLLQIVE 
TEKTVAKQLRQQIEDGEIEIERL 
KAE1TSLLKDNERIQSTQTVAPN 
DEDSD1KKIKK VQSFLRG WLCR 
RKWKTIIQDYIRSPHADSMRKR 
NQVVFSMLEAEAEY 


6157 


36525 


A 


6206 


1 


900 




6158 


36526 


C 


6207 


172 


501 




6159 


36527 


A 


6208 


499 


848 


KIRVPAAVAGLSPPLGPWSLRS 

PSQPERCCPWRNSSWWTAPRTS 

11TAAKGVSPARLSSISCTTRGS 

WVKTPTPTRARMV1ASSNLERP 

SALSRM*PTSQSMTRKRWWRL 

WPSTTL 


6160 


36528 


A 


6209 


3 


495 


SCAQTFPKLDTFLEHIKSHQEEL 
SYRCHLCGKDFPSLYDLGVHQ 
YSHSLLPQHSPKKDNA/CLQVF 
PCERYLRRHLPTHGSGGRFKCQ 
VCKKFFRREHYLKLHAHIHSGE 
KPYKCSVCESAFNRKDKLKRH 
ML1QYDEVRQGLGMVPGTQKV 
LNKCFCHNVKKKK 


6161 


36529 


A 


6210 


667 


2142 




6162 


36530 


A 


6211 


1 


396 




6163 


36531 


A 


6212 


213 


446 




6164 


36532 


A 


6213 


101 


580 


VAGVGSLPRSMEDDAPVIYGLE 
FQARAXLTPQTAA ETDAIRFLVG 
TQSLKYDNQIHIIDFDDENN1IN 
KNVLLHQS/AGEIWHISASPADR 
GVLTTCYNRTSDSKVLTCAAV 
WRMPKELESGSHESPDDSSSTA 
QTL\ELLCHLDNTAHGNMACV 
VWEPMGDG 


6165 


36533 


A 


6214 


1 


933 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6166 


36534 


A 


6215 


3 


404 


RLKEKKLVKEVIAVSCGPAQCQ 
ETIRTALAMGADRG I H VEVPPA 
EAERLGPLQVARV/AVVTADLR 
LNEPCYATLPNIMKAKKKKIEV 
IKPGDLGVDLTSKLSV1SVEDPP 
QRTAGVKVETTEDLVAKLKEIG 


6167 


36535 


A 


6216 


1 


408 




6168 


36536 


A 


6217 


88 


871 


MADVRVLVAVKRVIDYAVKIR 
VKPDRTGVVTDGVKHSMNPFC 
EIAVEEAVRLKEK.KLVKEVIAV\ 
SCGPAQCQETI\RTALA\MGA\D 
RG1HVEWPPAEAERF/GVPLQV 
ARVLGQLAKKAEKVDLVLLGK 
QA\1ACTDCNQ\TGQMTAGFLD 
WPQGTFVA SQ VTLEGDK.LKVER 
EIDGGLETLRLKLPAVVTADLR 
LNEPRYAYTLPYN I M KA K.K.KK.I E 
VIKPGDLGVDLTSKLSV1SVEDP 
PQRTAGVKVETTEDLVAKLKEI 


6169 


36537 


A 


6218 


1 


1023 




6170 


36538 


A 


6219 


110 


842 




6171 


36539 


A 


6220 




122 




6172 


36540 


A 


6222 




1257 


nwdatavqegsqmyswqk.lt 
ptgpfimqpegmgrlfainkma 
egpfpehyep1etplgtnplhpn 
vvsnpvvrlyeqdalrmgk.k.e 
qfpyvgttyrltehfhtwtkh 

ALLNA1AQPEQFVEISETLAAAK 

G1NNGDRVTVSSKRGFIRAVAV 

VTRRLKPLNVNGQQVETVGIPI 

HWGFEGVARKGYIANTLTPNV 

GDANSQTPEYKAFL/GQHREGV 

RN*LHHAAFSGA*LQCFQYAH 

NSRKNN 


6173 


36541 


A 


6223 


737 


941 


WLRMMEHRILFPLWKRESKKA 
HYVQSSVLLCLGMLR*KYKGK 
KGKKERKKKDEKRKGNGKKRI 
KIHSI 


6174 


36542 


A 


6224 


1 


1072 




6175 


36543 


A 


6225 


1 


585 




6176 


36544 


A 


6226 


1 


930 




6177 


36545 


A 


6227 


28 


392 


AGEVPLQLPPAAVCSACLQRPA 
LWWNSSFFL*SCLHALFH*VDL 
QSL1AFLLLD*SSY*YLCMLHEV 
LVLCFSAPSGHLCSSLS*LF*LAI 
HLTFFQGS*LPC1GLEHASLAQR 
SLLLPTF 


6178 


36546 


A 


6228 




271 


SAIVTFVCFMrCFSCCVFQLHQV 
FHVL\FKLVILVSSSCNLFSRFLA 
SLHWVTTCSFSSEEFV1THLLKP 
APVNSSNSFSVQFCSLAGKEL 



719 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6179 


36547 


A 


6229 


1 


1089 


MGWRPRWLPYLYWGFQSDLC 
PHCKRKAQEEDSLAAQAASHP 
RLSANSKNNSWGKQYSYALFK 
AMRHMLC1GYGRQAPAAVSDV 
WLTMLSMMVGATCYAMFIGH/ 
ATALIQVLDCSRRQYQEKVVLP 
REHPNIGSSQEGGTWHQTVGL 
QQTSDKFDANDP1LKDQTQEW 
SGSATFTSDGKIRLFYTDYSGK 
HYGKQSLTTSAANTGTENGYQ 
GEESLFNKAYYGGGTNFFRKES 
QKLQQSATTRDAELANGALGI1 
ELDNDSPLKKRGATQRSSEENI 
TLKAYKRDVRSLLMLTRNEDV 
ADSLNSSKKRQNYQLPSIRSVT 
RCKKIGVCAKGIGCGQGTHYLS 
VSILNTADRDRRK.LGFTRTSMY 


6180 


36548 


B 


6230 


1 


1140 




6181 


36549 


A 


6231 


3 


204 


GSDYELGLW*PWLTSEATDLH 
GECYSS*SGASGVVRSSLWARG 
LAGFRSEAADLRGRESVAVTN 


6182 


36550 


A 


6232 


1 


1296 




6183 


36551 


B 


6233 


1 


1686 




6184 


36552 


A 


6234 




627 




6185 


36553 


A 


6235 


570 


736 


SATFGRSSRSGCSG\FPAASRRG 
RLPLSPPPWPAV\RVYPCGMLD 
NKASAAHPPKKK 


6186 


36554 


A 


6236 


1 


103 




6187 


36555 


A 


6237 


699 


887 


G LQPPAPRETRPLY * TL A WN LH 
FLFVSPLDSCDLVRSVLTCLSPP 
GNSPSFDMHRYQLPCVH 


6188 


36556 


A 


6238 


2 


803 




6189 


36557 


A 


6239 


2 


1277 


YKETYL1HLFH TFTGLSIAYFNF 
GNQLYHSLLCIVLQFLILRLMG 
RTITAVLTTFCFQMAYLLAGYY 
YTATGNYD1KWTMPHCVLTLK 
LIGLAVDYFDGGKDQNSLSSEQ 
QKYAIRGVPSLLEVAGFSYFYG 
AFLVGPQFSMNHYMKLVQGEL 
IDIPGKIPNSIIPALKRLSLGLFYL 
VGYTLLSPHITEDYLLTEDYDN 
HPFWFRCMYMLIWGKFVLYKY 
VTCWLVTEGVC1LTGLGFNGFE 
EKGKAKWDACAMMK.VWLFET 
N PRFTGTI ASFNINTN A WV A RYI 
FKRLKFLGNKELSQGLS\MLFLF 
LWHGLHSGYLVCFQMEFLIV1V 
ERQAARL1QESPTLSKLAAITVL 
QPFYYLVQQTIHWLFMGYSMT 
AFCLFTWXDKWLKVYKSIYFLG 
H1FFLSLLFILPY1HK\AMVPRKE 



720 
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NO: 


SEQ II) NO: 
or peptide 

sequence 


hod 


SEQ 10 NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6190 


36558 


A 


6240 


56 


324 




6191 


36559 


A 


6241 


68 


487 




6192 


36560 


A 


6242 


52 


457 




6193 


36561 


A 


6243 


263 


787 


SLEV*KWPGVACRLQL*P/MVP 
APKS*ESKSAGSLNTPSA1CRDA 
SGRGLARPWLRKSKCLACHLV 
DTRSKTAGGLAPVPSAHLISVR 
EREPGLCAVLVSQLEFRVGVGL 
VGPTLGARREPCWPQAMGDLA 
PEP VA ALRLI SRRALPA FP WG R 
ARDLQPAMPEPPTHSMGSCAPE 
PPR 


6194 


36562 


A 


6244 


3 


236 




6195 


36563 


C 


6245 


1 


1608 




6196 


36564 


B 


6246 


1 


1083 




6197 


36565 


A 


6247 


823 


1055 


KQKDGTGAPWSRGRRSSGRLG 
THRSPRRGWEAQAWRAAGPET 
CPAGRQLRPGEKSSAAPG*RSR 
RK.DAYEMDTAKKK 


6198 


36566 


D 


6248 


1 


390 




6199 


36567 


A 


6249 


27 


363 




6200 


36568 


B 


6250 


1 132 


1268 




6201 


36569 


A 


6251 


1 1 


489 




6202 


36570 


A 


6252 


356 


638 




6203 


36571 


A 


6253 


1 


507 




6204 


36572 


A 


6254 


80 


336 




6205 


36573 


B 


6255 


100 


912 




6206 


36574 


B 


6256 


821 


2992 




6207 


36575 


A 


6257 


2 


602 




6208 


36576 


A 


6258 


1 


519 




6209 


36577 


A 


6259 


3 


228 


STGVPVSQ\RTCLLEKASVLFNT 
GALYTQIGTRCDRQTQAGLESA 
IDAFQRAADMSPPGLTRRSLGP 
TRWHQGTPH 


6210 


36578 


A 


6260 


1 


963 




6211 


36579 


A 


6261 


1 


925 




6212 


36580 


A 


6262 


1 


397 




6213 


36581 


A 


6263 


1 


2625 




6214 


36582 


A 


6264 


1 1 


241 


SLQHLNPATFLPVSKSPVKHNC 
VEVLDSVYSSGPNHRDHP*TSV 
DWELYMDGSSFTNPCKVTLKK. 
TTSPAPVTPGS 


6215 


36583 


A 


6265 


1 


1662 




6216 


36584 


B 


6266 


1 


897 




6217 


36585 


A 


6267 


3 


258 




6218 


36586 


A 


6268 


1 


279 




6219 


36587 


A 


6269 


! 


258 




6220 


36588 


A 


6270 


1 


639 




6221 


36589 


B 


6271 




1935 




6222 


36590 


A 


6272 


698 


1643 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6223 


36591 


A 


6273 


91 


386 


IFDFLFLLYVSGCNSIAEPQHFT 
TTVTRCSPTVAFVEFPSSPQLKN 
DVSEEKDQK\KP\ENEMSGKGG 
SWVLFTKGEVQEWRESGLNPT 
KFNMGPLIYS 


6224 


36592 


A 


6274 


1 


2538 




6225 


36593 


A 


6275 




471 




6226 


36594 


A 


6276 


152 


520 


CPLTLLLPSRGAGLGTCSPPCLS 
LPPTPWAPVRPEPPRRAPPPAPR 
RPVPSTGKEQTTQGLRNASARR 
GTGRQLH LASPG VG STG * SQGL 


6227 


36595 


A 


6277 


831 


1449 


HPGQWLRRVCWVSSGAGPLAL 
CSISCPALAAFPRVGLGTCSPPC 
LSLPPTPWAPVRPEPPRRAPPPA 
PR/PPSPIDHPRAEEYE/PHGAGL 
AGSSTCSPSAESTG*SQLGS*VV 
RVRGFILEVSETKNPPIPDTFGL 
PPGSSSAASTLVQVTRL*ISAISL 
PHLLSRPCSNTARGPVPAPVPG 
AAVRAPAAGGRWCGGARGRG 
RRGGGH 


6228 


36596 


C 


6278 


1 


426 




6229 


36597 


A 


6279 


I 


535 


MKHSGAQLASPSGS\PLGPQVE 

LPASPVPCACTSQPLGGRWDW 

APWSRGWCSSGRLGPHRSPWS 

GWE\LRHGGLQVPSPAPREGS* 

GPARNP/GTAPGRPAAPS\GGPP 

SPRPPRTPAGPQALRAAPVP\LA 

PLPPHLPAS*GSGLQPWPA*KE 

APTVQCQAEGLLKCRQSGSPGR 

GGAESE 


6230 


36598 


B 


6280 


1 


1743 




6231 


36599 


A 


6281 


1 


428 


G TREEHLKRSGRE1ALP1EACV 

MLLLETGMKEEGLFR1GAGASK 

LKKLKAALDCSMLTWDEFYSD 

PHAVAGXALKSYLRELPEPLMT 

FNLYEEWUQVASVQDQGQKT 

FKDLWRTCQKLPPQNFVNFRY 

LIKFLAKLAQTSDV 


6232 


36600 


A 


6282 


135 


512 


LPFRGAGLETCSPPCLSLPPPPW 
APVRPKPPR*APPPAPRRPVPST 
TQGSLGPHCFYEL*HSP*RSAAS 
LLKPARP*AHREERTTP/GRSAL/ 
TSCNTHREGLQ/PSLRKKETPNT 
SEHQKEQTPDAPP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop todon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6233 


36601 


A 


6283 


698 


2233 


1QAAMQAAPQFGPSTED*CCP1T 
SEAPWAIMDAKLRXLKPPSHPPL 
VSPHLNPQVWDTSSPSLATEHA 
SLT1SLKPNHPYPAQSQYSIPQH 
ALKGSKPVITRLLEHGLLKPINS 
PYNSP1LPVQKLDKSYRLVQHL 
CLIYQIVLPIHPMVPNPYTLLSSI 
PFTTHYSVLDLKHAFFTIPLYPS 
SQPLFAFTWTDPDTHQAQQ1TL 
AVLPQCFIDSPHYFSQAQ1SSSS 
VTYLG11LMKTHIGLGAVEQGV 
VLVGEARAAQEPMEWVGGSG 
MVGCRSRALPRGKAAKARREI 
ERSAVTIVPVLDFNPAFHIIPDT.T 
PDHHDCISLIHLTFTPFPHISFFP 
VPHLEHTWFIDGSSTRPNCHSP 
AKAGYAIVSSTSIIEATALPRST 
TSQQ AKLIA YTDSKC AFH ILHH 
HAV1WEERNFLTMQGASI1NAF 
LIKTLLKDILLPKEAGV1HCKGH 
QK A SDPITQDNA YADK V AKKQ 
LAFQLLSLTAVFLLLIRPLSPTSP 
LKLPLFNLFPHKANDS 


6234 


36602 


A 


6284 


I 


1239 




6235 


36603 


A 


6285 


1 


477 


QRPPHGVFVLGVAGRVHGPEL 
ASHKAGPQLGDVG VCAGQGG 
QVGPLVLQPVVEH1QQLPG/AG 
HCAHQ*QGSPS*SSLPRPERSLQ 
CRRPQGATATIRSTWWGPRGP 
VCTAALVPLCWPGWPVQKDEL 
QAVRSHSALASAMQTCSLAGP 
GLGSSHARLTA 


6236 


36604 


A 


6286 


I 


1134 




6237 


36605 


A 


6287 


673 


836 




6238 


36606 


A 


6288 


i 


225 




6239 


36607 


A 


6289 


1 


468 




6240 


36608 


A 


6290 


495 


1637 


ESQVLSNVSPHVKV*NMASWE 
G KDLTV PQPDTRKG S VLRRIS K 
RGRNASCS*DKRKASVSCLSLG 
NGMSRYKTRLYAPSTE1GKNRL 
RAGGGTCGQQYCFVKH 


6241 


36609 


A 


6291 


1 


507 




6242 


36610 


A 


6292 


215 


389 




6243 


36611 


A 


6293 


1 


255 




6244 


36612 


B 


6294 


69 


1055 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6245 


36613 


A 


6295 


23 


1596 


1K.PQRWGETRAEMLKILKTREP 

FLLQRIASPRQQWNK.AGQRRS 

WFFERL/NK1DRLLARL1KKKRE 

KNQIDA1KNDKGDITTDPTEIQT 

T1REYYKHLYANKLENLEEMD 

KFLDTYTLPRLNQEELESLNRPI 

TGSEIEAIISSLRTKKSPGPDGFT 

AEFYQRYKEELVLFLLK.LFQSIE 

KEGILPN S FY EA SII LIPKPG RDT 

TKKENFRLISLMMDVKILNKIL 

ANRJQQHIKKLVHHDQVGFIPG 

MPDWFNICKSINIIHH1NRTNGK 

NHMI1SIDAEKAFEKIQQCFMLK 

TLNKLG1DGMYLKIIRAIFDKPT 

ANVILNGQKLEAFPLKTGTTQG 

CPLSPLLFKIVLEVLARAIRQEK 

E1KR1QLGKEEAKLSLFADDMIV 

YLENPIVSAQNLLQLRSNFSKV 

LGYK1NMQKSQAFLYTKNKQT 

ESQIMSELPFTIATKRIKYLGIQL 

TRDVKSLFKENYKPLLSKIKED 

TNKWKN1PSSW1GRISIAKMAIL 

PKV1YTFNA1PIKLPMTFFTELEK 


6246 


36614 


A 


6296 


I 


1488 




6247 


36615 


A 


6297 




1401 




6248 


36616 


A 


6298 


2 


1256 




6249 


36617 


B 


6299 


84 


955 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6250 


36618 


A 


6300 


735 


2718 


rsfprsrpspflllsrylrihmv 
fsvlpfglqnpkyllsgslqek 
frtpginshktldpnrviikvrr 
rlekekalrayvgksevrnmh 
lrerckl* kkreknqi dti k.nd 
kg dittd ateiqtti rey ykh l y 
anklenleemdkfldtyilprl 
nqeeveslnrpitgseieaiinsl 
ptkrspgpdgftaefyqtyk.ee 
lvpfplklfqstekegilpnsfy 
e as1ilipkpg rdttkken frpi s 

LMMDAKILNKILANRIQQHIKK 

LIHYDQVGFIPGMQGWFNKRK 

SINV1QHINRTNDKNHMI1S1DAE 

KA FDK1QQPFMLKTLNKLGIDG 

TYLKVIRA1YDKPTAN1ILNGQK 

LEAFPLKTDTRQGCPLSPLLFNI 

VLEVLARAVRQEKEIEGIQLGK 

EEVKLSLFADDM1VYLENPIVS 

AQNLLKLISMFSKVSGYKINIQK 

SQAFLYTNMRQTESQ1MSELPFT 

TASKK1KYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTNKWKN1PC 

SWVGRINIMKMAILPKV1CRFN 

A1PIKLPMPFFTELETTTLKFIWN 

QKRARKSILSQKNKAGGITLPD 

FKLYYKATVTKTAWYWYQTSR 

DIDQWNRTEPSEIMPI 11YNYLIF 

DKPEKNKQWGKDSLFNK*CWE 

NWLAIWRKLK 


6251 


36619 


B 


6301 




2907 




6252 


36620 


A 


6302 




2358 




6253 


36621 


A 


6303 




1866 




6254 


36622 


A 


6304 




885 




6255 


36623 


A 


6305 




1059 


MKNNSESFEPLLLIPRQRGSGV 
DLQQTPTDLQLRVLTVRRKTN 
KQDIHTKTPTVRHHHQRPKNP 
WDTFKAVCRGKFIALNAHKRK 
QERSKIDTLTSQLKEVEKQEQT 
QSKASRRQEITKIRGELKEIETQ 
KTLQKINESRSWFFEKINK1DRL 
LARLIKKKREKNQ1DT1KNDKE 
D1TTDSTEIQTT1REYYKHLYAN 
KLENLEEMDKFLNIYTLPRLNQ 
EEVESLNRP1TGSE1EAIINSLPT 
KKSPGPDGFTAEFYQSYQEELV 
PFLLKLFQSIEKEG1LSNSFYKA 
NllLIPKPGRDTTKKENFRPISLM 
NIDAKILNKIL/ANRIQQHIKKLI 
HHDQVGFIPGMQGWFN1 


6256 


36624 


A 


6306 




1692 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6257 


36625 


B 


6307 


1 


2871 




6258 


36626 


A 


6308 


2 


2315 




6259 


36627 


A 


6309 




1210 


MMSFHELSVHTAIDGHSHSSCS 

AWCSP1DRDYFEQENNSSSSCC 

CCCYHCH RKHCGG KGLSFPG E 

MPLSPGHFNKMMYSVSELMQG 

SGSGTFIPLPAELSLWLLVTNTK 

GQRM IKND AEIQTTI R EYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRP1TSSEIVAIIN 

SLPTKKSPGPHGFTAEFYQRYK 

EELVPFLLKLFQSIEK.EGILPNSF 

YEASIILIPKPGRDTTKKENFRPI 

SLMNSDAK1LNKILANRIQQH1K 

KL1HHDQVGFIPGMQGWFNICK 

S1NVIQH1NRTKDKNHM1ISIDAE 

KAFDK1QQPFMLKTLNKL\GIK 

YLGIQLTWDVKDLFKENYKPL 

LKE1KEDTNKWKNIPCSWVGKI 

NIMKMA1PPKATSPLESYKREK 


6260 


36628 


A 


6310 


1 


2745 


MEGEMNEMKREGKFREKRIKR 
NEQSLQEIWDYVKRPNLRLIGV 
PESDGENGTKLENTLQD1IQENF 
PNLARQANVQ1QEIQRTPQRYS 
SRRATPRH 1 IVRFTKVEMKEKM 
LRAAREK.DRSTRQKVNKDTQE 
LNSALHQADLID1YRTLHLKSTE 
YTFFSAPHHTYSKIDH1LGSKAL 
LSKCKRTEI1TNYLSDHSAIKLE 
LRJKNLTQNRSTTWKLNNLLLN 
DYWVHNKMKAEIKMFFETNEN 
K.DTTYQNLWDTF 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6261 


36629 


A 


6311 




2052 


MGDFNTPLSTLDRSMRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDH1V 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETNENKDKTYQNLWDAFNAV 

CRGKFVALNAHKRKQEGSKID 

TLTSQLKELEKQEQTHSKASRR 

QEITKVRAELKEIETQKTLQKIN 

ESRSVARLIKKKREKNQI/DAIKN 

DKRDITIDPTE1QTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRP1TGSEIVAIIN 

SLPTKKSPGPEGFTAEFYQRYK 

EELVPFLLKLFQSTEKEGILPNS 

FYEAS11LIPKPGRDTTKKENFRP 

ISLMNIDAK1LNKILAKRIQQHI 

QKLIHHDQVGFIPGMQGWFNIC 

KSINVIQHINRTKDKNHMIISID 

AEKVFDKIQQRFMLKTLNKLV 

LEVLARAVRQEKKIKG1QLGKE 

ELKLSLFADDM1VYLENPIVSA 

QNLLKLISNFSKVSEYKINVQK.S 

QAFLYTKNRQTESQIMSELPFT1 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLKEIKEDVNKWKNIPCS 

WVGRINIVKMAILPKVIYRFNAI 

PIKLPMTSFTELEKTTFKFI WNH 

KGARJAKS1LSQKNKAGGITLPD 

FKLYYKATVTKTAWY 



727 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6262 


36630 


A 


6312 


2 


2143 


SSDGSWWTGFQWREWRQAGR 

SVNSWDNPKQEVRASSKDKSR 

GSIQEAMRMQSSAKLLCSAWT 

LAYS1AVRTLSSDSEGQPPLVIH 

RQTGSGEDLQQTPTDLQLRVLT 

IRRKTNKQKGHPHQNPISSRRQ 

EITKIRAELKKIETQKPFKKINES 

RSWFFEKINKIDRLLARLIKKKI 

EKNQIDA I KNDKGNITTNPTEIQ 

TTIREYYKHLYANKLEHLEEM 

DKFLDIYTLPRLNQEEVESVNR 

P1TGSEIEAIINSLPTKK.SPGPDRF 

TA EL YQRYKEEL VPFLLKLFQSI 

EKEG1LPNSFYEASIILISKPGRD 

TTKKENFRPISLMNIDAKILNKI 

LANQIQQHIKKLIHHHQVGFIPG 

MQGWFNILKS1NV1HHINRTKD 

KNHMIISIEAEKAFDKIQQPFML 

KTLNKLGIDGTYLTYLKI1RAIY 

DKPTANIILNGQKLEAFPFKTGT 

RQGCPLSPLLFN1VLEALARAIR 

QEKEIKGIQLGKEDVKLSLFAD 

DMIVYLENP1VSAQNLLKLISNF 

SEVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWIGRINIVKM 

AILPKTLNQKFSYWFRVNKHYI 

H QRTFPLKETEFNTI ATL YNG A 

SP/CTAPKSTGTNGHQASGLPRF 

*RIAFCSALVKSKRKLYQGYLP 

GQTDRREEGVSWCPGGP 


6263 


36631 


A 


6313 


1 


3018 




6264 


36632 


A 


6314 


1 


2016 




6265 


36633 


B 


6315 


1 


1215 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6266 


36634 


A 


6316 


1 


2268 


MAGYPSETKPPEERSDSNICSSA 

IFTVLHPPLL1PRQTAFGMDLQQ 

MPTDLQLRVLTVKRKTNKQKG 

HPHQNPIRTSPSSKTEDFQPTK1 

KRD1CEGHYIMVKGS1QQEELTI 

LNIYAPNTGAPRFIKEVLRDLQ 

RDLDSHTIIMGEFNTRLSTLDRS 

MRQKVNKDIQELNSALHQADL 

IDISRNLHPKSTEYTFFSAPHRT 

YSKIDHIVGSKALLSKCKRTEII 

TKCLSDHSA1KLELRIKNLTQNC 

STTWKLNNLLLNDYWVHNEM 

KAEIKMFFETSENKDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

QERSKTDTLTSQLKELEKQEQT 

HSKASRRQEITKIRAELQEIETQ 

RTLQK1SESRSWFFEKINK1DRS 

LARLIK.KKREKNQIEAIKNDKG 

DITTO PTETQTT1KEYYKHLYK 

NKLENLEEMDK.FLNTYTLPRLN 

QEEVESLNRPITGSE1VAIINSLP 

TKKSPGPDGFTAEFYQRCKEEL 

VTFLLKLFQS1EKEG1LPNSFYE 

AS1NLIPKPGRDTTKKENFRPISL 

MN1DAKILNKILANRI/WGN*AE 

ERNKEYS1RKRGSQIVPVCR*H 

DCVSRK.PHHLSPQSP*ADKQLQ 

QSLRIQNQCTKITSILIHQ*QTNR 

c: DXt u r: * nr t> i ltm r 1 u v r:xt v I t>d xt dt 
brlNJifc 1 rlnNLrrvtlNrvIrKJNr 1 

YKGCEGPLQGELQTTAQ*NKR 
GHKQMEEHSMLMDRKNQHRE 
NRHTAQGNL*1QCHSHQATNDF 


6267 


36635 


A 


6317 


1 


1797 




6268 


36636 


A 


6318 


2 


2063 




6269 


36637 


A 


6319 


1 


1212 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6270 


36638 


A 


6320 


1 


2718 


MALFRVGMTTRRLGHANKFTR 

DLLVICRLLLYEFVVEIIPGLRTK 

TTLVGPLETGYTSSDSVNSPHF 

MLDIALSHNVKSTQLLLRPWR 

NIDCSRNHKNAKKEEQMGDDE 

1NRQQECSSSPAMEQSWTENDF 

DELREEVFRRSNYSELQEE1RTN 

GKEVKSFEKKLDEWITRITNAE 

KSLK.HLTELKTKARELQLEKQE 

LTHSKASRRQEITKIRAELKEIE 

TQKTLQK.1NESRSWFFEKINKID 

RPLARLIKKKREKNQTDTIKND 

KGDI1TDPTEIQTT1REYYKHLY 

TNKLENLEEMDK.FLDTYVLPRL 

NQEEVESLNRPITGSEIEAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

L VPFLLKLSQS1 EKERILPNSSYE 

AS1ILIPK.PGRDTTKKENFRP1SL 

MNIDAKILNKILANRTQQHIKK 

LIHHEQVGC1PGMQGWFNIRKS 

INV1QHINRTKDKNHMIISIDAE 

KLISKFSKVSGHK1NVQKSQAF 

LYTDNRQTESQIMSELPFTIASK 

RIKYLG1QLTRDVKDLFKENYK 

PLLNE1KEDTNKWKN1PCSWVG 

R1NIVKMALLP\RFSA1PIKLPMT 

FFTELEKTTLKFIWNQKEP/CIA 

KSFLSQKNKAGG1TLPDFKLYY 

KATVPKTAWYCYQNRDIDQW 

NRTEPSE1MLLIYNYLIFDKPDK 

KKE WGKDSLFN K.WC WENWLA 

ICRKLKLDPFLTPYTKMNSRWI 


6271 


36639 


A 


6321 




2307 




6272 


36640 


A 


6322 




1989 




6273 


36641 


A 


6323 


1 


3285 




6274 


36642 


A 


6324 


3 


4732 




6275 


36643 


B 


6325 


1 


2693 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6276 


36644 


A 


6326 


603 


2976 


DNTARGTIRQQHLLFTNIRCSA 

ASAADTQANRVWSGPPANSNR 

PAA\RVLTVRRKTNKQKGHPH 

QNPICTSPSSKTKETQTT1REYY 

KHLYANRLENLEEMDKFLDTY 

TLPRLNQEEVESLNRR1TESD1E 

AIINSLPTKKSPGPDGFTAEFYQ 

R YKEELVPFLLKLFQSIEKEG 1L 

PNSFYEASIILIPKLGRDTTKK.E 

NFRPISLMNIDAKILNKILANRI 

QQHIKKLIHHDQVGFIPGMQG 

WFN1CKSINVIHHMKRTKDKNH 

M11SIDAEKAFDKIQQPFMLKTL 

NKLG1DGTYLKIIRAIYDKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARA1RQEKEIK 

GFQLGKEEVK.LSLFVDEMILSL 

ENPMVSAKNLLKLISNFSKVSG 

YKINVQKSQAFLYTSNRQTESQ 

IMSELPFTIASKR1KYLGIQLTGD 

V K DFFKEN YKPLLNEIKEDTDK 

WKN1PCSRVGRJNIMKMAILPK 

VIYRFNA1P1KLPMTFFTELEKTT 

LKFIWNQK.RAR1AKS1LSQKNK 

AGGITLPDFKLYYKA TVTKTAC 

HRVGRAQQHS1SKWKWYIHDW 

SQVGPEGTNDSARYPDTTQKW 

TAAALQPLSRTSLKDSHEGKSS 

QWAELRAVHLVLRFAWKEKW 

PDVQLYTDSWAVASGLAGWS 

GTWKKHDWKIGDKEIWGRATP 

VIAQWAHEQRGHGGRDGDYA 


6277 


36645 


A 


6327 


3193 


6107 


SMKTGLEKKMKRNEQSLQEIW 
DYVKRPNLPLIGVPESDGDNAT 
KLENTLQDIIQENCPNLARQANI 
Q1QEIQRTPQRYSSRRATPRHIIV 
RFTKVEMKEKMLRAAREKGRV 
THKGKP1RLTAALSAETLQARR 
DRRPI FN I LKEKNFQPR] S YPAK 
LSFVSEGEIEYFTDKQMLRDFL 
MTRPALKELLKEALNMETTGA 
PRFIKQVLRELQRDLDTHTIITG 
DFNTPLSTSDRSTRQK.VNKDIQ 
ELNSALHQADL 


6278 


36646 


A 


6328 


1 


1808 




6279 


36647 


A 


6329 


1 


4695 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6280 


36648 


A 


6330 




2915 


MIMGDFNTPLSTLDRSTRQKVN 
KDTWELNSALHQADLID1YRTP 
HPKSTEYTFFLAPHHTYSKIDH1 
AGNrCALLSKCERTEIITNCLSDH 
SA1K.LQLR1KK.LTQNHSTTWKL 
NNLLLND YWVHN EMKAEIKIF 
FETNKNKDTTYQNLWDTFKAV 
CRGKFIALNAHKRKQERSKTDT 
RTSQLKHLENQEQTHSKASRRS 
WFFEKINKIHRPLARLIKKKREK. 
NQIDA1KNDKGDITTNPTEIQTTI 
REYYKHLYTN 


6281 


36649 


B 


6331 


1 


6730 




6282 


36650 


A 


6332 


1 


378 




6283 


36651 


A 


6333 




1700 




6284 


36652 


A 


6334 


1 


1759 




6285 


36653 


A 


6335 




409 




6286 


36654 


A 


6336 


1 


2051 


MFGRSRSWVGGGHGKTSRN1H 

SLDHLKYLYHVLTKNTTVTEQ 

NRNLLVETIRSITEILIWGDQND 

SSVFDFFLEKNMFVFFLNILRQK 

SGRYVCVQLLQTLNILFENISHE 

TSLYYLLSNNYVNSIIVHKFDFS 

DEEIMAYY1SFLKTLSLKLNNH 

TVHFFYNEHTNDFALYTEAIKF 

FNHPESMVRIAVRTITLNVYKV 

DNQAMLHYIRDKTAVPYFSNL 

VWFIGSHVIELDDCVQTDEEHR 

NRGKLSDLVAEHLDHLHYLND 

1LI1NCEFLNDVLTDHLLNRLFLP 

L Y V YSLENQDKVFLIIHHA PLV 

N SL A E V I LN GDLSEM YAKTEQD 

1QRSSVLPTLSSLWQGSHLSLNQ 

LQSGLHKCSSHLCGAQAAADS 

VTGEIPAIRSLEWL1SAGSKART 

FFFLKMLIGFWEKVDCEYQRR 

QVLSTRLQEALPSNRLTDVAAV 

HSSCMLGFGSTAPRGSWIGDPA 

AVHLPLPGELAEHLGSKGTTTV 

TKHQPQAKPSIRCFIKPTETLER 

SLEMNKHKGKRRVQKRPNYK 

NVGEEEDEEKGPTEDAQEDAE 

KAKGTEGGSKGIKTSGESEEIE 

MVIMERSKLSELAASTSVQEQN 

TTDEEKSAAATCSESTQWSRPF 

LDMVYHALDSPDDDYHALFVL 

CLLYAMSHNK/GKSPEKEEGLS 

GTQSHPGKAGTFGKEGAEERK 


6287 


36655 


A 


6337 


2 


2753 




6288 


36656 


A 


6338 


1 


577 




6289 


36657 


A 


6339 


1 


849 





732 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon,/=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6290 


36658 


A 


6340 


1 


1293 




6291 


36659 


A 


6341 


1 


861 




6292 


36660 


A 


6342 


154 


6208 


RRAPGKIPGQASAFLGRTWSRP 
CLRTQLCVIVSCLAKAGVQGYL 
VGSPGGAKRFLFSERTGSFSKL 
AAMSSWLGGLGSGLGQSLGQV 
GGSLASLTGQISNFTKDMLMEG 
TEEVEAELPDSRTKEIEAIHAIL 
RSENERLKKLCTDLEEKHEASE 
IQIKQQSTSYRNQLQQKEVEISH 
LKARQIALQDQFLKLQSAAQSV 
PSGAGVPATTASSSFAYGISHHP 
SAFHDDDMDFGDIISSQQEINRL 
SNEVSRLESE 


6293 


36661 


A 


6343 


3810 


5310 


SQGTCVPDRPCNVSG*R1\SIEE1 

EAGR1PNPHLGPVEERLALHVL 

QQQGLVPEHVESRPLYSPLQPD 

IEQAFPSFGRKSRW1RVIPFPRFF 

LRC1 1 WNTRDVILDDLSLTGEK 

MSDIYVKGWMIGFEEHKQKTD 

VHYRSLGGEGNFNWRFIFPFDY 

LPA EQVCT1 A KKDAF WRLDKT 

ESKIPARVVFQ1WDNDKFSFDD 

FLDPYA1VSFLHQSQKTVVVKN 

TLNPTWDQTLIFYEIE1FGEPAT 

VAEQPPS1VVELYDHDTYGADE 

FMGRCICQPSLERMPRLAWFPL 

TRGSQPSGELLASFELIQREKPA 

IHHIPGFESEDTDLPYPPPQREA 

N I YM VPQN1 KPALQRTA1EIL A 

WGLRNMKSYQLAN1SSPSLVVE 

CGGQTVQSCVIRNLRKNPNFDI 

CTLFMEVMLPREELYCPPITVK 

V 1 DN RQFG RRP V VGQCTIRSLES 

FLCDPYSAESPSPQGGPDDVSL 

LSPGEDVLIDIDDKEPLIPIQNYA 


6294 


36662 


A 


6344 


1 


527 




6295 


36663 


A 


6345 


5251 


5711 


PPQRGPPSSSCYSRSQRSVSRCP 
SRHRPSAASPRPGRPSGRSGLLA 
GLRLWAGAGCFQCPPCLQRGL 
FSPEALRPQAPAHK.GLFSGSLW 
PQQRSHQGLRAAATS*DRRAG 
ALCKWCPRPSGTPRGEHLS*EN 
ESLPP**RWAHQTAPQESQTS 


6296 


36664 


A 


6346 


1 


924 




6297 


36665 


A 


6347 


1 


894 




6298 


36666 


A 


6348 


1 


525 




6299 


36667 


A 


6349 


6 


343 




6300 


36668 


A 


6350 




2693 




6301 


36669 


A 


6351 


26 


353 




6302 


36670 


A 


6352 




9182 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6303 


36671 


A 


6353 




8655 


EAAKDLADIAAFFRSGFRKNDE 
MKAMDVLPILKEKVAYLSGGR 
DKRGGPILTFPARSNHDRIRQE 
DLRRLISYLAC1PSEEVCKRGFT 
V1VDMRGSKWDSIKPLLKILQE 
SFPCCIHVAL1IKPDNFWQKQRT 
NFGSSKFEFETNMVSLEGLTKV 
VDPSQLTPEFDGCLEYNHEEWI 
EIRVAFEDYISNATHMLSRLEEL 
QDILAKKELPQDLEGARNM1EE 
HSQLK.K.KV1KAPIEDLDLEGQK 
LLQRIQSSESF 


6304 


36672 


A 


6354 


1 


1338 




6305 


36673 


C 


6355 


152 


404 




6306 


36674 


A 


6356 


137 


1278 


MDSQPNSTRGQSGRR/MEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

A\TSQPK1SLS**ATSAKSQDTKS 

MCKNHKHSYTPITDKQRAKS* 

VNSHSQLLQRE*NT*ESNL*GT* 

RTSSRKTTNHCSMK*KRJQTNG 

RTFHAHG*EESIS*KWPYCPR*F 

IDSMPSPSSYQ*LSSQNWKKRL 

SSSYGTKKEPASPSQS*AKRTKL 

EAS/LLPDFKLYYKATVTKTAW 

DMDEAGNHHSQQTITRTKNQT 

PHVLTHRWELNNENTWTQEGE 

HHTPG L V VRRSPDPEQN FKAVR 

CLDLPD/PSSSFLAVLTFHFKPA 

FLQSLR*DKPRS/SPALGTWHKP 

*KITPKKQ/HQA1TKPNTEYRTA 

VKPSVVGALPDINSFLKLGGLH 

RITNGCLLD 



734 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6307 


36675 


A 


6357 




2569 


MRTKTQHTRISWDAFKAVCRG 
KF1ALNAHKRKQERSKIDTLTS 
QLKELEKQEQTHSKASRRQEIT 
KIRAELKEIETQKSLQKINESRS 
WFFERINNIDRPLARLIKKKREK 
NQ1DTIKNDKGDITTDPTEIQTTI 
REYYKHLYANKLK.NLEEMDKF 
LDTYTLPRLNQEEVESLNRPITG 
SEIVTIINSLPTK.K.SPGPDGFTAE 
FYQRYKEELVPFLLKLFQSIEKE 
GILPNSFYEASIILIPK.PGRDTTK 
KENFRP1SLMNIDAKILNKILAN 
RIQQHIKKLIHHDQVGFIPGMQ 
GWFNIRKSINVIQHVNRAKDKN 
HMIISIDAEKDFDKIQQPFMLKT 
LNKLGIDGTYLKIIRAIYDKPTA 
NIILNGQKLEAFPLKTGTRQGCP 
LSPLLFNIVVEVLASAIRQEfCEI 
KAQNLLKLISNFSKVSGYKINV 
QKSQAFLYTNNRQTESQIMSEL 
PFIIASKRJKYLGIQLTRDVKDLF 
KENYKPLIKEIKEDTNKRKNIPC 
SRVGRINIVKMAILPKVIYRFNA 
IPIKLPMTFFTELEKTTLKFIWN 
QKRAHIAK.SILSQKNKAGGITLP 
DFKLYYKA IVTK.TAWYSYQNR 
DIDQWNRTEPSEITPHIYNYLIF 
DKPEKNKQWGKDSLFNKWGW 
ENWLAIWRKLKLDPFLTPYTKI 
NSRWIKDLNVRPKTIKTLEENL 
GITIQD1GMGK.DFMSKTP/TSNG 
NKRQN*QMGSNETKELLHSKR 


6308 


36676 


A 


6358 


1702 


2252 


FLSLFFF1SLASSLSILLIHIMNSW 

IPHSPIFTDLNVESSRLCPLGDIM 

M*IPLTWYLIVTCTHLSREITTV 

PRGLARLWSFTRICPRTHCKPIP 

AWLLRAGCPPSCWWDQDTHS 

QLPSKRSSYTLFFCTVTEYPFLD 

*WP*NHGTPC*TAPLWSMF/PCS 

CWYPVTGPGVSCSPSCVQVFSL 

FISHL*VRTCGVWFFVLAIVC*E 

*WFPASSMSQAVLVTVAL*YSL 

KSGS VMPPA\FS FG LGLTWRCR 

LFFGSIRTLK*IFPIL*RK.SLVA* 

WGWH*IYKLRWAVWPFSRY*F 

FLPMSM/VMFFHLFVSSFISLSS 

GL*FSLKRSFMSLVSWIPKYFIL 

FEAIVNGSSLM1WLSVCLLLLH 

KNACDFCTLILYPETFLKLLISL 

RRFWAETMGFSRYTIMSSANR 

DNLTSSFPN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6309 


36677 


A 


6359 


207 


1209 


IPRHIHPPKTKPGRS*/TP*IDQ*Q 

ALKLRQ/CINSLPTKKSPGPDGF 

TAKFYQSPSLTGKNDKEPE1LPY 

FHADFLVVPGTHQASPVLMVL 

GHKSFPHRNSPPSVCMANFFTQ 

KPPSQSIHNAVNTHTDPPLFLVL 

LKDRGLLVIWCHESQGDELWH 

LVLLDSKCCFGSMTHRMEWSG 

PSAAGLLEFAGGPLQTLFAWVS 

AVEAAEQRILLNSKCCCLIIPLE 

ALSQRG1WPWQGSPVPRPWTTT 

TLWPVRNQATQQETSLMPCQL 

EG KEPL ALPTKE A E I EG RRTG EI 

KKVERDSNTNKEELLLDLAFK 

VSSLFDKLEEVVELLVIGELQL 

YPSK 


6310 


36678 


A 


6360 


544 


678 


AFFHVSFGCINVFF*EVSVHML 
CPLFDGVVFFLVNLFEFFVDSG 


6311 


36679 


A 


6361 


7 


94 


VRTSGVWFFVLA1VC*E*WFPA 
SSMSLIY 


6312 


36680 


A 


6362 


381 


431 


ATKQDSVSKKKEEEEEEEEEEE 
EEEEEEEEEEEEEEEEKEK7GNK. 
ERKK/DKGKARQVQARQ1YLLS 
LHLGRIRKVPNNNKA*SSCP 


6313 


36681 


B 


6363 


, 


603 




6314 


36682 


A 


6364 


1 


987 




6315 


36683 


B 


6365 




444 




6316 


36684 


A 


6366 


977 


1177 


RTS1 SSP VSSTCSPL VMPTLLPQP 
TVPWRM WRPCTQ* RNAGTFSP 
AVAMGLPVEAV1CLSV*DSPA 


6317 


36685 


A 


6367 


1148 


1395 




6318 


36686 


A 


6368 


33 


663 


VH VLCGDTDETGM HH SQQTIA 
RTKNQTPHVLTHRERLSLRRGL 
H SC A YSLHRWLG ARHAQKGSR 
NTKGCGGQGPRTSERGPASGEF 
SENCTSLLGQRGVFSPGRRALL 
HSPSDG\SVPLGAVDSSP\PASTR 
RDWSHWAVGKPSPEREPAGK.V 
T* TTRQLQP ASP* REHPL LN SQH 
GHCLKISLPLLPTVLSPSPPLSLC 
SNVTFSTRPLT 


6319 


36687 


A 


6369 


1 


1314 




6320 


36688 


A 


6370 


120 


410 




6321 


36689 


A 


6371 




492 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<nown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6322 


36690 


A 


6372 


3 


945 


EEVPRSMSKKKKRKRRKSRKR 

EEEEEEEEEEEEEEEEEEEEEEE 

EERR\EGEGEEEEEEEEGKEKID 

PSHLELKMVRNKNTMYEVCLM 

P1GIKPQVNVGAMQCILVAPYIS 

P1VGV1NFNDQVNSQGGGSKME 

DGIHFRGKVMLHVGKRKQRVK 

KGLGYAF1SSMKTNEYTKLVPV 

EWGLAEKIPKNVEATLELGNRR 

SKKTGGILPLLLWNFELERDEL 

GYLVEE1SKQPSIQQMTWVLLK 

AFRFIQEAEPKSSENLNPDNVIE 

KKNPFSEGKFMLAAEICISNEE 

WNGNVNPQDYGGKWLQGMA 

EVFTATPSITGLEA 


6323 


36691 


B 


6373 


1 


792 




6324 


36692 


C 


6374 


348 


884 




6325 


36693 


A 


6375 


1 


588 




6326 


36694 


B 


6376 


1 


5339 




6327 


36695 


B 


6377 


520 


3146 




6328 


36696 


A 


6378 


1 


2044 




6329 


36697 


A 


6379 


1 


585 




6330 


36698 


A 


6380 




2433 




6331 


36699 


B 


6381 


53 


441 




6332 


36700 


A 


6382 


2 


425 




6333 


36701 


A 


6383 


1386 


2569 


FLRKHRESGKDEEMTALCSFPG 

VAGEDELQVIQPEKSVSVAAGE 

SATLRCAMTSL1PVGPIMWFRG 

AGAGRELIYNQKEGHFPRVTTV 

SELTKRNNLDFS1SISNITPADAG 

TYYCVKFRKGSPDDVEFKSGA 

GTELSVRAKPSAPVVSGPAVRA 

TPEHTVSFTCESHGFSPRDITLK 

WFKNGNELSDFQTNVDPAGDS 

VSYS1HSTARVVLTRGDVHSQV 

ICEIAHITLQGDPLRGTANLSEAI 

RVPPTLEVTSQPl\RAENQANVT 

WQVSNFYPRGLQLTWLENGNV 

S RTET A STL 1 EN KDG T YN WM S 

WLLVNTCAHRDDVVLTCQVEH 

DGQQAVSKSYALEISAHQKEH 

GSDITHEPALAPTAPLLVALLLG 

PKLLLVVGVSA1YICWKQKA 



737 



WO 01/075067 



PCT/US01/08631 



SEQID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID iNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6334 


36702 


A 


6384 


! 


2453 


MEPAGPAPGRLGPVLCLLLAAS 

CAWSASRQLPAVQVLRGDVTC 

GSDHVFLLAYIK.HLAVAGRRA 

LK.ATVHVHQRTLLRPGGCGSV 

PGKRAVTLISKCSDGQPAFPGA 

PAGNTNTFLVCSCGFPDLQSSR 

GPERALCAFIQCLMVRPEEQRE 

KNWPGPRGRSMARPGWNAKPP 

VVQAKAFKNWAVLELSTVSAR 

N LTG SRJPRENTK V 1LIGTI WVL 

CFLGSALGVCDPGG THSHLAM 

HVVIFGPVGSNNPSIVIIIIIIRPIL 

QIKSQRSRVGETFPGVSWVAEL 

ESKSKHTFSQCQALLQPWGRK 

LSSCSQRTYNLLLVCIQSMNVI 

DKHLRKHRGSRVAGEEELQVI 

QPDKSVLVAAGETATLRCTATS 

LIPVGPIQWFRGAGPGRELIYNQ 

KEGHFPRVTTVSDLTKRNNMD 

FSIRJGNITPADAGTYYCVKFRK 

GSPDDVEFKSGAGTELSVRAKP 

SAPVVSGPAARATPQHTVSFTC 

ESHGFSPRDITLKWFKNGNELS 

DFQTNVDPVG\ESVSYSIH\STA 

KVVL\TREDVNSQSFW*GPTVT 

LQGDPLRGTANLSETIRVPPTLE 

VIQQPVRAENQVNVTCQVRKF 

YPQRLQLTWLENGNVSRTETA 

STVTENKDGTYNWMSWLLVN 

VSAHRDDVKLTCQVEHDGQPA 

VSKSHDLKVSAHPKEQGSNTA 

AENTGSNERN1YIVVGVVCTLL 


6335 


36703 


A 


6385 


1 


405 




6336 


36704 


A 


6386 


91 


2926 


PACPSPRLPFTNTDTH1DTSSPA 
SRSTRCLCISTHGVLAQSGGSSG 
GPAVPTVQRGIIKMVLSGCAIIV 
RGQPRGGPPPERQINLSNIRAGN 
LARRAAATQPDAKDTPDEPWA 
FPAREFLRKKLIGKEVCFTIENK 
TPQGREYGMIY LGKDTNGENI A 
ESLVAEGLATRREGMRANNPE 
QNRLSECEEQAKAAKKGMWSE 
GNGSHTIRDLKYTIENPRHFVD 
SHHQKPVNAIIEHVRDGSVVRA 
LLLPDYYLVTV 


6337 


36705 


A 


6387 


2 


448 




6338 


36706 


A 


6388 


1 


645 




6339 


36707 


A 


6389 


1 


294 
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SEQ 1I> 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


6340 


36708 


A 


6390 


23 


321 


RGREHTQGIPGAGKRWH*FKV 
L LTQ/C W * S E FS V I RQF KAG PG G 
LDQFRDRSK7RWLRDLRGRLLG 
SLNASLVLRALFSGNWGLTAN 
QL*LAVGAKGDPEA 


6341 


36709 


A 


6391 


1 


1599 




6342 


36710 


A 


6392 




561 




6343 


36711 


A 


6393 


1 


1833 


STLASSEGQGGFWRGPRALILL 

LLFLGPCHARSHDGKYSREKN 

QPKPSPKRESGEEFRMEKLNQL 

WEKAQRQERYPCRRRRRVKQV 

AAGTPRVFLKTPEMGVFELCRP 

SGPHYLISNAGVRLDLLNSPVL 

S1PESLRGKVNDLQNKKELLER 

KGRGETGLARPMHDLTAAQGG 

YGCALVHGAQVEGAGAQGWA 

GTVHATCRGETGTACQEALVT 

ATACSSCQRGQTRAPQGQHTL 

ESMGLNCLPQGAASGSDHHCG 

PRISDLPGSAARTSRWPASSELH 

LPPVRLAELHADLK1QERDELA 

WKKLKLDGLDEDGEKEARLIR 

NLNGHWRAEDAHQDGGVNK 

WD1PTVVGVGVAA1ALVAVKL 

FFLP1MRCVLSESPATLHSLQV 

ASVLWSLEFLPYGSRSPVVIQET 

VILAKYGLDGKKDARQVTSNS 

LSGTQEDGLDDPRLEKLWHKA 

KTSGKFSGEELDKLWREFLHH 

K EK V H E YN VLLETL SRTE VH PG 

PQDGVASTGREHSPMETLFQEE 

LKHFEAKIEKHNHYQKAQLEIA 

HEKLRHAESVGDRRSV*SASPR 

ESTPCLEGRTKGAGLPR*KKHL 

QD\LSGR1\SRARHKRTLKALGS 


6344 


36712 


A 


6394 


1 


185 


DFFDNSAQVT1AGIPCDIRHVSP 
RKIECTTRAPG K\ V * G S PPLSQ A I 
EGFFLKLEMLLRDWN 


6345 


36713 


A 


6395 


1 


1512 




6346 


36714 


A 


6396 


117 


268 


QSLLLEYLHLYLHLCYLHLANK 
QELTLTWYKE*CTFFLPSV*NPF 
HQNLA 


6347 


36715 


A 


6397 


1 


500 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hnd 


SEQ ID NO: 
in (JSSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6348 


36716 


A 


6398 


1301 


2565 


TLLTILPFYLFKNRTSLTGYLRI 
WILSTKLFCLSTLWLAPTLFLIP/ 
LPDPHDCISL1HLAFTPFPHTSFF 
PIPHPDHTWFIDGSSTWPNRHSP 
AKVGYAIVVSSTSILEATALPPS 
TTSQQAELIALTRALALAKGLH 
VN1YTDSKYAFHILHHNAVIWA 
ERGFLSTQRSSIIIASUKTLLKA 
ALLPKEAGV1HCKGHQKASDP1 
AQGNAYADKTKFLDLAFPPLR 
LSFTCQITQAVSQALGIQWNLH 
TPYRPQSSGKDWTVFLPLALHR 
1RARPREATGYSPFELLYGRTFL 
LSPNL VPDTSPLG DYLP VLWQA 
RQEIHQAANLLLSTPDSQLYED 
TLAGRSVL1KNLTPQTLQPRWT 
GPYLVIYSTPTAVRLQDPPHWV 
HRSRIKLCPSDNQPNLSSSSWKS 
QVLPTTSLKVTLISEEQ 


6349 


36717 


A 


6399 


581 


2517 


LFLGYSHTSLLPFPPVQSLLHLL 

PLY LHTLTHK YGIPLLPPWRPI M 

HPLPSH*NL1TLTLLNANIPSCST 

L*KD*SLLSLTCYSMAF*/QPINS 

PYNSPILSVQKPDKPYSSFRYVY 

SLFVESPT1TIVPGPDFNLASHIIP 

DTTPDP Y DC I S L 1 H LTFTPFPH V S 

FFPVPHPFHTWF1DGSSTRPNCH 

TPAKAGYAIVSSTSIIEVTTLPHS 

TTSQQAELIALTRTLTLAKGLC 

VNIYTDPISCTTMLFYGLKCFLT 

MQGSSIINASLIKTLLKAALLPK 

EAGV1HCK.GPQKASDPIAQDNT 

YADKVAKKAASVPTSIPHSSFS 

PSHLVTPTYSPTETSTYQSLPTQ 

GKWFLDQGKYLLPASQAHSILS 

SFCNLFHVGYKPLARLSELL1SF 

PSWKSILKEITSQCSICYSATPQ 

GLFRPPPFPKHQAWGFVPTQD 

WQIDFTHMPQVGKLKYLLVW 

VDTFTGWVEAFPTGSEKATVV1 

SSLLSDVIPRFCLPTSIQSNNGLA 

MISQITQAVSQALG1QWKLCTP 

YHPQSSGKVKWANGLLKTHLT 

KLSLQLKKDWTVLLPLALLRIR 

ACLRNATGYSPFELLYRCSFLL 

G PS L I PDTRPTWT A PPKTWH PY 

YLLSSHTP1HRSQLLIHALLLFTL 

PVYTVSPSHHS 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6350 


36718 


A 


6400 


281 


1095 


DCSKRNRHSQVIAEGNICK1QE 
VRRKEDTQGGEKDPESLLLPPL 
LAPGPTE/YSTYYNISVAKAELL 
NKLKDQPEMAEIGLGEEEVDH 
ELAQKKIQL1ESISRKLSVLREA 
QRGLLEDINANSALGEEVEANL 
KAVCKSNEFEKYHLFVGDLDK. 
VVNLLLSLSGRLARVENALNSI 
DSEANQEKLVLIEKKQQLTGQL 
ADAK.ELKEHVDRREKLVFGMV 
SRYLPQDQLQDYQHFVKMKSA 
LIIEQRELEEK1KLGEEQLKCLR 
ESLLLGPSNF 


6351 


36719 


A 


6401 




972 




6352 


36720 


A 


6402 


514 


736 




6353 


36721 


B 


6403 


446 


991 




6354 


36722 


A 


6404 


521 


903 


NIKPASQISPG*I*VHSSPTQRLS 

APPSAA/GRLLSLSLPAGLVGGD 

TARC1PAGRLRPLCSWLDPGKL 

LHLSLKSKGSGGRSGAGTLQEG 

NQSVC1QAEKPPLKPA1QTQSG 

MNVLRCRAYSWV1DWD 


6355 


36723 


A 


6405 


1 1 


545 




6356 


36724 


A 


6406 


3 


2920 




6357 


36725 


A 


6407 


1 


2388 




6358 


36726 


A 


6408 


275 


479 




6359 


36727 


A 


6409 


1 


3810 




6360 


36728 


A 


6410 


7 


1047 




6361 


36729 


A 


6411 


1 


705 




6362 


36730 


C 


6412 


304 


638 




6363 


36731 


A 


6413 


99 


759 


WAYLDFWM*H1PHLGVLL/SAH 

LLSDLNSCQF*MGSRTEGSATG 

PGSCSAALPLGPYDPADPMVLE 

VSMADRDASPHDPLAKFLFPVP 

MTLHSALLEVLVPEGGTLPPGD 

TTT1PLNW/IVKIAT*TLWVPPTF 

KFTGCRLNTMWKLPRLGASTL 

♦SNSLRCTLTSFSHDWSGWDAG 

HQVIRPHGFAGYNTCGCFHRL 

MLSACGFSRQM VQAVNG STTL 

GSGG 


6364 


36732 


A 


6414 


1 


685 




6365 


36733 


A 


6415 


1 


1359 




6366 


36734 


A 


6416 


3 


7714 




6367 


36735 


A 


6417 


1 


723 




6368 


36736 


A 


6418 


1 


528 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6369 


36737 


A 


6419 


38 


530 


HSPRRSAASLLSQRDHEPHQKE 
ETPNTSEHQKEKTPDTPPLRTV 
TLTVRVHGF1LEVSETKNPPIPD 
TKLRG/ERLQGFGLAGFRSE/GC 
RPSP*VLQL1KAVWTQRPLGGR 
WDWAPWSRRWCSSGRLRPHR 
NQWSGWEAQAWGLQVPEPCP 
AG RQLRPGEKSSTA P 


6370 


36738 


A 


6420 


1 


649 




6371 


36739 


A 


6421 


1 


987 




6372 


36740 


A 


6422 


1 


924 




6373 


36741 


A 


6423 


1 


435 




6374 


36742 


A 


6424 




147 




6375 


36743 


A 


6425 


1 


1107 




6376 


36744 


A 


6426 


3 


913 




6377 


36745 


A 


6427 




159 




6378 


36746 


A 


6428 


313 


1083 




6379 


36747 


A 


6429 


1 


1245 


MAQELRDTCTSFSSRFDQVEER 

VMV1EDQ1NEMKQEEKFREKR 

VKRNKQSLQE1WDYVKRPNLR 

L1GVPEKTMLEETDKFLDTYTLPR 

LNQEEVESLNRPITDSEIEA1INS 

LPTKKSSGPDGFTAEFYQRYKE 

ELP/RQRHNKKREF*TNIPDEHR 

CKSPQ*NTGKPNPAAHQKAYPP 

♦SSGLHPWDARLVQHTQ1NKRN 

PAYKQNQGQKPHDYLSRCRKG 

L*QNSAALHAKNSQ*IRY*WD1 

SQNNKSYL*QTHSQYHTEWAK 

AGS1FFENWHKRGMPSLTTP1Q 

HSVGSSGQGNQAGERNKGYSI 

RK.RGSQ1VPVYR*HNCISRKPH 

HLSPKSP*AGKQ/SSAKSQD/DKI 

N VQKSQAFLHTNN RQTESQ1MS 

E/APIHNCYKENKISRNPTYKGC 

EGPLQG ELQTTAQRSKKG H KQI 


6380 


36748 


A 


6430 


39 


314 


KSECLIYTKGSQRLASNGTKLD 
GE* L* * VDRI RLQKIGNDKLLPA 
KGGCSNPSQRS*KPRKKIRQMA 
N*NKQHRGDLK*PDGAENHGT 
RTT 


6381 


36749 


A 


6431 


213 


843 


V DRSRLQKV SNNKL L* AKGECS 
NPLQGS*KP*KKIRRMAN*NKH 
CREDLK*PDGVEMNGTRTS*FM 
HKLQ*PI*SSGRKGISD*R*N**N 
K1HQG*NEGKSVKGSQRERSSY 
PQRKAHQTNSGSLSRNPTSQKK 
VGAN1QHS*RKEFSTQNFISSQT 
KLHK*RRNKIFYRQADAERFCH 
HQACVTRAPEGSTKHGKKQPV 
PAPAKTGQIV 



742 
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SEQ1D 

NO: 


SEQ ID NO: 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6382 


36750 


A 


6432 


1 


2112 


MRAFVVLMDVSKLPSERGGPG 
LRSNQQHMRMFLTSVDRGSVS 
LLADAVAAATPQGTKSQPRGPS 
NLAADLRVAEESSGMENLFLK 
MSFDSIRPAQDGQC TPEISMVTP 
SPGWSVHTGDLDGHPLPRMVS 
AHRRSRWSPPPQDGQCTPEISM 
VIPSPGCSVHTGDLDGHPLPRM 
LSAHRRSRWSPPPQDAQCTPEIS 
MVTPSPGWSVHTGDLDGHPLP 
RM V S AH RRSRWSPPPQDAQCT 
PE1SMVTPSPGCSVHTG 


6383 


36751 


A 


6433 


1 


648 




6384 


36752 


A 


6434 


1 


1539 


ML V SF V SLG SLCLQPGSQTLLE 

KNRTVKPHVSFTLLPALSHVSE 

KNEAESMNSLIPPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVGFRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE/ 

SAN*NQQCREDLK*PEAEIHGT 

RTS*HMHKLQ*P1*SSGRKGVSD 

*GSNQ*NK*WGEW r NQVGKHSA 

GYYPGELPQPSKAGQHSNSGNT 

ENTTKILLEKSNPK.THNCQIHQ 

G*NEGKSVKGSQRERTREARA 

NKFK.S*QKARYN*DQCRTERD 

RNTENPSKN**IQEPVF*KDQQN 

**NASKTNKEEKREESNRRNKK 

**KNRTVKPHVSFTLLPALSHVS 

EKNEAESMNSLIPPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVG FRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE 

WLTR1NSVEKTLNDLKLKSMA 

RELHDTCTSFNSRFDQVEERVS 

A I EDQTN EINNGENGTKLENTL 

QDIIQENFPNLARQANIQIQEIRR 

TPQRYSSRKATPRHIIVRFTKVE 

M K E IC VL RA ARE KG L E RQEQTN 

SKASRRQD1TKISAELKEIETQK 

1 LyiVlNfcrK&Kr hls.ls.irNI\-lL)rvl L 

D1TTDPTE1QTTIREYYKHLYAN 
KLEN LEEMDKFLDTYTLPRLNQ 
EEAESLNRT1TGSE1EA1INSLPT 


6385 


36753 


B 


6435 


137 


586 




6386 


36754 


A 


6436 


129 


506 




6387 


36755 


A 


6437 




237 




6388 


36756 


A 


6438 


182 


1034 





743 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6389 


36757 


A 


6439 


203 


650 


SAIVCGSPLRLRMQAVSSRINSA 
HSRGAIYSQASSSAACPSVSIAF 
LRR*1EANVSAVIRTLLSTLCTPK 
CGPGFKHRIVLCKSSDLSKTFPA 
AQCPEESKPPVRIRCSLGRCPPP 
RWVTGDWGQ/CDSRDPRPGRR 
RRDFCRNGRAGAGH 


6390 


36758 


A 


6440 


207 


426 


AECTRCAIPK/HSCYPVLL1VVS 
P*KKQ\NCSLGELSCWRRESCRS 
SWSNKALPSLTRCLRGFVCGLS 
CYKGSS 


6391 


36759 


A 


6441 


524 


783 


TAVLAAR1SNQW1LSCWS/AVG 
CTPKCGPGFKHRIVLCKSSDLS 
KTFPAAQCPEESKPPVRIRCSLG 
RCPPPRWVTGDWGQLSPTREK 


6392 


36760 


A 


6442 


1 


1524 




6393 


36761 


A 


6443 


1 


8738 




6394 


36762 


A 


6444 


1 


642 




6395 


36763 


A 


6445 


1 


549 




6396 


36764 


A 


6446 


8 


434 




6397 


36765 


A 


6447 


1 


2922 




6398 


36766 


A 


6448 


18 


1158 


FLDFDCPYGSAHITGLRFWLPW 
YRKRQRYWGSHGNCMPPPSLR 
VPERCPSHTEPRNLTGA*ELLLL 
GLSEDPELQP1LAGLSLSMYLVT 
VLRNLL1SLAVSSDSHLHTPMC 
FFLSNLCWADIGFTSAMVPKM1 
VDMQSHSRVISYAGCLTQMSLF 
AIFGGMEEYNMLLSVMAYDWF 
VA1CHPLHYPVIMNPHLGVFLD 
LGAFFLSLLDSQLHSWIVLQFTF 
FKNVEISNFV*DPSQLLNLACSD 
SVINSIFIYLDSIMFGFLPISGILW 
SYANNVPSILR1SSSDRK.SKAFS 
TCRSHLAVVCLFYGTGIGVYLT 
SAVAPPLRNGVVASVTYAVVT 
PMLNPFIYSQRNRDIQSALRRLR 
SRTVESHDLLHPFSCVGKKGQA 


6399 


36767 


A 


6449 


2 


1535 




6400 


36768 


A 


6450 


1 


635 




6401 


36769 


A 


6451 


222 


1040 




6402 


36770 


A 


6452 


2 


1135 




6403 


36771 


A 


6453 


1 


576 





744 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiikno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6404 


36772 


A 


6454 


2 


694 


QCGGIQRSHGSWSQEASDSVW 
QLQSMWMLDKLTGVFAPRPST 
GPHKLR\ECLSRJ1F\LRNRLKYA 
LTGDEVKKI\CMQRF1KI\DGKV 
RT\DITYPVG\FMDVI\SIDKTGR 
EFPVLIYDTKG/RAFAVHR1TP\E 
EAQVPSCAKVRRDLCGAQKGIP 
HL VTH\DA RT1PLPRSPSSK VN D\ 
TIQIVDLEDW ARFT* FSSKFDN W 
*TCCMGDWEGA*P*GRNWVLI 
HQQRRRAPWDLF 


6405 


36773 


A 


6455 


1 


243 




6406 


36774 


A 


6456 


3 


766 




6407 


36775 


A 


6457 




741 




6408 


36776 


B 


6458 


500 


8643 




6409 


36777 


A 


6459 




7863 


MKPRTLTVRVTALKVARLESV 
PSDVQMCSEFLPSDSAAQLASP 
SGSRTGAAGGAAYQSCAVLPH 
SSALWVVDGTRCRGAGGSAHQ 
GGSATQEPTERVEGSGMAGCR 
SRVLPHWKAANVLGMSVESAP 
AVEEEKGEELEQKEKEKEEDTS 
GNTTHSLGAEDTASSQLGFGVL 
ELSQSQDVEENTVPYEVDKEQL 
QSVTTNSGYTRLSDVDANTA1K 
HEEQSNEDIPIAEQSSKDIPVTA 
QPSKDVH V VKEQN PPPA 


6410 


36778 


A 


6460 


2 


669 


ERRRRKLT1PCPPPHPAPPTGGQ 
ACRENAEGIL*AANTSEPGKDA 
EK*KIKV*LAP/CSHSGSSLQSDP 
HFGCSLGPS/DPALGLSGCILPPC 
SGSYLAPAPNSRJPKPGLKPW/H 
/ESYLPSAVRPHGTQAPGLWPE 
RGL*PAGFLLRPEPVRAASER/Q 
EAVSPER*VPRPPKAQQLHGQS 
PDPSSLCTALRQDHTHWLDARS 
VYPDWRGQPWPPLHQDCGHG 
GWR 


6411 


36779 


B 


6461 


241 


369 




6412 


36780 


A 


6462 


1 


510 




6413 


36781 


B 


6463 


1 


630 




6414 


36782 










SCRGYSRILLLFHKSSWCSQV1S 

IFRYNIICSRLPRSWKWRLPVY 

MNWL*YHWFKQYHSSINF1SFR 

SMWFII11NFK.RSPAF1LSGSWSIS 

IARWQIFVFFTTFGSRTKV 
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NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 








09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


6415 


36783 


A 


6465 


1271 


1710 


TEGLGHRSSETPGGAALDALTG 














ERPRVACFPAARGRGLRPRPRL 














M1GPFETGGGQRLLTLRPRRRR 














QRRRP/WQGLERPHVRNWG1EL 














ETLRDAFRPQPSVWRTARGEA 














GKRKGRLVECLGSQRKVLEGV 














LL Y A VTRG S FPNLFTPRD 


6416 


36784 


B 


6466 


1 


772 




6417 


36785 


A 


6467 


1 


1272 




6418 


36786 


A 


6468 


3 


236 




6419 


36787 


C 


6469 


1 


457 




6420 


36788 


B 


6470 


148 


324 




6421 


36789 


A 


6471 


1 


1407 




6422 


36790 


A 


6472 


1 


651 




6423 


36791 


A 


6473 


619 


835 




6424 


36792 


A 


6474 


52 


535 




6425 


36793 


A 


6475 


319 


647 


LCRRJYMYFCVMKNWMQSLW 














KLCTNKR*RIDKPTLHQVVVRK 














*LTPLGMKNQVDSLELLETRSL 














KKDPVELGSKSLRRCCCQTEPV 














NLLPHVSIGTLKI*SRILRLQRP 


6426 


36794 


A 


6476 


39 


515 




6427 


36795 


B 


6477 


1 


807 




6428 


36796 


A 


6478 


3 


247 


GANICCW*GLQE/VFHSW*KTQ 














EPSWLHLVDPTTGLQVELPASP 














APFAR1PQPLGGRWDWAPWSR 














GWCSSGRLGQHRSPWSG 


6429 


36797 


A 


6479 


27 


363 




6430 


36798 


B 


6480 


1132 


1268 




6431 


36799 


A 


6481 


1628 


2008 




6432 


36800 


A 


6482 


953 


1087 




6433 


36801 


A 


6483 


2 


443 


QLAGRCGGRGMSGNRGCYWGA 














CGPAGVPGG/CWAWCALHSEE 














PASPALRSISRRALAAFPRGRAR 














DLQPAMPEPPTPSVGSCAAQAS 














PTSAAPCSMAPSPIDHPRAEECV 














ARRGTGRHDELIVALPFMMIPW 














H S S 1 QPFT I H PFN WNFG 


6434 


36802 


C 


6484 


175 


423 




6435 


36803 


B 


6485 


122 


608 




6436 


36804 


A 


6486 


644 


1149 


KTMHWKAPLMSWHMHRASSQ 














KQTRTGTQT/MEAQLQQLQRY 














QEALLQVLRKGEKICAFNMGNI 














SEVLQRADESCSQFYERLYEAF 














QLCSPFDPEATENQCMVNAVF 














VGQTQGDI RRKLQKLECFTG M 














NVTQVLEVATKVYTNCEEETQ 














GKGQFAGGSTYGKGGECPKTK 


6437 


36805 


A 


6487 


1 


2847 




6438 


36806 


B 


6488 


329 


742 




6439 


36807 


A 


6489 


1 


1035 





746 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6440 


36808 


A 


6490 


13 


630 


1NPPPPPFRPEPPSSSNSPKMTDH 
KGERGEATRYMFSRPF\RKYHG 
VVPLGPHICRIWRKGDIVDMKG 
MGYCSK.KG1APTKCY\HGQNLE 
GVLPMLPQHACWPFVVNQPVL 
GQSFFPRELMCRIEHPALLRAR 
DKLPETVLKENDSEKERSPNEK 
GTWGSNLKRHPGSTPEEAHFV 
RTQWGRSLELAGTLFPMNFMG 
I1GVKEIK 


6441 


36809 


A 


6491 


1 


1020 




6442 


36810 


A 


6492 


1 


330 




6443 


3681 1 


C 


6493 


250 


372 




6444 


36812 


A 


6494 




345 




6445 


36813 


A 


6495 


2 


335 


TVRAYNVPQHAVGIVVNRQVK 
G K1PAKRIN VGI KHFKHSTS*EN 
FLKRMKENDQKKKEAKEKVT 
W1QLKHQSAPPRE/AQCERTNG 
KEPELLEPLPYEFMHNTYIH1YV 
CVH 


6446 


36814 


A 


6496 


2 


490 




6447 


36815 


A 


6497 


150 


536 


NCKISFLHFCYIFVKALKRISAL 
SRGK1LAKRINVR1EHIKHSKSR 
DSFLKRVKENDQKKKEAKEKG 
TWVQ/RKAPGKNLVYISLVLRA 
L*G*DLTHHI1ILFPFFFL**PAPP 
REAHFVRTNGKEPELL 


6448 


36816 


A 


6498 


54 


553 




6449 


36817 


A 


6499 


131 


803 


TMFCQTGSSVRRVGPGPWAEN 

RTAMLRPCGGTFARKTRLSRLG 

NSPKMNEQQRGKRRGTP11MFS 

KGLLRK.HG\VVPLAHIFMR\IYK 

\KGDIVRHPRGMGYLVPKRELP 

PQSCYPWPKPGRSLTNVTPAML 

VGHLL*NKQV*GQRFLPKRNL 

MWRI*APFRHFLRSPRLASLKT 

CGRENGSRKKERKPKGGKVTW 

GFQLKRRHLGFPPQEEATFLLK 

EPIGGREP 


6450 


36818 


A 


6500 


1 


489 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
0!)/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6451 


36819 


A 


6501 


29 


2028 


ENEEEGEKMASTDYSTYSQAA 

AQQGYSAWTAQPTQGYAQTT 

QQAYGQQSYGTYGQPTDVSYT 

QAQTTATYGQTAYATSYGQPP 

TG YTTPTA PQ A Y\SQP VQG\YGT 

GAYDTTTATVTATTQASYAAQS 

AYGTQPAYPAYGQQPAATCPT 

RTED*\NKPTETSQPQSSTGGYN 

QPSLGYGQSNYSYPQVPGSYP 

MQPVTAPPSYPPTSYSSTQPTSY 

DQSSYSQQNTYGQPSSYGQQSS 

YGQQSSYGQQPPTSYPPQTGSY 

SQAPSQYSQQSSSYGQQSSFRQ 

DHPSSMGVYGQESGGFSGPGE 

NRSMSGPDNRGRGRGGFDRGG 

MSRGGRGGGRGGMGSAGERG 

GFNKPGGPMDEGPDLDLGPPV 

DPDEDSDNSAIYVQGLNDSVTL 

DDLADFFKQCGVVKMNKRTG 

QPMIHIYLDKETGKPKGDATVS 

YEDPPTAKAAVEWFDGKDFQG 

SKLKVSLARKKPPMMSMRGGL 

PPREGRGMPPPLRGGPGGPGGP 

GGPMGRMGGRGGDRGGFPPRG 

PRGSRGNPSGGGNVQHRAGDW 

QCPNPGCGNQNFAWRTECNQC 

KA PKPEGFLPPPFPPPGGDRG RG 

GPGGMRGGRGGLMDRGGPGG 

MFRGGRGGDRGGFRGGRGMD 

RGGFGGGRRGGPGGPPGPLME 

QMGGRRGGRGGPGKMDKGEH 


6452 


36820 


A 


6502 




693 




6453 


36821 


A 


6503 


3 


657 




6454 


36822 


A 


6504 




434 




6455 


36823 


A 


6505 


208 


443 





748 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=pussible nucleotide 
deletion, \=possible nucleotide insertion) 


6456 


36824 


A 


6506 




2650 


LLPAFLLLCSDSHFLQFCSQFAP 

RKTQGSGSVNNIQANI1AKKSN 

NHLMKK.NDQKFKDLPQMAGH 

PIHHQAQGPPGAKNPQEQQRRP 

MGQTTLPAEQEESRVKCKNCG 

AFGHSARNKTCPIKRWSGALPL 

QVLGSHKEKENLKPAKAQLPFT 

TPGPFTTNDREKERSPSSTMNPS 

EMQRKASPRRWKHHNQTPSIH 

KVNKMVMSEEQMKLPSTKKA 

EPPTWAQLKKLTQLPK.KSLEN\ 

TKVTQTPENTLLAALMIVST/A 

GAAAANYTYWAYVPFPPLIRA 

VTWMDNPIEVYVNNSAWVPGP 

TDDRCPDKPEEEGMMINISTGY 

RYPPICLGRAPACLMPAIQNWL 

VEVPT VGTTS RFTY HTG LLTFR 

DVAIEFSQEEWKCLDPALEDSY 

TRRKANSCG KPYKCN ECGKAF 

TQNSNLTSHRR1HSGEKPYKCS 

ECGKTFTVRSNLTIHQVIHTGE 

KPYKCHECGKVFRHNSYLATH 

RRIHTGEKPYKCNECGKAFRGH 

SNLTTHQL1HTGEKPFKCNECG 

KLFTQN SHLI SH WRI HTG EKPY 

KCNECGK-AFSVRSSLAIHQTIHT 

GEKPYKCNECGK.VFRVGRGVSI 

GTTCLLSVFQV1TVSSRKSRASP 

ENRATQSILILAPPTSRGSGPGP 

ASVLRRLAQTRICRMAWTESCT 

AACAFPSCLVLLYRGRGVPTDL 

QVPAPLFSTQSKLKRPGSRTKSS 


6457 


36825 


A 


6507 


54 


360 


CSTMNPSEMQRJAPPRRQRHRS 
RAPSAHKMNRMVMSEEQMKL 
PSTKKAEPPTWAQLKKLTQLA 
KKK\LENTKVTQTPENMLLAAL 
K.TVSTVSAGVPSSSEESD 


6458 


36826 


A 


6508 


525 


3656 


SSTMNPSEMQRKAPPRRRRHR 
NRAPLTHKMNKMVTSEEQMK. 
LPSTKKAEPPTWAQLKKLTQLA 
TKYLEN\TKVTQTPENTLLAAL 
MIVSMVVSLPMPAGAAAANYT 
YWAYVPFPPLIRAVTWMDNPIE 
VYVNNSAWVPGPTDDHCPVAK 
PEEEGMMINISTGYRYPPICLGR 
APACLMPAIQNWLVEVPTVGT 
TSRFTYHTIDLMTEKWVVLASV 
EVLLRFPLKPGEDPTARYVSNK 
KCQPSVDWPTTISQRRGY 


6459 


36827 


A 


6509 


1 


246 




6460 


36828 


A 


6510 


1 


246 





749 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ II) NO: 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6461 


36829 


A 


6511 


1 


279 




6462 


36830 


A 


6512 




363 




6463 


36831 


C 


6513 


109 


245 




6464 


36832 


A 


6514 


2 


429 


LMTFCWDTPRQSGVPRERMPH 
TGTWRTVGIRCPKKKLRSANSS 
MMRGKVQPFRP/DIQAYGAAPF 
EDLQVDFREMPKCGGNKYVLV 
LGRTYSGWVEAYPTRTEKTRE 
VTPVLLRDLIRRFRPPLWIGSDN 
GPAFLAALVQKTAK 


6465 


36833 


C 


6515 


31 


895 




6466 


36834 


A 


6516 


2 


4735 




6467 


36835 


A 


6517 


263 


418 




6468 


36836 


A 


6518 


120 


295 


YDPLPTWILGK1SQRGAEEPAQ 
HPGCQL*LPPP/SPPRTSSSPSCA 
GLTSVSPRPRFPR 


6469 


36837 


A 


6519 




1758 


MKIRRRFPSSLQLSADLQVPVR 

KAPRQGVSQEKRTKPSLELMIS 

GT1SQED1RMNVTRGCTPPAIQR 

VISSSPLLAIRNNVTEGVYTPCD 

TGGRVHLPVILLLISRDGGHD1S 

FN1AVDVHSPCDTDPNIQGVEY 

DMTPNIAMNVQPPGTISQKRCT 

LPA1LGLISYASSVN1RSN1TGWL 

YIDRYVGSHVILYPLGIRMGVT 

GEMKGERRRGLHAATKWLEE 

HAPADYQNPQEYGRTQLPGTQ 

PQLDPHEREDMQRLNRDREAL 

LEGFKRGAQKATNVNKVSEVI 

QGKEESPAQFHQRLCEACAKQ 

VLVNGDAVSREEKRKENERQA 

RRNADLLVSCSNQSGPPKEARE 

ELWTKDYRPGQDLRLLSQATL 

TFHPTVPSPSTLLGLLPAEDSWF 

TCLDLKDAFFPIRSAPESQKLFA 

FQWEDPESALAKTVRQRCVSC 

RQHHA\GKVQPFRP/DIQAYGA 

AA FEDLQVDFTEMPECGGN KY 

LPVLGRTYSGWVETYPTRAEK 

AREVTRVLLRDLIPRLELPFRIG 

SDNGPAFVADLLQKTATVLG1T 

RKLHAASRPQSSGKGIQNNRTG 

GVYTPCDIESHVILFRSGY 


6470 


36838 


A 


6520 


1111 


1342 


MF VPHIGFQNTA ALC LL RLG VL 
FP*PVGFPAGSCLLI*WNRHWH 
VPDFSCVTTPQEWCGGVSDVC 
CGHPHAEPFHLQ 



750 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for las! amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6471 


36839 


A 


6521 


1 


1144 


MRGAQKATNVNKLSEDIQGKE 

ESPTQFYERLWEAYRMYTPFDP 

DSPENQRMIPMALVRQSAEDM 

RRKLQK.QAGLAGMNPSQLLE1 

ASQVFVNRDAVSRKENGKENG 

GQARRYADLFSRTKNYQPVQD 

LRLLHQAKLTFHPTVPNPSTLL 

GFPP A EDSWFTCLDLKDAFFP1 R 

LAPERQKLFAFQWEDPESGWPP 

CWRALAATALLVQEANK.LTLG 

QKLN1KASRAVVTLMNTKGHH 

WLTNATLTDYQTLLCENPRJTIE 

VCNTLHPATLLPVSKSPVKPGC 

VEVLDS1DSSRPDLWDQPWASV 

DWELYLDGSSFFNPQGEVEG\S 

RGDTSELPPCWVCGIPALTQRL 

EKQHLPPSGHQGSLKHLIWDLL 

LLTKKRTFSSM1 


6472 


36840 


A 


6522 


1 


554 




6473 


36841 


B 


6523 


63 


620 




6474 


36842 


A 


6524 


1 


796 


SRTKN YQPVQDLRLLHQAK LT 

FHPTVPNPSTLLGFPPAEDSWFT 

CLDLKDAFFP1RLAPERQKLFAF 

QWEDPESGWPPCWRALAATAL 

L VQE ANKLTLGQKLN 1 KA SRA 

VVTLMNTKGHHWLTNATLTD 

YQTLLCENPR1T1EVCNTLHPAT 

LLPVSKSPVKPGCVEVLDSIDSS 

RPDLWDQPWASVDWELYLDG 

SSFFNPQGEVEG\SRGDTSELPP 

CWVCGIPALTQRLEKQHLPPSG 

HQGSLKHLIWDLLLLTKKRTFS 


6475 


36843 


A 


6525 


3 


2640 




6476 


36844 


A 


6526 


2745 


3732 


IRIGKNYFKVHMEPKKSPHRQV 

NPKPKEQSWRHHTT* LQTILQG 

YSNQNSMPGPTPQ\PSTPAPGG 

NLRNPQSSDLLQVTKQQGQAL 

AIQREAPLHRIPAPEAIPWYFQP 

QPATQLGSPPVDPPSSAMM/SR 

RAHRSRGPDRQG YPLQGD* PG E 

PRPQEH*RGHSQERLPSSEKQTP 

ICPPAQATQHPEEPDAHQPYKH 

LFQVCAHQGHPVAQRRN*PGY 

WERYHSAEDPELQPILAGLSLS 

MYLVTVLRNLLIS 


6477 


36845 


A 


6527 


1 


I860 




6478 


36846 


A 


6528 




1458 




6479 


36847 


B 


6529 


1 


1503 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnUnown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6480 


36848 


A 


6530 


3 


515 


TISQKRCTLPA1LGLISYASSVNI 
RSN1TGWLYIDRYVGSHVILYP 
LGIRMGVTGEMKGERRRGLHA 
ATKWLEEHAPADYQNPQEYGR 
TQLPGTQPQLDPHEREDMQRL 
NRDREALLEGFKRGAQKATNV 
NKVSEVIQGKEESPAQFHQRLC 
EAYRMYTPLDHDSPENQRMIH 
MALVRQSAEDMRRKLQKQAG 
LAGMNPSQLLEIASQVFVNRDA 
VSPKENSKENGGQARRHDDLF 
SPVEPDCVEVLDSIHSSRPDLRD 
QPWPSGDW/RT1CGWEQLLQPP 
RRERCRVCSDNPGH/WLLKPHR 
CPRPLQARKLNSLLSLGP*NSTR 
DCVRP1VCILPLIT1ALKISA 


6481 


36849 


B 


6531 


96 


2524 




6482 


36850 


B 


6532 


61 


2025 




6483 


36851 


A 


6533 


674 


2913 




6484 


36852 


B 


6534 


120 


1849 




6485 


36853 


A 


6535 


1 


426 




6486 


36854 


A 


6536 


2 


475 




6487 


36855 


A 


6537 


1 


501 




6488 


36856 


A 


6538 


15 


593 


SMWWNSAREPCPWR1VDDCGG 
AFTMGV1GGGVFQAIKGFRNAP 
VCRLLSEAPLFIYSCSRSVSPTV 
NVSSERAESRPTLFMAVSLHMA 
WCLAHIG1RHRLRGSANAVR1R 
APQIGGSFAVWGGLFSTIDCGL 
VRLRGKEDPWNSITSGA\LTGA 
V1AAARSAPLAMWGSAMMGGI 
LL/ALIEGVSILL/TR*TATV 


6489 


36857 


A 


6539 


2 


557 


RRFRASAMEEYAREPCPWRIVD 

DCGGAFTMGVIGGGVFQA1KG 

FRNAPVG I RHRLRGSAN A VR]R 

APQIGGSFAVWGGLFSTIDCGL 

VRLR\GKEDPWNSIT\SGA\LTG 

AVLVAAR\SGPLAMGGLQQ*WG 

GILFAPHLRAFGILLTRYTAQ\Q 

FRNAPPFLEDP\SQ\LPPKDGTPA 

\TGYP\SYQQYH 


6490 


36858 


A 


6540 


223 


2274 





752 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6491 


36859 


A 


6541 


2795 


3762 


FLHFHLRNAVPHQQWNKAGW 
RMTLRS*EKKASDDQITLSYGR 
TFKPK/DK.EVENFEQNLEECITR 
ITNTEKCLKELMELK.TKARELR 
EECRSLRSRCDQLEERJSVMED 
EMNEMKREGKFREKR1KRNEQ 
SLQEIWDYVKRPNLRLIGVPES 
DGENGTKLENTI.QHIIQENFPN 
LARQANVQ1QEIQRTPQRYSSRI 
A IPRH11 VRFTKVEMKEKMLRA 
AREKGRVTLK.GKPIRLTADLSA 
ETLQARREWGPIFNILKENNFQ 
PR1SYPAKLSFISEEEIKYLTDKQ 
MVRDFVTTRPALKELLKEALN 
MERNNRYQLLQNHAKF 


6492 


36860 


A 


6542 


245 


1293 


TGAVPIRPSWQRWGKNRTEKL 
ETLKRRAPLLLQRNAVPHQQQ 
NKAGWRM1LTS*EKKASDDQIT 
LSYGRTFKPK/DKEVENFEKNL 
EECITRITNTEKCLKELMELKTK 
APELREECRSLRSRCDQLEERV 
SAMEDEMNEMKREGKFREKRI 
KRMEQSLQE1WDYVKRPNLHLI 
GVPESDVENGTKLENTLQDI1Q 
ENFPNLARQANVQIQE1QRTPQ 
RYSSRRATPRHIIVRFTKVEMK 
EKM LR A AREKGRVTLKGKPIR 
LTADLSAETLQARREWGPIFNIL 
KEKNFQPR 1 S YPAKLSF1 SEGEIK 
YFIDKQMLRDFVTTRPALKELL 
KEALNMERNNRYQPLQNHAK 


6493 


36861 


C 


6543 


1 16 


283 




6494 


36862 


A 


6544 


51 


281 


KSQNQLLSSKGEYADGQQDQV 
S1PAPSPYTLSGPQTQSCPVRPE 
LGL*GASSAVQAPAVRYLTRFL 
LFVMSNLHSP 


6495 


36863 


B 


6545 


1 


897 




6496 


36864 


B 


6546 


91 


8030 




6497 


36865 


A 


6547 


126 


362 





753 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6498 


36866 


A 


6548 


936 


2064 


ERADCLFKRKTNNQKGHLHRK 
PICTSPSSKTKSR*NHK.DGEKTE 
QKNW1CL*NAERLSSS/IRNAVP 
HQQQNKAGWRMILTS*EKKAS 
DDQ1TLSYGRTFK.PK/DKEVENF 
EKNLEECITRITNTEKCLKELME 
LKTKARELHEECRSLRSRCDQL 
EERVSAMEDEMNEMKREGKFR 
EKRIKRNEQSLQEIWDYVKRPN 
LRLIGVPESDVENGTKLENTLQ 
DI1QENFPNLARQANVQIQEIQR 
TPQRYSSRRATPRHIIVRFTKVE 
MKEKMLRAAREKGQVTLKGK 
P1RLTADLSAETLQARREWGPIF 
NILKEKNFQPKJSYPAKLSFISEG 
EIKYFIDKQMLRDFVTTRPALK 
ELLKEELNMERNNRYQPLQNH 


6499 


36867 


A 


6549 


1 


767 


MAGAPPPASLPPCSLILDCCASN 

QRDSVGVGPSEPGVGYSLVVR 

RFLSRSEKRN1RVGVTRFSSEM 

NPVPQMEMQKSPSSASLTLGA 

VDRSCSYSAILAPPLGFCFYPLY 

ENSTLQSAKKRDAELANGALGI 

IELNNDYTLKKVMKPLITSNTV 

TDEIERANVFKMNGKWYLFTD 

SRGSK.MTIDG1NSNDIYMLGY/D 

IKLFNRPLQAAEQNRACAANGS 

*SKRCDIHLLSLRSAASQRQQC 

GYHKLHDKQRLLRG 


6500 


36868 


B 


6550 


50 


327 




6501 


36869 


A 


6551 


333 


1301 


FLHFHLRNAVPHQQWNKAGW 
RMTLRS*EKKASDDQITLSYGR 
TFKPK/DKEVENFEQNLEECITR 
ITNTEKCLKELMELKTKARELR 
EECRSLRSRCDQLEERISVMED 
EMNEMKREGKFREKR1KRNEQ 
SLQEIWDYVKRPNLRLIGVPES 
DGENGTKLENTLQHIIQENFPN 
LARQANVQIQEIQRTPQRYSSR1 
A1PRHIIVRFTK.VEMKEKMLRA 
AREKGRVTLKGKPIRLTADLSA 
ETLQARREWGPIFNILKENNFQ 
PRISYPAKLSFISEEEIKYLTDKQ 
MVRDFVTTRPALKELLKEALN 
MERNNRYQLLQNHAKF 


6502 


36870 


A 


6552 


352 


2304 




6503 


36871 


A 


6553 


1 


1617 





754 



WO 01/075067 
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SEQ ID 

NO: 


SEQ II) NO: 

sequence 


Met 


SEQ II) NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
cudon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6504 


36872 


A 


6554 




257 


MGPIHKISHYVYANISKSEK.VL 
KSEHFRSQAFQPGQQSETVSEK. 
KKKTRKKRKKRKKKRK.KKKK 
KKKKKKK.KKKKKKKKKKKKK 
SE*DRLGKK.EEDEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEEI 


6505 


36873 


A 


6555 


5 


156 


RKKGGG/EREEEGEGEEEEEEE 
EEEEEEEEEEEEEEEEEEEEVVL 
LTPGTGAEDFKK.H 


6506 


36874 


A 


6556 




279 




6507 


36875 


A 


6557 


3 


120 


TEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEGEEEE\EEEEE 


6508 


36876 


A 


6558 


3 


123 




6509 


36877 


A 


6559 


239 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEK1FLGHRVGI 


6510 


36878 


A 


6560 


1 


588 




6511 


36879 


A 


6561 


1 


204 




6512 


36880 


A 


6562 


75 


234 




6513 


36881 


B 


6563 


100 


2510 




6514 


36882 


A 


6564 


47 


4976 




6515 


36883 


A 


6565 


3 


4755 


SCRCRRRRRGPAPAMAQILPVR 

FQEHFQLQNLGINPANIGFSTLT 

MESDKFICIREKVGEQAQVTIID 

MSDPMAPIRRPISAESAUVTNPAS 

KVIALKAGKTLQIFN1EMKSKM 

KAHTMAEEVIFWKWVSVNTV 

ALVTETAVYHWSMEGDSQPM 

KMFDRHTSLVGCQVIHYRTDE 

YQKWLLLVG1SAQQNRVVGA 

MQLYSVDRKVSQPIEGHAAAF 

AEFKMEGNAKPATLFCFAVRN 

PTGGKLHI1EVGQPAAGNQ 


6516 


36884 


B 


6566 


47 


482 




6517 


36885 


A 


6567 


1 


555 


MNARPHKVD/GRVVEPKRAV* 
EDSQRP\A FVAGIKEDTEEHHLR 
D YFQQ YG KM E V I EIMTDRG SG 
K.KRGFAFVTFDNHDSVDKTVV 
QKYHTANDHNCEGRKALSKQE 
MASASSSQRGHSSSGNFRGGHG 
GGFGGNDIFGYGENFSGHGGFS 
GSCGGGGYGSSGGGYNEFGND 
GSNTGGGGSYNDFGN 


6518 


36886 


A 


6568 


1 


645 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6519 


36887 


A 


6569 


2 


944 


GRGLRKLF1GGLSF*FIDESLKS 
QVGEWGTLTDCVVMRDPNTK 
RSRGFGFVTYATYVEEVDAAMN 
ARPHKVDGRVVEPKRAVSRED 
SQRPGAHI/TLVKKIFVGGIKED 
TEEHHLRDYFEQYGKIEVIEIMT 
DRGSGKKRGFAVFVTFDDHDSV 
DKIVIQKYHTVNGHNCEVRKA 
LSKQEMASASSSQRGRSGSGNF 
GGGRGGGFGGNDNFGRGGNFS 
GRGGFGGSRGGGGYGGSGDGY 
NGFGNDGSNFGGGGSYNDFGN 
YNTNQASNFGPMKGGNFGGRSS 
GPYG\GGGQYF\AKPR\NQGGY 
GGSSSSSSYGSGRRF 


6520 


36888 


A 


6570 




1512 




6521 


36889 


A 


6571 


2864 


3677 


RCQLDHLPCHLCCCCHR/C1PSL 

RDPQQ APGSTRLSRA PH 1 ESR V 

GRKPPEEPANPTIVTNSLTLRDKQ 

/HDASTC/DWKRAL*VPESGLPR 

ALLKYIRCPNMSSAQKPRELSK 

RRN*K* PCVKRTPFRPT* E/DLP 

YSGKKTGVKGLICPVPGTAVK 

APQRPPGPQQPHPAPQSASETA 

WFPVADRRVFSENPGWTAAKT 

LGTLSSPCQAGAGVGRQDGDP 

GQELTSQEKPWVGRK1PEHAV 

ADKGYRQQCGAGEARGGPVF 

WAAAPRTSWQQASYT 


6522 


36890 


A 


6572 


1 


666 




6523 


36891 


A 


6573 


2926 


3304 


EYSLGHRHYNWKC*ALGQKDQ 
VTFATKFAPTSHRTRKQPELWR 
/QDPG S Y G E K.QP A WC S V PPG RF 
SGGLVGLGFLDGGIVVQPLRRP 
CCQDCVCGFPTLRSSTKTSTEL 
G PSFLPCERQGKETIS VT 


6524 


36892 


A 


6574 


1 


665 





756 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6525 


36893 


A 


6575 




1121 


SSTFPRMPWRLVTSWTAYIPEL 

EGSTSDPDSPAVAQKGEKPVKL 

GNSLWGSHTEPVPRPGTGPRPL 

SFVHRLPTMDPHKVNALRAFV 

KMCKQDLSVLHTKEMHFLRE 

WVESMGGKLSPATQKVKSEEN 

TKEEKPDSKKVEEDLKADEPSS 

EESNLLIDNEDVIEPDPDAPQEM 

GDENAEITEEMMDQANHKKVA 

AIEALNDGELQKAIDLFTDAIKL 

NPQLAILYAKRASVFIKLQKPN 

AAIRDCDRAVEIY\SAQPYKWR/ 

GKYEQKREEREIKER1ERVKKA 

REEQERAQREEEARGQSVAQY 

GSFPDGLPGGMLEMRGGMPGK 

PGITGLNE1FSDPEVLAAVQDPK 

VMV/AFFQDVAQNPANMSQYQ 

GNPKVM 


6526 


36894 


A 


6576 


3 


1351 


PEAGGERERERAQREEDSTRQS 

RAQYGSFTGGFPGGMPGNFPG 

GMPGMGGPSARSRRAQRLSLE 

PDRSPPSYAHHLPTMDPRRVNE 

LRAFEKMCKQDPSVLHTEEMR 

FLARECVESMCGKVPPATHKAM 

SEENTTEEKPDSEKAEEDLQA D\ 

EPSSEESDLRKL1KEGVIEPDTD 

APQEMG DEN AE1PEE\MM DQA 

NDKKVAA1EALNDGELQKAIDL 

FTDAIKLNPRLAILYAKRASVF 

VKLQKPNVAA1RDCDRAIEINPD 

SAQPYKWRGKA HRLLG H WEE 

AAHDLALACKLDYDEDASAML 

KEVQPRAQKIAEHRRKYERKR 

EEREIKERI ERVKKAREEHERA 

QREEEARRQSGAQYGSFPGGFP 

GGMPGNFPGGMPGMGGGMPG 

MAGMPGLNEILSDPEVLAAMQ 

DPEVMVAFQDVAQNPANMSK 

YQSNPKVMNLISKLSAKFGGQ 


6527 


36895 


A 


6577 


2 


433 


GPPLNLSSPRGG1LKTYGCELCG 
KRFLDSLRLRMHLLAHSAGAK 
AFVCDQCGAQFSKEDALETHR 
QTHTGTDMAVFCLLCGKRFQA 
QSVALQQHMEVHAGVRSYICSE 
CNRTFPSHTALKRHLRSHTGDH 
PYECEFCGSCFRDE 


6528 


36896 


A 


6578 


1 


687 




6529 


36897 


A 


6579 


2 


449 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6530 


36898 


A 


6580 


852 


1084 


TDAGCYYAARQCGTAVPSRDV 
HIRHQGTPVPQF*TAPLRARS/E 
VSPARRRARMLSSSASFASANIT 
TSSAWSDTLQP 


6531 


36899 


A 


6581 


1 


681 




6532 


36900 


A 


6582 


1 


483 




6533 


36901 


A 


6583 


1 


273 


TRGPWCDSVLRGCSLEQRSFIS 
VRLLSYLSACRHPMEDSMDMD 
MSPLRPQNYLFG\SLGAGAKDE 
LHIVEAEAMNYEGSPIKVTLAT 
LKMS 


6534 


36902 


A 


6584 


1 


678 




6535 


36903 


A 


6585 


3 


634 




6536 


36904 


A 


6586 


4 


479 


CSAKTA1RGVSECLIHHHGIPHS 

TASDQGTHFTAKEVWQWAYA 

HGIHWSYHVLHHPEEA/GKER 

WNGLLKSQLQCQLGDNTLQG* 

GKVLQQAVYVLN*HPIYGTVSP 

IARIH/GSRNQG/VETELTPLT1TP 

SDPLAKFLLPVPPTLHSAGLEIL 

VPEGEIR 


6537 


36905 


A 


6587 


1 


1539 


MVGKAKWKPLELPLPRKMVSQ 

KQYRILGGTAEISVTIKDLKDA 

RVVIPSTSPFYSP1WPVQKIDGS 

WRMTEDYRKLNQVVTPTAAA 

VPDVVSLLEQINTSPGTRYAAID 

LTNAFFS1PFHKAHQKLFAFSW 

QGQQYTFTVLPWGDINSPALCH 

NLI RRDPDCFSLPQD1TL VH HID 

D1MLTGSREQEVADTRDFLVKD 

KLLHLAPPTTKKQAQHLVGLF 

G F WRQH I PLLG VLLQPI YRVTQ 

KVASFEWSQEQKTALQQVQAA 

VQAVLPLGPYNPADPMVLEVS 

VADRDAVCSLWQAPIGESQWR 

PLGFWSKALPSSADNYSPFERQ 

LL A/CHK VGHAQQHSISKWK* Y 

IHDRAQADYHPWT\QACLIHCQ 

GIPHSIASDKDAHFTTKEVWQW 

THAHEIHWCYHVLHHPEAAGL 

TERWNRLLKSQLQRQLGDNTL 

QGSGKVLQKAMYALNQHPIYG 

TISPIARIHGSSNQGVEVAPLTIT 

PSDPLAKFLLCVPTTLRSAGLD 

VLVPEGGMTQQQFH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6538 


36906 


A 


6588 


1 


566 


MGRNQSRKAENSKNWSASSPP 

KDHSSLPAMEQSWMENDFDEF 

TEVGFRRSVITNFSELKEHVLTY 

CKEAICNVEK.RIYRSRNQGMEV 

KVAPLTITPSDPLANFFASVPAT 

LHSAGLEVLVPEGGTLPLGDTT 

MIPLNWKLRLRTGYFGLLLRLS 

QQAKKGAMVLA/GVVDPDYQ 

NEISLLLHN*GKTHDH 


6539 


36907 


A 


6589 


221 


357 




6540 


36908 


C 


6590 


228 


342 




6541 


36909 


A 


6591 


745 


849 




6542 


36910 


A 


6592 


1 


240 




6543 


36911 


A 


6593 


2 


495 


FVRLVGRGDCDPLLSVCLTTMP 
LYEGLGSGGVEKTAVVIDLGEA 
FTKCGF AG ETGPRCI I PSG I K.RA 
GMPKPVRVVQYNINTEELYSYL 
KEFIHILYFRHLALVNPRDRRVW 
I1ES\VLCPS\HFREDTHSCFFFKY 
FE\VPSVLLA\PS\HLMALLTLGI 
NSWHGPRL 


6544 


36912 


A 


6594 




579 




6515 


36913 


A 


6595 




621 




6546 


36914 


A 


6596 




351 




6547 


36915 


A 


6597 




447 




6548 


36916 


A 


6598 


1 14 


880 




6549 


36917 


A 


6599 




2625 




6550 


36918 


A 


6600 




1674 




6551 


36919 


A 


6601 


1035 


2235 


QTHSQYHTEWAKTGSIPFENW 

HKTG1PSLTTPIQHSVGSSGQGN 

QAGEGNKGYSIRKRGSQIVPVC 

RRHD/VYI*KTPLSQPEISLS**A 

TSAKS/LG Y K.I N VQKSQAFL YT 

NNRQTESQIMSELPFT1ASKR1K 

YLGIQLTRDVKDLFKENYKPLL 

KEIKEDTNKWKNIPCSWVGRIN 

1VKMAILPKVIYRFNAIPIKLPM 

PFFTELEKTTLKFIWNQKRARIT 

KS1LSQKNKAGG1TLPDFKLYY 

KAT VTKTA W Y W YQNRD 1 DQ W 

NRTEPSEITPHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKMNSRW1 

KDLNVRPKTIKTLEENLGITIQD 

IGMGKDFMSKTPKAMATKAKI 

DKWDLIKLKSFCTAKETTIRVN 

RQPTK 
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SEQID 

NO: 


SEO ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6552 


36920 


A 


6602 


369 


1917 


AGEGNKGYSIRKRGSQIVPVCR 

RHD/VYI*KTPLSQPKISLS**AT 

SAKS/LGYK.1NVQKSQTFLYTN 

NRQTESQIMSELPFTIASK.KIKY 

LGIQHTRDVKDLFKENYKPLLK 

EIKEDTNKWKNIPCSWVGRINI 

VKMAILPKVIYRFNAIPIKLPMT 

FFTELEK.TTSK.FI WNQKRARITK 

SILSQKNKAGGITLPDFKLYYK 

ATVTKTAWYLYQNRDIDQWN 

RTEPSEMTPHTYNYLIFDKPEK 

N KQWG KDSLFNKWC WEN WLA 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVRPKT1KTLEENLGITIQDI 

GMGKDFMSKTPKAMATKDKID 

K WDLI KLK SFCTA KETTIRVNR 

QPKKWEKIFATYSSDKGLISRIY 

NELKQ1YKKKTNNPIKKWAKD 

MNRHFSKEDIYAAKKHMKKCS 

SSLAIREMQIKTTMRYHLTPVR 

MAIIQKSGNNRCWRGCGEIGTL 

LHCWWDCKLVQHILTHRWEL 

NNE1TWTQEGEYHTLGTVVGW 

GEGGGIALGDIPNAR 


6553 


36921 


A 


6603 


1 


2781 





760 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


6554 


36922 


A 


6604 


1320 


2403 


LQTILQVYSNQNSMVLVPKQR 

YRSMEQNRALRNNATYLQLSD 

L*QT*EKQAMGKGFPI**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RLKR*T*NSKKQSPSP 

PPKERSSSPATEQSWTENDFDE 

LREEGFRRSNYPELREDIQTKG 

KEE1QTTIREYYKHLYANKLEN 

LEEMDKFLNTYTLPRLNQEEVE 

SLNRP1TGSE1VAV1NSLPTK.KSP 

GPDGFTAEFHQRYKVELVPFLL 

KLFQSIEKEG1LPNSFYEASIILIP 

KPG RDT1 KKENFRPI SLTNIDAKT 

LNKILANRIQQHIKKLIHYDQV 

GFIPGMQDWFNIRKSINV1QHIN 

RTKVKNHMIIS1DAEKAFDKIQ 

QRFMLKTLNKLAQNLLKLISNF 

SKVSGYK1NVQKSQAFLYTNNR 

QTESQIMSELPFTIASKR1KYLG1 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKN1PCSWVGRLNIVK 

MAI LPKVI YRFNAIPIKLPMTFF 

TELEKTTVKF1WNQKRACITKSI 

LSQKNKAGGITLPDFKLYYKST 

VTKTAWYWYQNRD1DQWMRT 

EPSEIMPHIYNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKIN SRW1KDL 

NVRPKTIKTLEENLG1TIQDIGV 

DKDFMTKTPKAMATKPKIDKW 

DL1KLKSFCTAKETTIRAFDELD 

DVHPHEEIEACRVWQNYGTHP 


6555 


36923 


A 


6605 


2202 


2515 


KSLQCEHSSHIQDLPLACLGLR 
KHYMVAQYL*HSHS/ASGGGSR 
YDVLK1SVSCSST1DI*LAFVSLG 
*DKRTS**TNLAESSPNFFHWV 
W I FLASKKFCS VP A R 


6556 


36924 


A 


6606 


1934 


2077 


AI PFR1QA WARTSCPKHKKQWQ 
QKPKLTNG I * FN* RAS AQQKKL 
PSE 


6557 


36925 


B 


6607 


1 


2325 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6558 


36926 


A 


6608 


1524 


2877 


IRKRGSQIVPVCRRHD/VFV*KT 

PSSQPKISLS**ATSAKS/LGYKI 

NVQKSQAFLYTNNRQTESQ1MS 

ELPFT1ASKRIKYLG1QLTRDVK 

DLFKENYKPLLKEIKEDTNKW 

KNIPCSWVGRINIVKMAILPKVI 

YRFNAIPIKLPMTFFTELEKTTL 

KFIWNQKRARIAKSILSQKNRA 

GGITLPDFKLYYKATVTKTAW 

YWYQNRD1DQCNRTEPSEIMPH 

IYNYLIFDKPERNKQWGKDSLF 

NKWCWENWLA1CRKLKLDPFL 

TPYTKINSRWI KDLNVRPKTIKT 

LEENLGITIQDIGVGKDFMSKTP 

KAMATKDKIDKWDLIKLKSFC 

TA K.ETT1RVNRQPTTWEK.1 F AT 

YSSDKGLISRIYNELKQIYKKKT 

NNPIKKWAKDMNRHFSKED1Y 

AAKKHMKKCSSSLAIRERQIKT 

TMRYHLTPVRMAIIKKSGNNR 

DMDE1GNHHSQ 


6559 


36927 


A 


6609 


: 


2226 




6560 


36928 


A 


6610 




674 


MGKKQNRKTGNSKTQSASPPP 
K.ERSSSPATEQSWM ENDFDELR 
EEGFRRSNYSELREDIQTKGKE 
VQNFEKNLEEC1TRITNTEKCLK 
ELMELKTKARELREECRSLRSR 
CDQLEERVSAMEDEMNEMKRE 
GKFREKR1KRNEQSLQEIWDYV 
KRPNLR L1GVPESDV ENGTKLE 
NTLQD1IQEN/CPQSSKAGQRSD 
SGNTENATKILLEKSNSKTHNC 
QIHQS 


6561 


36929 


B 


6611 




5175 




6562 


36930 


A 


6612 


1666 


2032 


LQTILQGYSNQNSMVLVPKQR 
YRSMEQNRALRNNATYLQLSD 
L*QT*EKQAMGKGFPI**MVLG 
KLASHM*KAETGSLPYTLYKN 
QFKMD*RLKH*T*NHKNPRRKP 
RHYHSGHRHGQGLHV 


6563 


36931 


A 


6613 


1596 


2169 


AGEGNKGYSIRKRGSQIVPVCR 
*HD/VYI*KTPLSQPKISLS**ATS 
AKS/LGYKINVQKSQAFLYTNN 
RQTESQ1MSELPFTIASKRIKYL 
GIQLTRDVKDLFKENYKPLLKE 
1KEDTNKWKN1PCSWVGR1NIM 
KMAILPKVIYRFNAIP1KLPMTF 
FTELEKTKVHMEPKKCPHHQG 
NPKPKEQSWRHHTT 



762 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6564 


36932 


A 


6614 


1667 


3103 


AGEGNKGYSIRKRGSQIVPVCR 

*HD/VYI*KTPLSQPKISLS**ATS 

AKS/LGYKINVQKSQAFLYTNN 

RQTERQ1MSELPFT1ASKRIKYL 

GIQLTRDVKDLFKENYKPLLQE 

IKEDTSKWKNVPCSWVGRINIV 

KMAILPKVIYRFNAIPIKLPMPF 

FTELEKTILKFIWDQKRARJAKS 

ILRQKNKAGGITLPDFKLYYKA 

TVTKTAWYWYQNRD1DQCNR 

TE PS E ITPH 1 Y N YLIFDKPE KN K 

QWGKDSLFNKWCWENWLAIC 

RKLKLDPFLTPYTKINSRW1KD 

LNIRPKTIKTLEENLGITIQDIGM 

GKDFMSKTPKAMATNAKIDK 

WDLIKLKSFRTAKETTIRVNRQ 

PTKWQK1FATYSSDKGLMSRJY 

NELKQIYKKKTNNP1KKWAED 

MNRHFSKED1YAAKKHMKKCS 

SSLAIREMQIKTTMRYHLTPVR 

MAIIKKSGNNRLTLLNNHNNPQ 

PLISIKEPREKEELNLQV 


6565 


36933 


A 


6615 


3134 


3288 




6566 


36934 


A 


6616 


1 


2630 




6567 


36935 


B 


6617 


877 


7936 




6568 


36936 


A 


6618 




1589 




6569 


36937 


A 


6619 


1 


240 




6570 


36938 


A 


6620 


200 


486 




6571 


36939 


A 


6621 




558 




6572 


36940 


A 


6622 


1 


3885 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6573 


36941 


A 


6623 


1 


2302 


KLPVTNRAAHGLCASLGPDFM 
TFKVPSSWRHSDSICREWFTLA 
GAPSRDVLLVSAUTVSLSVTVV 
LCGLCHWCQRKLGKRYKNSLE 
TVGTPDSGRGRS EK KAI K V S R P 
C PPP A K.ASATH PTC KSPRSQEK 
VESPGDLDRDFWNNNESTVQQ 
KWSSYPPK.EFILNISPYAPYGDP 
RLSLNGTLLSGAKVAAAAGLA 
VEREGRLGEKPAPVPPPGEDAL 
RSGGAAPSEPGSGGKAGRGRW 
RTVQSHLAAGKLNLSNFEDSTL 
STATTLESIPSSTGEPKCQRPRT 
LMRQQSLQQPLSQHQRGRQPS 
QPTTSQSLGQLQAHMASAPGP 
NPRAYGRGQARQGTSAGSKYR 
AAGGRSRSNPGSWDHVVGQIR 
N RGLDMKSFLTTSSRAAK WNF 
TNSETVPALDLDSAVVL1PWISS 
KEDTGDSHYGRVAIYHKGLSFS 
SDGLVYPGAKGREGRMVVLSL 
VLGLSEQDDFANIPDLQNPGTQ 
QNQNAQGDKRLPAGGKAVNT 
APVPGQTPHDESDRRTEPRSSV 
SDLVNSLTSEMLMEDWPPAVF 
SSGWAIATAHPASLHSPLIGYSF 
LAARGGLLLFEADFCWCKRSG 
STFPDCDGVANLAATEMALSQ 
LRFSKETAMRESLVMLSPGSEE 
DEAHEGCSRENLGRIQFSVGYN 
FQESTLTLKIMKAQELPAKDFS 
GTSDPFVKIYLLPDKKHKLK.TK 


6574 


36942 


A 


6624 


1 


576 




6575 


36943 


A 


6625 


1 


155 




6576 


36944 


A 


6626 


4746 


5258 


DAGAQPSLPRYLIYHQPSRFFRI 
TSTVTPFSKPISSLLWLWGLHG 
D1LL/RLLQS*RC*CRSHPEYHSG 
PPGRWQGPSPAPQKCSRTTSRS 
RSSR*HPPPPRPGGSAPSSPASYS 
WTPPRT V PG S W ARR WRRH L S R 
PSWATQPSWTATLWSQPLWRL 
KWEDCLSPGRSRLQ 


6577 


36945 


A 


6627 


1 


588 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


6578 


36946 


A 


6628 


444 


1056 


G PLLREPHQLCH FPVAG FVLDA 

GLPEAAAAPHDRGPELAGPQA 

AGQHPAQVAHQPRAAAQQRQ 

G RRA REE AG AQAQEEPRGPQE 

RRRRLAEGLRRQCGHPAGRDG 

RGGYRRAAQGPARGGRTPEWQ 

QSGGARRTPSVGHPRRARAD\W 

CLTGANDALSCSSPTCGKFLKT 

VSKVPVCRRGLAVNRKEAEGR 

SSESPTSSATFQSPALSWMLVS 

QRLLLPHMIGAQSSPGPKRPGN 

TLRKWLTSPVRRLSSGKADGH 

VKKLAHKHKKSREVRKSADAG 

SQKDSDDSAATPQDETVEEDTV 

AQPRGRREGAGRQSGSRAAGP 

GGRRASAIRGGHARTDVGKRN 

GTRTRKELMPLHGKRKDAAEH 

DEPTSASRPAGERPELTLAAVQ 

TEYNCSFPS 


6579 


36947 


A 


6629 


128 


1103 




6580 


36948 


A 


6630 


1 


602 




6581 


36949 


A 


6631 




1618 




6582 


36950 


A 


6632 


1 


602 




6583 


36951 


A 


6633 




1618 




6584 


36952 


A 


6634 


1 


912 




6585 


36953 


A 


6635 


195 


396 


VLPLHRQI * *LLH* SKKHNH YK 
G KQQDLR/CSSTVPRRPQGILPI I 
SFSNVPVGSRRLKAPLVFIGPG 
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SEQ ID 

NO: 


SEQ 11) NO: 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSIM 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6586 


36954 


A 


6636 


2 


1813 


FNTPLSTLDRSSRQKVNKDIQD 

VISALHEAGLIDIYRTLHPKSTE 

YTFFSAPHHTYYKIDHIVGSKA 

LLSKCKRTEITTNCLSDDRAIKL 

ELRI KK.LTQN YTTT WKLNNLLL 

SDYWVNNEMKAEIKMFFETNE 

NKDTMYQNI.WDTFKAVCRGK 

FIAVNAYKRKQERSKIHTLTSQ 

LKEPEKQEQTHSK.ASRRQEITKI 

RAELK.EIDTQK.TLQKISVSRSW 

FSERINKIDRLIARLMKKKREK 

NQIDAIKNDKGDITIDPTEMQTT 

IRE Y YKN L Y AN KL ENLEEMDK 

FLDTYILPRLNQEEVELPNRPIT 

GSENEAIINSLP/TKKSPGPDEFT 

AKFYQRYKG\LARAIRQEKERE 

DTQLGKEEVKLLLFAEDMIVYL 

ENP1VSAQNLLKLINNFSKVSGY 

KINVQKSQAFLHTNNRQTESQI 

MSECPLTIASKR1KYLG1QLTRD 

VKDLFKENYKPLLNKIKEDTAN 

KWKN1PRSWLGRNNIVKMTILP 

KVI/YKKTTLNF1WNQERARIAK 

T1LSKKNKAGGITLPDFKLYYK 

ATVTK.TARY WTLTI KKG S V WPI 

SLKSEKRGHRTRPLWKLCHND 

VQG ELLKTIQFLFGSPLG HSSLD 


6587 


36955 


A 


6637 


1 


2988 


MPPHSEQPHSPSTRQKRKVPLF 

VRQCPSFVIQAPKAKMDTFDGR 

KKQFTRFLFLFSMDQLGQGRFS 

MQTLSFALAVYRKDSPLVACQ 

VQALGNLEPSSVEAHVSSHGIAI 

DRKGWHVSLFSIQPGDCFPKAL 

VEDSPRDRARRQQSSKEEGWC 

RDRRRLKFHSKKGAAAIVVKS 

KKYESPSFGVCFESLLNPPRLTS 

RREKTISSSKRCRQCHAEETTV 

VFWAKESQTGEQTGRGAGQRR 

MGM11CKACSMLPAE 


6588 


36956 


B 


6638 


362 


1463 




6589 


36957 


A 


6639 


1 


1061 




6590 


36958 


A 


6640 


1 


1581 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6591 


36959 


A 


6641 


46 


862 


AAFPAPRTLFFLSRPLRPTACAA 
FRPEFWRLNMKLPARVFFTLGS 
RLPCGLAPRRFFSYGTKILYQN 
TEALQSKFFSPLQKAMLPPNSF 
QGKVAF1TGGGTGLGKGMTTL 
LSSLGAQCVIASRKMDVLKAT 
AEQ1SSQTGNKVHAIQCNVKYP 
DMVQNTVSEL1KVQGHPSTVIT 
N*STERSSISFLLPT1YA*DWFRF 
CSTQVLLPKQVWrCPMSKSLAA 
EWGK1WNA1QC 


6592 


36960 


A 


6642 


1 


2902 


MVKGSLQQEELTILN1YAPNTE 

APRFIKQVLRDLQRDLDSHTL1 

MG DFNTPLSTLDRSTRQKINKD 

TQELNSALYQADLIDIYGTLHP 

KST\EYTFF\SAPHHTYSQNWTT 

IVGSKALLSEHKRTEI1T\NYLSD 

\HSA\1KLELRIKKLTQN\RSATW 

KLNNLLLNDYWVHNDMKAEI 

KMFFETK\ENK\DTTYQNLW\DT 

FKAVCRGKFIAKYNAHNRKQE\ 

RSKIDTLTSQLKELEKKEQTYL 

KASRRQEIT 


6593 


36961 


A 


6643 




5127 




6594 


36962 


B 


6644 




3570 




6595 


36963 


A 


6645 




3663 




6596 


36964 


B 


6646 


143 


3122 




6597 


36965 


A 


6647 




3235 




6598 


36966 


A 


6648 




3249 




6599 


36967 


A 


6649 




3297 





767 
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SEQ ID 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6600 


36968 


A 


6650 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRP1TGAEI 

GAIINSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEE1 

LPNSFYEASIIL1PKPGRDTTKKE 

NFRPISLMNIDAK1LNK1LANR1 

QQHIKKLIHHDQVGFFPGMQG 

WFN1RKSINVIQHINRAKDKNH 

MIISIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

11LNGQKLEAFPLKTGTRQGCPL 

SPLLFN1LLEVLARA1RQEKEIK 

G1QLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

K1NVQKSQAFLYTSNRQTESQI 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKN1PCSWVGRJNIVKMA1LPK 

V1YRFNA1P1KLPMTFFTELEKTT 

LKFIWNQKRAHITKSILSQKNK 

AGGlTLPDFKLYYrCATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLK.LD 

PFLTPYTKINSRWIK.DLNVRPKT 

IKTLEENLG1TIQDIGMGKDFMS 

RTPKAMATKAK1DKWDLIKLK 

SFCTAKETTI RVNRQPTT WEK I F 

ATvccrtvni icdivmci i/ riivi/ 1/ 
All bbJJKuLlSKJ I NbLK.^1 I Jvlx 

KTNNP1KKWEK.DMNRH FSKED 
IYAAKKHMKKCSSSLAIREMQI 
K 1 1 MRYHLTPVRM AI1KKSGNN 
















6602 


36970 


A 


6652 




3288 




6603 


36971 


A 


6653 




3168 




6604 


36972 


A 


6654 




3516 




6605 


36973 


A 


6655 




3693 





768 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


6606 


36974 


A 


6656 


1577 


3354 


TEPKTKTT*LSQ*MQKRPLTKF 

NNLSC*KLSIN/IVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

M1VYLENPIVSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNMR 

QTESQ1MSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVGRINIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELGKTALKFIWNQKRARITKS1 

LSQKNKAGGITLPDFQLYCKAT 

VTKTAWFPSGDVGLEADFSPSH 

TLKTQFFSCLAEFAAASCFFQR 

MNGFGMAMTTTYSTGAAESPL 

PSCSIDQGDDTKLHRARSPGRT 

FPAAAGIPAAAAPDGPPLSLLH 

KLWFPVELGGRALPRAEESHGE 

VAALGVMVVAQGGKNQGEEA 

RSTPWLRPTSHLPPCSSSSAWW 

TEQTDAHPLLFLLCLGIYLLNA 

LSNLSMVALVRSDGALRSPMY 

YFLGHLSLVDVCFTTVTVPRLL 

AGLLHPGQAISFQACFAEMYFF 

VALGITESYLPAAMSYDRATAA 

CRPLRYGALVTPWALRLAARY 

DRLAS V V Y A VITPTLN PFIN S LR 

NKEVKGALKJIGLRWRAAPQE 


6607 


36975 


A 


6657 


1 


3514 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQD1IQENFPNLARQAN1QIQEI 

QRTPQR Y SLRRATPRH 1 1 VRf TK 

VEMKEKM LRA AREKDRSTRQK 

VNKDTQELNSALHQADLIDIYR 

TLHPKSTEYTFFSAPHHTYSKT 

DH1VGSKALLSKCK.RTE1ITNYL 

SDHSAIKLELRIKNLTKSRSTTW 

KLNNLLLNDYW 


6608 


36976 


A 


6658 


3 


3316 




6609 


36977 


A 


6659 




4794 




6610 


36978 












661 1 


36979 


B 


6661 




3384 




6612 


36980 


A 


6662 




3429 




6613 


36981 


A 


6663 




3780 




6614 


36982 


A 


6664 




3894 





769 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location ot'last 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6615 


36983 


A 


6665 




3335 


MVKGSIQQEELT1LN1YAPNTG 

APRF1KQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1DIYRTLH 

PKSTEYTFFSAPHHTYSK1DHIV 

GSKALLSKCKRTEIITNYLSDHS 

A1KLELRIKNLTQSRSTTWKLN 

N IX LND Y WVlfN EM KAE I fCMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNVYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITK1RAELKEIETQ 


6616 


36984 


B 


6666 




3145 




6617 


36985 


A 


6667 




4398 




6618 


36986 


A 


6668 


523 


3852 




6619 


36987 


A 


6669 




3934 


MGKKQNRKTGNSKTQSASPPP 
KERSSSPATEQSWMENDFDELR 
EEG FRRSN YSEL WEDIQTKGKE 
VENFEKN LEECITRITNTEKCLK 
ELMELKTKA RELHEECRSLRSR 
CDQLEERVSAMEDEMNEMKRE 
GKFREKRIKRNEQSLQEIWDYV 
KRPNLRLIGVPESDVENGTKLE 
NTLQDIIQENFPNLARQANVQI 
QEIQRMPQRYSSRRATPRH1IVR 
FTKV EMKEKMLRA ARQKAPH 
HTYSKIDHIVGSKAL 


6620 


36988 


B 


6670 


1 


5215 




6621 


36989 


A 


6671 


1 


7171 




6622 


36990 


A 


6672 


3 


493 




6623 


36991 


A 


6673 


1 


729 




6624 


36992 


A 


6674 


3 


800 




6625 


36993 


A 


6675 


1 


327 




6626 


36994 


A 


6676 


2 


462 


KSS WLEEDDDPV VA RVN RRMQ 

H1TGLTVKTAELLQVANYGVG 

GQYEPHFDFSRRPFDSGLKTEG 

NRLATFUNYMSDVEAGGATAVF 

PDLGAAIWPKKGTAVFWYNLL 

RTGEGDYRYTRHAACPVLVGCK 

WYSN K W\FHES\GQEFLRPCG ST 

EVD 



770 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6627 


36995 


A 


6677 




717 


RHRLRNRLKDVGGEAFYPLLE 

DDQSNLPHSNSNNELSAAATLP 

LIIREKDTEYQLNRHLFDRLLKA 

YPYKKNQIWREARVD1PPLIRG 

LT W A ALLG V EG A IH A K YD A ID 

KDTP1PTDRT/QLKWDIPRCHSV 

R*TV1HAPEGHAKFRRVLKVAW 

V V SH PDL V Y WQG LDSLCAPFL 

YLNFNNEALVYACMSAF1PKYL 

YNFFLK.DNSHVIQEYLTVFSQM 

IAFHDPELSNHLNEIGFIPD 


6628 


36996 


A 


6678 


1 


508 




6629 


36997 


A 


6679 


1 


888 




6630 


36998 


A 


6680 


2 


584 




6631 


36999 


A 


6681 


2 


152 


QVAKGMDALLQHLEDCGYR/S 
SKK.KAQICRQQVTKWGDGSAL 
MGTSTTASL 


6632 


37000 


A 


6682 


733 


894 




6633 


37001 


B 


6683 


1 


1626 




6634 


37002 


A 


6684 


1 


1971 


MAQVWANDNPPGLAVNQAPV 

LIDVKPGAQPIRQKQYPVPREA 

LK.GIQPGTKDYQPVQDLRLVN 

QATVTLHPTVPNPYTLLGLLLA 

EDSWFTCLDLKDAFFSIRLAPES 

QKLFAFQWEDPQSDLGC1LLLY 

VDDLLLGHSTAVECAKGMDVL 

LQHLEDCRYKMSKKKAH1CRQ 

QVRYLGFTIRKGERS\WEREKM 

AVGVLTQTVGPWPRPVAYLSK 

QLD/EVSKGWPLCLRTLAATAL 

LAQEADKLTLGQNLNIKAPHA 

V VTLMTTEG H H WLTN ARLTK Y 

QSLPCENPHITIEVCNTLNPTTL 

LPVSESPGEHNCVEVLDSVYSS 

RPDLRDQPWASSVDWELYMD 

GSSFINSQGERCAGYAVVTLDA 

VI KAKL WLQGTSAQKAELIALT 

RAVELSEGQESLEELLGRYFYV 

SHLPAFAKAVAQLC1TCRQHNA 

RQSPTVSPH1QAYGAAPFEDLQ 

VDFTEMPKCGGNKYLLVLTCT 

YSGWVEAYPTRTEKPYKKGKN 

DPSCTKGQCNPLELVITNPLNP 

HWKKGERVTLGIDRARLDPRV 

N 1 LVRGGEV YERSPEPVFQTF Y 

DELNVPVPEIPGKTRNLFLQLA 

ECVAQPLNVTSCYVCGGTVTG 

YQWPWKARELVPVDPVPDEFL 

AQKNYPDNFWVLKPSITGQYCI 


6635 


37003 


A 


6685 


1 


1461 




6636 


37004 


A 


6686 


1 


1005 
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NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6637 


37005 


A 


6687 




174 




6638 


37006 


A 


6688 


519 


588 




6639 


37007 


A 


6689 


2 


4527 


GRAGLGWSSGGRGSRACSEGP 
AEARGREGDKGSAALSPPLPLT 
LGEEMAAERGARRLLSTPSFWL 
YCLLLLGRRAPGAAAARSGSAP 
QSPGASIRTFTPFYFLVEPVDTL 
SVRGSSVILNCSAYSEPSPKIEW 
KKDGTFLN L V SDDRRQLLPDGS 
LF1SNVVHSKHNKPDEGYYQCV 
ATVESLGTIISRTAK.LIVAGLPR 
FTSQPEPSSVYAGNTMAILNCEV 
NADLVPFVRWEQNRQPLLLDD 
RV1KLPSGMLVI 


6640 


37008 


A 


6690 


1 


879 




6641 


37009 


A 


6691 


407 


594 




6642 


37010 


A 


6692 




3621 




6643 


37011 


B 


6693 




609 




6644 


37012 


B 


6694 


1335 


1599 




6645 


37013 


A 


6695 




354 




6646 


37014 


A 


6696 


181 


683 


SRYFILLRK.PTFPAMALLPVLFL 

VTVLLPSLPAEGKDPAFTALLT 

TQLQVQRE1VNKHNELRKAVSP 

PASNMLKMEWSREVTTNAQR 

WANK/CTLQHSDPEDRKTSTRC 

GENLYMSSDPTSWSSAIQSWY 

DE1LDFVYGVGPKS/PQYCPAG 

NNMNRKNTPYQQGTPCPG 


6647 


37015 


A 


6697 


199 


969 




6648 


37016 


A 


6698 


1 


564 




6649 


37017 


A 


6699 


153 


427 




6650 


37018 


A 


6700 


1 


978 




6651 


37019 


A 


6701 


3 


419 




6652 


37020 


A 


6702 


9 


255 


VRAPAQGPDLAGGRRRCGSGA 
SCTPSPRGPASWSRSAAQVPRS 
SRWRAGSASS*N/GRQPAPPTSQ 
PPRAQPFAQPPGPWPLS 


6653 


37021 


B 


6703 


96 


283 




6654 


37022 


A 


6704 


172 


365 


PTYHLYPCH F WYQHRTRRIPRK 
SERLFPTPPPQLSWKGTWDY*I 
CLLCCNDSEGRDFLVLRVLK 


6655 


37023 


A 


6705 


3 


1171 




6656 


37024 


A 


6706 


2 


740 




6657 


37025 


A 


6707 


256 


461 




6658 


37026 


A 


6708 


1 


414 




6659 


37027 


A 


6709 


1330 


1386 


Y1DSILPK*NHDTLQSYCRYM\H 
SRQRA AS* PLSTGKLQQCLGLD 
LVLC 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6660 


37028 


A 


6710 


207 


1173 


GGDRDRMTANHESYLLMASTQ 
NDMEDWVKSIRRVM3DLSGGG 
IFGQKLEDTVRYEKRYGNRLAP 
MLVEQCVDFIRQRGLKEEGLFR 
LPGQANLVKAELQDAFDCGEKP 
SFDSNTDVHTVASLLKLYLREL 
PEPVIP Y A K. YEDFLSC A KLLS KE 
EEAGVKELAK.QVKSLPVVNYN 
LLKY1CRFLDEVQSYSGVNKMS 
VQM L ATVFGPN 1 LRPK VEDPLTI 
MEGTVVVQQLMSVM1SKHDCL 
FPK.DAELQSKPQDGVSNNNEIQ 
KKATMGQLQNKENNNTKDSPS 
RQCSWDKSESP/TEKQHEQWIP 
HSS1 RQQNQQPKEQWSQAI 


6661 


37029 


A 


6711 


173 


881 




6662 


37030 


A 


6712 


1605 


1844 




6663 


37031 


B 


6713 


123 


699 




6664 


37032 


A 


6714 




462 




6665 


37033 


A 


6715 




2607 




6666 


37034 


A 


6716 




918 




6667 


37035 


A 


6717 




549 




6668 


37036 


A 


6718 




687 




6669 


37037 


A 


6719 




258 




6670 


37038 


A 


6720 


90 


1621 


HGLDLRTMMRSRQVTC V A WV 

RCGVAKETPDKVELSKGGVKR 

L1AEAEEKLQEEGGGSDEEKTG 

SPLEEG\MQSARTQARP\REPLE\ 

DGDPEDYDRTLDDDELAEYDLD 

KYDEEGDPDAETLG\ESLLGLT 

V YG SN DQDPYVTLKDTEQYER 

EDFLIKPSDNLIVCGRAEQDQC 

NLEVHVYNQEEDSFYVHHDILL 

SA YPLSVE WLN FDPSPDDSTGN 

YIAVGNMTPVIEVWDLDIVDSL 

EPVFTLGSKLSKKKKKKGKKSS 

SAEGHTDAVLDLSWNKLIRNV 

LASASADNTVILWDMSLGKPA 

ASLAVHTDKVQTLQFHPFEAQT 

LISGSYDKSVALYDCRSPDESH 

RMWRFSGQ1ERVTWNHFSPCH 

FLASTDDGFVYNLDARSDKPIF 

TLNAHNDEISGLDLSSQIKGCL 

VTASADKYVKIWDILGDRPSLV 

HSRDMKMGVLFCSSCCPDLPFI 

YAFGGQKEGLRVWDISTVSSV 

NEAFGRRERLVLGSARNSSISGP 

FGSRSSDTPMES 


6671 


37039 


A 


6721 


1 


549 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6672 


37040 


A 


6722 


1 


1318 


AK.QQLNLRTHMADENKNEYA 

AQLQNFNGEQHKHFYVVIPQIY 

KQLQEMDERRTI1CLSECYRGFA 

DSERKV1PUSKCLEGMILAAKS 

VDERRDSQMVVDSFKSGFEPPG 

DFPFEDYSQH1YRTISDGTISAS 

KQESGKMDAKTTVGKAKGKL 

WLFGKKPKPQSPPLTPTSLFTSS 

TPNGSQFLTFSIEPVHYCMNEIK 

TGKPRI PSFRSLKRGWS VKMG/ 

AALEDFSHLPPEQRRKKLQQRI 

DELNRELQKESDQKDALNKMK 

DVYEKNPQMGDPGSLQPKLLAE 

TMNNIDRLRMEIHK.NEAWLSE 

VEGKTGGRGDRRHSSDrNHLVT 

QGRESPEGSYTDDANQEVRGPP 

QQHGHHNEFDDEFEDDDPLPAI 

GHCKAIYPFDGHNEGTLAMKE 

GEVLYIIEEDKGDGWTRARRQ 

NGEEGYVPTSYIDVTLEKNSKG 


6673 


37041 


A 


6723 


1 


741 




6674 


37042 


A 


6724 


1 


1063 


MPFY1SDI.S1CGDRILRALCPQD 

LPTYSLHSRGKMRASCSRKFLD 

WNSSRLVSCNMGAL1S1WGTTT 

PPLHATILDSQPTVHPPLAKDCL 

PCGLQASASDLRARALQRLCQ 

QLPWVGSQPHTRSPSPQRGGKT 

GLFAGLASSVSMRPASPPSPAA 

DSCSACRFFARRPPLRVTWVKP 

SSALALCVSISDSIPGNLKALPA 

ETRAQLHH A E ASLSQPPLQLRP 

FPKTSQAGDLQDLGPYVCVRK 

AVGKGDKQIRAVVK.EHSVRSQ 

ERIWHYPG1TTANMPGHLGQNT 

ESGRDK.LPMFGVWFPGCRFWG 

LWVWRLP*LKLAAPCRPSRSLR 

SSPISRRASTTRCLTVSGCPAAP 


6675 


37043 


A 


6725 


25 


573 




6676 


37044 


A 


6726 


1 


483 





774 
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PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
1 nee 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6677 


37045 


A 


6727 


1 


996 


MVGKAKWKPIELPLLRKIVNQ 

KQYHIPGGVAKJSATIKDLKDV 

G V VI PTTS PFNS PI WP VQKTDG S 

WRKW\LS*QGQQFT/FTVLPHG 

YINSLALCHNLIRRDLDHFSLPQ 

DITLVHYIDDIVLTGSSEQEVAN 

TLDLLTSLDWALVETECLTMG 

HQVTMQPELTIMNWALSDPSN 

YKVGCAQQHSIIKWKWYIRDQ 

ARAGTTCKWTAAALQPLSRTS 

LKDSGERKSSQWAELRAVHLI 

MHFAWKEKWPDVQLYTDSWA 

VANGSAGWSGTWKNHDWKIA 

TTVIAQWAHEQSSHGSRNGGY 

TWAQQHGLPLTKADVATATDE 

CPICQQQRPTLSP 


6678 


37046 


A 


6728 


2 


1380 


CLAGLFGFWSPCIPHLGVLLQSI 
Y LVTQKA A/SSEWGPEQEKALQ 
EVQAAVQAALILEPYDPAGPVV 
LEVSLADRDAVWSLWQAPIGE 
SQQRPLGFWSKALPSSA/DHKA 
CHAQQHSIIKWKWYIHDRARA 
GPEGTNSSARYAATM*KW\TAS 
ALQPLSRKSLK.DSSEGKSSQWA 
ELRAVHLAVHVAWKEKWPDV 
RLDTDSWAVANGLARWSGTW 
KEHDRKIGDK.EVWGRGTRIELS 
EWSKTVTIFVSH/VLLPRLPSIRG 
LTECL1HQHGIPHSIASDQGTHF 
TAKELQQWAHAHGIHWSYHVP 
HHPG\WGKVLQKAVYALNQRP 
IYEWKEESCLHTGVADALRGN 
WAEGHREHKALWLGLWSTWS 
QHPLRSLKTTRHHPGLGVLSED 
ICEAGGATEELSRASGFATGYG 
KRKEDTKKHKQIISVSDIIEQQH 
SLGLTEKTVKGTPTQGISMRPG 
LYHKATEFQE 


6679 


37047 


A 


6729 




2229 




6680 


37048 


A 


6730 




789 


RDLQPFTSVTVHCRKGNDQTF 

GGPLDAGSELTLIPGDPKHHCG 

PPVKVGAYGGQVINGVLA\HPL 

I WLVQKTDGS/WRMTVD YCKL 

NQVVI PIAAA VSDVVSLLEQINT 

SPGTWYAAIDLANAFFSIPVHK 

AQQKQFAFSWQGQQYTFTVLP 

QWYINSPALCHNLIRRDLDCFS 

LPLDITLVHYIDDIMLIGSSEQE 

V ANTLDLFVRHLR A RG WE INPT 

KIQGPSTSVKFLGFQWCGACQA 

IPSKMRDKLLHLVPPTTKKEAQ 



775 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6681 


37049 


A 


6731 




553 


MTVDYCKLNQVVIPIAAAVSD 

VVSLLEQINTSPGTWYAAIDLA 

NAFFSIPVHICAQQKQFAFSWQG 

QQYTFTVLPQWYFNSPALCrTNL 

1RRDLDCFSLPLDITLVHYIDDI 

MLIG\PRQLLACY/WALVETEHL 

TISHQVTMRPELPIMNWVLFDP 

SSHKVGCAQQHSIIKWKWYVH 

DWARAGPEGT 


6682 


37050 


A 


6732 




266 




6683 


37051 


A 


6733 


3 


582 




6684 


37052 


A 


6734 




403 




6685 


37053 


A 


6735 


1 


2712 




6686 


37054 


A 


6736 


875 


1506 


LSIYLVTQKAA/SSEWGPEQEK 
ALQEVQAAVQAALILEPYDPA 
GPVVLEVSLADRDAVWSLWQ 
AP1GESQQRPLGFWSKALPSSA7 
DHKACHAQQHS11KWKWY1HD 
RARAGPEGTNSSARYAATM*K 
WXTASALQPLSRKSLKDSSEGK 
SSQWAELRAVHLAVHVAWKJE 
KWPDVRLDTDSWAV/ANGLAR 
WSGTWKEHDRKIGDKEVWGR 
GTRI 


6687 


37055 


A 


6737 


1 


633 


MTVDYRKFMQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAAIDL 
ANAFFSIPVHEAHQKQFAF\LPQ 
GY1NFPALCHNLIRRELDFFLLL 
QD1TLVHY1DDILLIGSSEQEVV 
NTLDLLJHKRSKEAEHTAASRIR 
VSCLPEQKSHEQTLPWEQVPSS 
GDIKEYFPNAFVLLTTASLQGQ 
DNTSQLQLTWKAPEDIKMSKT 
DA DADEEIEALRG 


6688 


37056 


A 


6738 


2 


1103 


DLWPFTRVTLHRGKRNDQTFQ 

GLLDTGSELMLIPEDTKHHCGP 

PVKVEAYGGQVINGVLAQIQLT 

VGPVGSGTHPVVIYPVPECIIGI 

GILSSWQNPHIGSLTSRKTDGS 

WRMTVHYHKLNQMVTPIAAAI 

PDVVSLLEQVNTSPGSWYAAID 

LANAFFFIPVHKAHQKQFAFSW 

QGQQYTFTVLPQWYINSPALCH 

NLIRRDLDCFSLPLDITLVHYID 

DIMLIGSSEQEVANTLDLFVRH 

LRARGWE1NPTKIQGPSTSVKFL 

GFQWCGACQAIPSKMRDKLLH 

LVPPTTKKEAQCL\QLLACY/W 

ALVETEHLTISHQVTMRPELP1 

MNWVLFDPSSHKVGCAQQHS1I 

KWK.WYVHDWARAGPEGT 
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NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6689 


37057 


A 


6739 


1 


2058 




6690 


37058 


A 


6740 


2 


1173 


WEVRQYTFTVVPQGH1NSLVLC 

HDVVRRDLGHFFLPQDITLVHY 

1DDIML1GSTPP1TKKKLAQHLVG 

LFGFWRQLVPHLGVLLWPIYQ 

VTQQAASFEWGPEKEKALQQV 

QA A VQ A A LPLG PY DPADPM VL 

EVSVADRDAVWSLWQDPIGES 

QWRSLGFWSKALPSSADNYSPF 

ERQLLACYWVLVETERL\QWV 

TP A E EDFNNQ VDRMTHS V DTT 

QPLSPATHVITQWAHEQSGHG 

GRDGGYTRVQQHGLPLTKADL 

ATAGKVFQKAV*ALN*HSIYGT 

LSL1AR1HRSRNQGVEVEVAPLT 

ISPSDPPAKFLLPVPPTLRSAGLE 

FLVPEEGMLPSGDTTVPLNWKL 

RLPPGHFGLLFPLHQQANKGVT 

VLVGVTDLDYQDEISLLPHNG 


6691 


37059 


A 


6741 


823 


2487 


KELKLWKNRHKLLSYPTVGAA 

VTQLQNLTAMGVIGSHGARGQ 

V V A LNRQRQG DLQPFTRVTVH 

WGKG/NMQIFGGLLDTGSELTL 

1 PG DPKHHCGPPVK. VGAFGG\Q 

V1NGALARVQL1VGPVGPWAHP 

VV1SPVPECI1DIDILSSWQNPHIS 

SLTGRVRAIMVGKAKWKSLEL 

PLPRK1VNQKQYHIPGGIVE1SA 

T1KDLK.DAGEVIP1PTTFPLNSPI 

WPVRKTDGCWRMTVDYCELN 

QV VTPTA AT VPD V VSLLEQINT 

SPGTWYADIDLANAVFSIPVHK 

AHQKQFAFSWQGQQYTFTVLP 

QEY1NSLGLCHNL1QRDLDHFSL 

LQDITLVHYIEDIMLIGSTEQE1A 

NTLDLLFM AKEVWQWA H AHG 

IHWSYHVSHHPEAAGLIEWWK 

GLLKLQLQCQLGDNTLEGWGK 

VLQKTVYALNQHPIYGTVSPIA 

RIHRSRNKGVEVAPFT1TPSDPL 

PQFLLPV P ATLCS AGLE V LA PE 

GGTLPPGDRTTIPLNWKLRLPP 

EDFG LLPSLSQQAKKG VTVLAG 

VIHPDYQDEISLLLHNGCKEDL 


6692 


37060 


A 


6742 


3 


350 




6693 


37061 


A 


6743 


1 


3339 




6694 


37062 


A 


6744 


1 


2271 
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SEQID 

NO: 


SEQID NO: 

sequence 


Mel 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6695 


37063 


A 


6745 




1377 


AHLAADDFCTK*GWVSG\LPQG 

LDKLTLPGANLEMQPENLKED 

LVYLK.K.NHEELSMAIKRNESM 

AKGLQRALLQQQPEDDSKCFP 

RPQDLIRLYDIILQLTLEDREGK 

GLSFSFACVDKDVSVK.MDTVP 

GVNLSCILNEMRDQDKKLVEK 

SCKDAQGWFFSLKALLEGSLVE 

TEVCYRTQLAQLQGLIRSMEQQ 

LCELCCDAEHQDHEHQVLLDV 

KTQLEQEIATYSRLLEVEDAQL 

ATQYSLSLASQPTREDLEKAIL 

KF1WNQNRAQ1AKT1LSKKSKA 

RGIMLPSFK1YYKTTVTKTAWC 

WYKNRHIDQWNRIENPEIRPHT 

YNHVIFDKPDKRKQWGKDSLF 

NKWCWENWLAICSKLTLDPFL 

NPYTKVNSRW 1 K.DLN LQPKTIK 

ILKENLGNA1QDTGKGKDFMTK 

MPKAIATKAKIDKWDLIKLKSF 

CTALRNYQQSKPTTYRMGENF 


6696 


37064 


A 


6746 


1 


882 




6697 


37065 


A 


6747 


13 


1402 


STGSTHACDLLFSPSPVCLPPAA 

ATMTTSIR\QFTSSS\SIKGSSGL 

GGG\SSRTSCRLSGGLG\AGSCR 

LGSAGGLGSTLGG\SSYSSCYSF 

GSGGGYGSSFGGVDGLLA\GGE 

KA\TMQNL\ND\RLGSYLDKVPC 

PWKEANTELEVKARDLVTRGR 

APGPARDYSQYYRT1EELQNKI 

LTATVDNANILLQIDNARLAAD 

DFRTKFETEQALRLSVEADING 

LRRVLDELTLARADLEMQ1ENL 

KEELAYLKKNHEEEMNALRGQ 

VGGEINVEMDAAPGVDLSR1LN 

EMRDQYEKMAEKNRKDAEDW 

FFSKTEELNREVATNSELVQSG 

KSEISELRRTMQALEIELQSQLS 

MKASLEGNLAETENRYCVQLS 

QIQGLIGSVEEQLAQLRCEMEQ 

QNQEYKILLDVKTRLEQEIATY 

RRLLEGEDAHLTQYKKEPVTTR 

QVRTIVEEVQDGKVISSREQVH 


6698 


37066 


A 


6748 


2 


452 


FLLPSSFSCTHSLLSPTITIVPGP 

DFNLASHIIPDTTPDPHDC1SM1H 

LTFTPFPH1SFFPVPHPDHA*F1D 

G SSTRPNRHTPAKAG Y Al AQAT 

IPPLRTSHFLSIVEIYPQGNNFSV 

FHVLFYYSSGI1QAPSLPYTLRR 

DRRPGTSRA 


6699 


37067 


A 


6749 


1 


1791 
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SEQ ID NO: 




SEQ ID NO: 








NO? H> 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


6700 


37068 


A 


6750 


1 


219 




6701 


37069 


A 


6751 


2 


528 


TLTVESKSIKAYKLSLQFPHFTC 














PKTGHALQVSSGFVESPTVTIVP 














GLD1NLASHTIPDNTPEPHDC1S 














LIHLTFTPFPHVSFFPVPHPDHT 














WFIDGSSTRPNCHSPAKTGYA1 














VSSTL11DATALPPSTTSQQAEL1 














ALTRALTLAKGLPINIHTDSKY 














AFHILHHHAV1*AER 


6702 


37070 


B 


6752 


1 


1744 




6703 


37071 


A 


6753 


1 


1376 


MCKRMPGLQASQTVCPFYDKN 














YLDLKRKGTEIKRRERLK.CGTK 














IERRKRLRDSERLEKR1KRGCLP 














DLKLSTE1QINRLRGLYTLLRKE 














RRFGLQET1NYAEVTGIYVKELI 














EDREHLNSGKYIFN1FDIKVPRV 














VFG1IDPYMLWEKKEGTKEGIK 














EGMKRESQKRIKWERSFITFIAL 














NTADRTLMSSAGCYRKQVK1HI 














DALPPPNSQTLKKRGGASL1ISF 














RRQSGPSAAGLWEFARGPFQTL 














FAWLSPAEAAEQQRLLPASSAE 














SFIAEGDPPDAGQSSPPSSLHAA 














AATALMLLEALK1TNYAQLTLY 














SSPNFQNLFSSSHLTHILSADWL 














LQLYSLFVESPTITIVPGPDFNPA 














FHFIPDTTPDPHDC1 SLIHLTFTP 














FPHI SFFPVPH PDHTWFIDG SST 














RPNRHTPAKAGYA/DGRNTSYC 














VLSPVGNSPLVPNPGSARCTEG 














GLLYARA 


6704 


37072 


B 


6754 


400 


820 




6705 


37073 


B 


6755 




1 190 




6706 


37074 


A 


6756 




1002 




6707 


37075 


B 


6757 




3216 




6708 


37076 


A 


6758 




4020 




6709 


37077 


A 


6759 




1155 




6710 


37078 


A 


6760 


2 


346 


SSYLMHILSAPNLLQLYSLFVES 














PTITIVPGPDFNLASHIILDTTPD 














PHDYLSDPPD1HS/TFP/DISFFPV 














PHPGHTWFNDGSSTRPNRHSPA 














KAGHAIVFSTSIIEATALPPSTT 


6711 


37079 


A 


6761 


189 


1201 




6712 


37080 


A 


6762 


1 


231 




6713 


37081 


A 


6763 


1 


834 




6714 


37082 


A 


6764 


470 


479 


PRNPSSFLQVQVQHRFLQLFVP 














FHFVFFLASLYVMVTLTTWFR* 














DPCVSGMALNCSFLKIASSSGE 














YLRPTPSYLNQVVRVTMT 


6715 


37083 


A 


6765 


21 


706 




6716 


37084 


A 


6766 




158 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6717 


37085 


C 


6767 


78 


401 




6718 


37086 


A 


6768 


536 


694 




6719 


37087 


C 


6769 


1 


1410 




6720 


37088 


B 


6770 


1 


1836 




6721 


37089 


A 


6771 


306 


487 


VGFLGILF/CFEAIVNVSSLMIW 
LSVCLLSVYKNACDFCTLILYP 
ETLLKLLISSSSLYLW 


6722 


37090 


A 


6772 


714 


1096 


FFLPMSMECSS1CLYPL/CISLRS 
GL*FSLKRSFTSLVSWIPRYFILC 
KSQGMRWLGLGSEA*YSCLL1L 
IRKITQNSVEVLGRRKFLGGGM 
EREWVMFLRAASSGIRGSVGT 
NFKSESRHQISCASV 


6723 


37091 


C 


6773 


1 


2796 




6724 


37092 


A 


6774 


126 


490 


FFLPMSMECSSICLYPLLFPGAV 
VCSSP*RGPSHPL*VGFLGILF/C 
FEAIGNGSSLMIWLSVCLLLVY 
KNACDFCTLILYPETLLKLLISL 
RRFWAETMGFSRYIIMSSANRD 
NLTSSFPN 


6725 


37093 


A 


6775 


1 


550 




6726 


37094 


A 


6776 


578 


865 


mcprdygmlclcsh\cfk:ehly 

FCLHFVMYPVV1QEQVVQFPCS 
* A VLSEFLNPEF*FDCTVV* etv 
CYNF*SFTFAEKSFTSNSVVNFG 
IGVVWC 


6727 


37095 


A 


6777 


1 


2091 




6728 


37096 


C 


6778 


1 


1458 




6729 


37097 


B 


6779 


1 


504 




6730 


37098 


A 


6780 


70 


511 


NHASPG1RNLFLHPRGLRAIT1A 
VFCKQNTYIRLEPFKINVLEQIT 
KH1EKLQCGGVVKQLSRRGNN 
QH1SSTYDINRADTQVRRAVNN 
YD1I\A*ATVSMASRSIRCGSVGS 
LPSSNLPINSVSIRCRARQEGIM 
SSPGQQVGFIA 


6731 


37099 


A 


6781 


3 


306 




6732 


37100 


A 


6782 




3567 


MHIVVETALSASWQNKAKPPA 

RVLLQVVPNVWFLVAVVWEL 

YPSLDLMDRSIECSSSPATEQS 

WTENDYDKLREEGFRRSNYSE 

LQEDIQTKGKDVENFEKNLEEC 

ITRITNTQKCLKELMELKTKAR 

ELREECRSLRSRCDQLEERVSV 

MEDEMNEMKQEGKFREKRIKR 

NEQSLQEIWDYVKRPNLRL1GV 

PESDGENGTKLKNTLQDIIQENF 

PNLARQAKVQ1QEIQRMPQRYS 

LTRATPRH11VRFTKVE 


6733 


37101 


A 


6783 


386 


550 




6734 


37102 


A 


6784 


1 


594 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6735 


37103 


A 


6785 




1324 


MGKKQSRKTGNSKRQSASPPP 

fCERSSSPAMEQSWMENDFDEL 

REEGFRRTNYSELQEGIQTKGK 

EVKNFEKNLDECITRITNTEKCL 

K.ELMELKAKARELREECRSLRS 

RCDQLEERHHTTPI PKLTTYLE 

VKLSPANVKEQ VITNCLSDH SA 

IKLELRI KKPTQNPSTTWKLNN 

LLLNDYWVNKEMKSEIKMFFE 

TNENK.NTTYQNLWDAFKAVCR 

GKF1ALNAHKGKQERSK1DTLT 

SQLRELEKQEQTHSKVSRRQEI 

TKIRAEPKE1ETQKTLQKINESR 

SWFFER1NKIDRRLARLIKKKRE 

KNQRDA 1 K.NDEG DITTDPTEIQT 

TIREYYKHLYANK.LENLKEMD 

KFLNTYTLPRLNQEEAESLNRPI 

AGSEIVAIINSLPTK.K.SPGPDGFT 

AEFYQRYKEKLVFGAGYFGM 

WALAALPSNLLKLSQLCQEAA 

EVNVLVQFVCIC*SCLNSVRRQ 


6736 


37104 


C 


6786 


1 


1719 




6737 


37105 


B 


6787 


1 


1098 




6738 


37106 


C 


6788 


1 


1782 




6739 


37107 


A 


6789 


3095 


3217 


CRCLQMAM*WS*AIALSMKIS 
MSPRKPEV*1K.VLAGLCCL 


6740 


37108 


A 


6790 


1 


5364 




6741 


37109 


C 


6791 




2505 




6742 


371 10 


A 


6792 


37 


1214 


K.LLQDLPFSINSSAVEK1SMSTT 

GQVIRCKAAILWKPGAPFS1EEV 

EVAPPKAKEVR1KVVATGLCGT 

EMKVLGSKHLDLLYPTILGHEG 

AG1VES1GEGVSTVKPGDKVITL 

FLPQCG ECTSCLNSEGNFCIQFK 

QSKTQLMSDGTSRFTCKGKSIY 

HFGNTSTFCEYTV1KEISVAK1D 

A VAPLEKVCLISCGFSTG FGAAI 

NTAKVTPGSTCAVFGLG\GVGL 

SVVMGCKAAGAARD/IIGVDVQ 

QGRKF*GRAQELGATEC\LNP\Q 

ALKKPHFKEVLFDMTD AG I DFC 

FEAIGNLDVLAAALASCNESYG 

VCVVVGVLPASVQLK1SGQLFF 

SGRSLKGSVFGGWKSRQHIPKL 

VADYMAEKLNLDPL1THTLNL 

DK1NEAVELMKTGKW 


6743 


37111 


B 


6793 


1 


2280. 




6744 


37112 


A 


6794 


1498 


1764 


LVYLKVMGRMEPSWKTLCRJL 
SRRTSANLSKAGQCSDSGNTEN 
TTKILLKKSNSKTHNCQIHQS*N 
EGKNVKGSQRERSGYPQRGRPS 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location ot last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6745 


371 13 


A 


6795 


3 


640 




6746 


37114 


A 


6796 




996 




6747 


371 15 


A 


6797 




933 




6748 


37116 


A 


6798 


74 


1128 


LLLDL*VD*SPSRPLEMRFRV*P 

MKRCTTLKKNYLSFLVY1SRNL 

*NRVKAIM/VGKAEWKT1ELPL 

PRKTVNQKQYRIPGGIAEISTTI 

KELNNAGMVIPTTSPFNSPIWP 

VQK1DGSWRMTVDYCKLNQV 

VTPIAATVPYVVSSLEQIN/TSPG 

T/WNRKRFCNRSRLLHKLLCHL 

GHMTQQPCFLRCQWH1GMLF 

GPEICGCTSLSGQKL/WKIFVSH 

AASFEWSPEQEKALQQVQAVV 

QAALPLGPYDPADPVLLEMSV 

ADRDA VW1 L WQAPISESQ WRPP 

GFWSKALPSSADNYSPFERQLL 

ACYWTLVETERLTMGHQVTIPP 

ELP1MNWVFSDLSSPKMCHPQQ 


6749 


37117 


A 


6799 


1 


229 




6750 


37118 


A 


6800 


1 


1011 


MVSTPATLPSLPKPALMASWG 
VPYDQLTKEEKTRVWFTDGSA 
RYAGTTQKWTAVALQPLSRTS 
LKDSSEGKSSQWAELQAVYLV 
VHFAWKEKWPDVGLYTDSWA 
VANGLAGWSETWEKQDWK1G 
DKEIWGRGMWMDLSEWSKAV 
KIFVSHVSAHQRVTSAEEEFNN 
QVDRPL/PVFTQWAHEQSGHSG 
RDGGYSWAQQ-RGLPFTKADL 
AMATAECPICQQQRPTLSPLYS 
T1PQGDQPATWWQIDYIGPLPS 
WKGQKFVLTVIDTYSRYRFAY 
PAHN ASA K.TTIHGLIECLIHCYG 
IPHSIASDQSIHF/TTKEVQ*WAH 
AHGIHWSYHVSHHPEAAGL 


6751 


37119 


A 


6801 


2 


739 


HKMGHAQQHSIIKWK*YICDW 
ARAGPKGTTVAPMASWGVLYD 
QLTEEEKTRAWFTDGSARYAG 
TTQKWTAAALQPLSRTSLKGS 
GEGKSSQWAELQAVHLVVHFS 
WKDKWPDVRLYIDSWAVANG 
LAGWSGTWKKHDWKIGDKEI 
WGRGMWMDLSEWPKPVKIFG 
SHVSAHQWVISAEEDFNNQVD 
KMTCSVDITQPLSPATPVITQW 
AHKQSGHGGRDGGYTWAQQH 
GLPLTKTGLAMATAECPI 


6752 


37120 


A 


6802 


1 


354 




6753 


37121 


A 


6803 


3 


592 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6754 


37122 


A 


6804 


126 


365 


QLAEPPHWLPD*KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVWI 
FHLSGSDRWRRTYRCL 


6755 


37123 


A 


6805 


1 


636 


MEFNDSMHNTFDHIWRTKEYD 
EAGWLLLSSLDKAMKENDELR 
DSNSQIQKQILSLQSSKIILNLTE 
GTVVTQLQNLNSVGIIGSQGGR 
GQVAALSLQRQGASFEWSPEQ 
EKALQQVQTAVQAALPLGPYD 
PSDPMVFEVSVADGNAVWSLW 
QAPIGELQWR TLEFWSKALPSS 
ADNYSPFGRQLLACYWALVET 
EHLTVDMQVT/M*PELPIM 


6756 


37124 


A 


6806 


1 


672 




6757 


37125 


A 


6807 


308 


470 




6758 - 


37126 


A 


6808 


I 


1908 




6759 


37127 


A 


6809 


1 


1218 


MGIIGSRGGRGQVAALKRQRQ 
VTKKAASFEWGPEEEKALQQV 
QAAVQAALPLGPYDPADP1VLE 
VSVADRGAVWSLWQVPIGESQ 
QRPLGFWSKALPSSADNDSPFE 
RQLLACYCAI.VETERLDMGHQ 
VTMRPEVLIINCVLSDPSSH/Q\G 
WRLCMDSATWTSTYQ/A*PGY 
GHC*VPNLPAAETNTDPSIWHH 
S/YG*LASYLV1G*LHWTSS1ME 
GAEVCPHWNRHLLRJ*VCLSCT 
QCFCED/SHPW1HE/ASYLPSWH 
ST*HCL*SRHSPYS*RSVAVGSC 
SWNSLVLPCSPSS* SSWINRMV 
EWPFEVTITMPTR*QYSAGLGK 
SSSEGCVCSESASNIWYCFSRSQ 
DSWVQESRGGSGSGTIHHHF** 
PTSKIFASCFLDIMFCWT*GCS/S 
* WRN A ATRRHNNNFI 


6760 


37128 


A 


6810 


901 


1 142 


GPEDLQGLFILSFQDPLL/SHPV 
CLEALAPFPSPPVVPISSFPPHVA 
GEFWLYPSGAA/RASSDAQSWT 
VIAVSPLRGLNSWG 


6761 


37129 


B 


6811 


1 


1452 




6762 


37130 


A 


6812 


122 


1838 




6763 


37131 


A 


6813 


101 


249 


MTHVTALRTSSNLMRN*RKVG 
EAKSQQEH*S*QACHLKSRMSS 
SRLWIN 


6764 


37132 


A 


6814 


1 


1074 




6765 


37133 


A 


6815 


310 


397 


LT1 WQDSNPGSCL*GCSVCAH A 
/CVGGQHMVCF*PSYSLYLKSE 
PKEGTGRNKDPDLNSQNRKGF 
LEQIHFQ 


6166 


37134 


A 


6816 


1 


583 
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NO? 10 


SEQ ID NO: 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6767 


37135 


A 


6817 


1 


486 




6768 


37136 


A 


6818 


2 


1001 




6769 


37137 


A 


6819 


1 


2307 




6770 


37138 


A 


6820 


3 


393 




6771 


37139 


A 


6821 


1 


1776 




6772 


37140 


A 


6822 


1 


1140 




6773 


37141 


A 


6823 


1 


558 




6774 


37142 


A 


6824 


2 


798 


PRVR1FFSITWYSLRVLTEISLW 
GGLI L V VIITIQ YDMTRTRNKY L 
HTNSLVALANMSAQFR\SLHQY 
A A\QR1 1 RLFSLLSKKHNKVLEQ 
ATQSLRGSLSSNDVPLPDYAQD 
LN VIEEVIRMM LAEIINSCLATNS 
LHHNPNLGITPWLLQ\RRSLWN 
NFR\THPSFQGINGKILIWVIF/LS 
/SRLQGLAGKLGAELSVERVLE1 
IKQGVR\SLPKDRLKKFPELKFK 
YVEEEQPEEFFIPYVWSLVYNF 
SSRPVLG1PQD1PAVSPWVSD 


6775 


37143 


A 


6825 


3 


206 


PSASRPAWHAPALHPSPVPARG 
WQPPTGLHPLREQRGLGQHM* 
QSSGQQPQGGVGPGSHFPGAL 
WAQL 


6776 


37144 


A 


6826 


200 


601 


EMGSCDQWQRPCVPWEAVVM 
PRDP/LKMALAVVWPKMKAPR 
VTK.RTP* LTSTHQLAG LTSS1SE 
SLA*MRHSPGKTKMKQAARPP 
MTEITLPMSGMKS/VQQQGEQE 
PDQRLQHSPPPLPPHVLLHWHP 
LVAQPQA 


6777 


37145 


B 


6827 


25 


1407 




6778 


37146 


A 


6828 


1786 


1795 


H C * LN ALPSG ETWG QKRGLPG 
TQLPLPL/VPLRAPKGRSPKGSK 
GPTHHTWALSSFSLTPSQVTVG 
TEDQATSASGRPWLRIGTGPGG 
GRVWAGRDS\RGVPALTVLHV 
LSSLGRETP*RPCLRGPTAPAGP 
K.RAPGKWLPWSQAPPCGCCPR 
*LSHVL*DRNRCAW*KGGGRG 
L/LRAPTPVPELAPHPCGPAPTL 
SKPLSSPNMPAQGLTQE*PGSV 
ANLPPYGPALLCLGRREWDER 
GQVG*VPTESEME*RRTEPLKT 
PGDCSAAASKIPSFFSNRTPFPPL 
CPHKNKLKGT 


6779 


37147 


A 


6829 


1 


311 




6780 


37148 


A 


6830 


1 


402 




6781 


37149 


A 


6831 


1 


750 




6782 


37150 


C 


6832 


130 


450 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6783 


37151 


A 


6833 


1 


875 


MRLLRLKLKVEQHVELYQKYS 
NNSWRYLSNRLLAPSDSPEWLS 
FDVTGVVRQW/VWSRGGEIEGF 
RLSAXHCSCDSRDNTLQ V DING F 
TTGRRGDLATIHGMNRPFLLFM 
ATPLERAQHLQSSRHRRALDTK 
YCFS\STEKNCCVRQLYIDFRKD 
LGWK\WIHE\PKGYHANFCLGP 
CPYIWSLDTQYSKVLALYNQH 
NPGASAAPCCVPQALEPLPIVY 
YVGRK.PKVEQLSNMIVRSCKC 
NLGPAPPRPAPAGPAPPRPAPV 
ALPMGAVFKDTRAPSPPGAPLK 
MERGKKKKKK 


6784 


37152 


B 


6834 


162 


635 




6785 


37153 


A 


6835 


2 


1846 




6786 


37154 


A 


6836 


322 


2104 




6787 


37155 


A 


6837 


1 


352 




6788 


37156 


B 


6838 


92 


1774 




6789 


37157 


A 


6839 


260 


1016 




6790 


37158 


A 


6840 


479 


1937 


DVEHVGKMRRRWRRRVVVAD 

GNVVKPMSCAGDLQ/PFTRVTV 

HWGKGNDQTFQDLLDTGSELT 

L1PGDPKRHCGPPVK1GAYGGQI 

ING VL AQ VQ LTV DA V G P WTHP 

VVIFPVPECIIG1DMLSSRQNPHT 

GSLTGRVWTIMVRKAKWKPLE 

LPLPRKIVNQKQYHIPEG1VEIS 

AT1KDLKDAGVV1PTTSPFNSPI 

WPVQKTDGSWRMTVGYCKLN 

QVVTPIAAAVPDVVSLLEQINT 

PPGTW Y A A 1 DL ANDF 


6791 


37159 


B 


6841 


20 


26 




6792 


37160 


B 


6842 


2 


207 




6793 


37161 


B 


6843 


187 


405 




6794 


37162 


A 


6844 


451 


770 


LFLFLLSSHPRRSSASWYRHRH 
PHHPSAARLPVADSASSSSSPSS 
SSPSPSSSSSSSSPPSSSSFVYPHC 
QPPAPHFPH * H SR* QGRLFHFLP 
LPQLPSSPLSPWW 


6795 


37163 


A 


6845 


1 


417 




6796 


37164 


A 


6846 


191 


314 




6797 


37165 


A 


6847 


129 


212 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6798 


37166 


A 


6848 




192 


CALNAGL/IGENEAKXRRSKVT 
QEADFPGSMDGASNFVRGDAI 
AG1LIMVINIVGGLLVGVLQHG 
MSMGHAAESYALLTIGDGLVA 
Q1PALVISTAAGV1VTRVSTDQD 
VGEQMVNQLFSNPSVMLLSAA 
VLGLLGLVPGMPSLVFLLFTAG 
LLGLAWWIRGREQKAPAEPKP 
VKMAENNTVVEATWNDVQLE 
DSLGMATGLLT*PIFRAQWTGQ 
VTLFAAMPSPGSSSWSLTLSAG 
CWSACCNMA 


6799 


37167 


D 


6849 


65 


1129 




6800 


37168 


B 


6850 


46 


1038 




6801 


37169 


A 


6851 


2 


413 


PSFQGPVSLPS1TVVSIDSQASKP 

LKTPQLWCQLRQYSFKHSFLV 

VPTCPVPLLG*DTLTKLSASLTI 

PGLQPHLIATHLNPQVEDTSIPS 

LATYHAPLTISLKPNHPYPSQC 

QYPIPQHALKGLK.PV1THLLQH 


6802 


37170 


C 


6852 


35 


346 




6803 


37171 


C 


6853 


239 


484 




6804 


37172 


A 


6854 


I 


1020 




6805 


37173 


A 


6855 


3 


131 




6806 


37174 


A 


6856 


1 


956 


MAGALPPASLPPCSLISDCCASN 
ERSSMGIGPSEPCAGYNLLVCR 
LTKKKR1RSTNKVWDYVKRPN 
LRIIGVPEEEENSKSCENILGEIIE 
ENFPSLATDLDIQIQEAQRTPQK 
FITERSLPRYIVIRLSKVKTKERI 
LRAVRQKHQ1FLTQRLKTNTAQ 
SPQKLPGPSQTLLVTLTRE1TIVP 
GLDFNPASHI1ADTTPDPHDC1S 
LIHLTFIQFPHISFFPVPHPDHTW 
FING SSTRPNRH SPAKAG Y A I V S 
STS1IEATTLPSSTTSQQAEFIAL 
TQAI.ILAKGLCIN1YADSKY/AF 
HILHHHA VI WA ERDTFTG 


6807 


37175 


A 


6857 




1269 




6808 


37176 


A 


6858 


1 


741 




6809 


37177 


B 


6859 


411 


1257 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6810 


37178 


A 


6860 


438 


3997 


SPLPHSTPISHPAACFKKIKACY 
HLPATAWPFKAYK.LSLQFPHFT 
CPKTRQGLQHNSHKNTRALPD 
YRLRL1SQTPIPSTKQQLLSFLG 
MVSKVRILTQELGPRPIAFLSKQ 
LDLTVLTQPSCLHAAAAAALIL 
LKALKITKYAQLTLYSSHNFQN 
LFSSSYLMH1LSAPWLLQLYSLF 
VESPTITIVPGTDFNPASHIILDT 
TPDPHDCISLIHLTFTPFPRISFFP 
VPHPNHIWFIDGSSTRPKCHSPA 
KAGY 


6811 


37179 


A 


6861 


245 


505 




6812 


37180 


A 


6862 


346 


522 


PAPEFWVHG*NVSPLSL*SKEQ 
EDRGFISQGRSPDLSHGTKFHV 
RPCEETTKQALCEQH 


6813 


37181 


A 


6863 




879 


SGDLPWEINPPSSYTLLCEKDPP 

T FSGPQTNQPKKHALTNFKSETK 

ETRFI RG PTTPAP VTD WEG SLPL 

VFNHSRDTSLI1HPGFRGVRPRR 

DACLGPSPLAASPTFLGKGPAA 

PRQTELGPNSSSASAPPPYNPFI 

ASPPHTWSGLQFPSMTSPPPPA 

QQFTLKKVA G A KG 1 V K.DLINLT 

FKVYNNRKKLQFLASTVRQTP 

ATSPAHKNFQTPELQQPGVPPE 

PPPRGACYKFQKSGHRAKECLQ 

PRIPPKPHP1CVGPHWKSDCPTH 

LAATPRAPGTLAQGSLTPSQIFL 


6814 


37182 


A 


6864 


143 


331 


DTSTPSLVTDHASLT1SLKPNHF 
YPD*CQ Y PIPQH ALKG LKP VITC 
LLQHGLLKPINSPYPRA 


6815 


37183 


A 


6865 


1 


783 




6816 


37184 


A 


6866 


32 


415 


WRHALKGLKPVITRLLQHGLL 
RPINSPYNSPFLLVLEPDKPYRK 
RK*1SPPNRHILASVEVLKNQVN 
SHEFERSALIHTLTSGLAPCSLH 
KMCSKLPRSFLSVGSGTGKEAR 
SKILTFRTASRHLVL 
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SEQID 

NO: 


SEQID NO: 

sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6817 


37185 


A 


6867 


1 


1374 


MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMA1LPK 

VI Y RFN A 1 PI K.LPMTFFTELEKTT 

LKFIWNQKRAR1AKSILSQKNK 

AGGITLPDFKLYYKPTETKTAW 

YWYLNRDIDQWNRTEPSEITPH 

TYNYLIFDKPEKNKQWGKDSL 

FNK.WCWENWLAICRKLKLDPF 

FTPYTKIN SRWIKDLN VRPETIK 

TLEENLG1T1QD1GVGKDFMSKT 

PKAMATKDK.TGK.WDLIKLKSF 

CT AKETT1 R VNRQRV A A L LN S A 

V FQN A VE V VV WPSSE VHVKFL 

FCKJISCAGQKQPIKFDGSSSLS 

GVATAMMSATIAHLKR1KACY 

RSPVTAWTFKAYKLSLQFPHFT 

CPKTGQALQ*HT*KGLKPVIAH 

LLQHGLLKP1NSPYNSLILPVQK 

PDKPYRKLESFTSKA1KWHQIPS 

\PGKHLC**GS*RSPVTAWTFKA 

YKLSLQFPHFTCPKTGQALQEA 

GV1HFKGHQMASDPITQGNTYA 

NK.VAKEAASVLTSVPHGQFFSF 

SSVTPTYFPTEIDFTYMPQVRKL 

KHLMV 


6818 


37186 


A 


6868 


122 


281 




6819 


37187 


A 


6869 


2 


2144 




6820 


37188 


A 


6870 


224 


418 


LSQWRHALKGLKSVITRLL*HG 
L LKPIN SP YN SP1 VP VLKPDKTY 
RKVESFTAKTIKRCQ1PLL 


6821 


37189 


A 


6871 


5 


289 




6822 


37190 


A 


6872 




2205 




6823 


37191 


C 


6873 




2082 




6824 


37192 


B 


6874 




1614 




6825 


37193 


A 


6875 




2067 




6826 


37194 


A 


6876 




1152 




6827 


37195 


A 


6877 




798 




6828 


37196 


C 


6878 


488 


788 




6829 


37197 


A 


6879 


90 


765 


NTVFGLVVLPLELKLRIFRLLD 

VRSVLSLSAVCRDLFTASNDPL 

LWRFLYLRDFRGDFRND1YSWT 

TKDFEYYINLVDKTEARFEKVD 

SDFESFTVGKMPSNSIACTEKSF 

MKGRVSQCDKKPVITRLLQHG 

LLKPINSPYNSPILPVLKPDKPY 

KL VQDLHR1NQIVLPI H PCGAQP 

HTLFCPQYLPPQLTIPVPDLKDA 

FFTIPLQPSSQ\PLFAFT*TDPDT 
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SEQ1D 

NO: 


SEQ 10 NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 


Nucleotide location oflast 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6830 


37198 


A 


6880 


1824 


2286 


PRVLRPNSPRN1SPISNRIFSD*R 
CP1ASEASWT1TDALG/RLLQWR 
HGLLNP1NSPYNSPILPVQKPDK 
PYRLVQALLSLPQLPLFLAWTSI 
WPPTLFRITLLNPMTVSL*ST*H 
SLHFPMFPSFLFLTLITLGLLMA 
VPLGLIATHQQRRAML 


6831 


37199 


A 


6881 


930 


1289 


LSQWTDGLLKPMNSPYNSPILP 
VLKPDKPYK\*VQDLRLINQIVL 
P1HPVV\PNPYTLLSSIPPSTTHY 
SVLDLKLAFFT1PLHPSSQPFFAF 
TWTDPDTHQAQQIT*AVLPQSF 
SDSPHE 


6832 


37200 


A 


6882 


2 


196 


IHGCKFIQCKRILSNFTEVADHV 
HDQIRL*TGIRLLTQPQPRLSCR 
HQVAQHSVCRYLCQLPLL 


6833 


37201 


A 


6883 


2 


1441 


LNQEEGESLNRP1TGSEIEAIINS 
LPTK.KSPGPDGITAEFYQRYKE 
ELVPFLVKLFQSTEKEGILPNSF 
YEASIIL1PKPGRDTTKKENFRPI 
SLMNIDAKILNK1LANRIQQHIK 
KLIFTNGQH 1MRTNDKSHIIISIDA 
EKTFGK.IQQPFMLKTLNKLGID 
GTYLK.IIRAIYDKPTANIILTGQ 
KLEAFPMKTGTREGCPLSPLLF 
N1VLEVLARAIRQEKEIKG1QLG 
KEEVKLSLFADDMIVYLENP1V 
SAQNLLRLISTFSKVSGYKINVQ 
KSQAFLYTNNRQTESQILSELPF 
TIASKRJKYLGIQLTRDVKDLFK 
ENYKALLNEIKEDINKWKNIPC 
SWVGRJNIVKMAILPKVIYRFN 
A1PIKLPMTFFTELEKTTLKFIW 
NQKSARIAKSILSQKNKAGGIM 
LPDFKLYYKATVTKTAWYWY 
QNRDIDQWNTTEPSEIMLHIYN 
Y/L I FN KPEKNKKWGKDSLFNK 
WCWENWL 



789 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6834 


37202 


A 


6884 


69 


2415 


DKTSRGTI RQQRLRFTN I RCSAA 

TAADIQANRVWRGPPANSNRP 

AAXRVLTVRRKTNKQKGHPHQ 

KPICTSPSSNTKE1QTT1REYYKH 

LYANK.LENAEERDKFLN1YTLP 

RLNQKEVESLNRP1TGSE1EAIIK 

SLPTKKSPGPDGFTAK.FYQRYK 

EELVPFLLK.LFQSIEKEGILPNSF 

YEASIILIPKPGRDTTKKENFRPI 

SLMNIDAR1LNKILANLIQQHIK 

KLIHHDQVGFIPGMQGWFNICK 

SINIlQHNfNRTKDKNHMlISIDA 

EKPFDKIQQPFMLKTLNKLDID 

GTYLKIVRAKYDKPTANIILNG 

QKLEAFPLK.TGTRQGCPLSPLL 

FNIVLEVLAREIRQEKEIKGIQL 

GKEEVKLSLFVDDMIIYLENPIV 

SAQNLLKLISNFSK.VSGYKISVQ 

KSQAFLYTNNRQTESQTMSELP 

FT1ASKRJKYLG1QLTRDVKDRF 

KENYKSLLSE1KEDTNKWKNIP 

CSWVGRINIVKMAILPKVIYRF 

N A I P 1 KL PMTFFTELEKTTL KFI R 

NQKRAR1AKSILSQKNKAGG1T 

LLDFK L Y Y (CAT VTKTA WYWY 

QNRHVDQWNRTEPSEIMLHIY 

NYLIFEKPDINK.QWGKDSLFNK 

WCWENWLAICRK.LKLDPFLTS 

YTK1NSRWIKDLNVRPKT1KTLE 

exit r > Mxir^r*ir^A/ir^k' r*CN/tcvnri>v 

AMATKAKLDKWDLIKLKSFCT 
AK ETT1 R VN RQPTG WE KI F AT Y 


6835 


37203 


A 


6885 


1 


2358 




6836 


37204 


B 


6886 


1 


1443 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
endnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6837 


37205 


A 


6887 


452 


2913 


KMGLAREWILRFLVLILQEIRS 

MRQKENKD1QDLNSALHQADL 

1D1YRTLHPKSTEYTFFSAPHCI/ 

RTYSK1DHTLGSKALLSKCKITE 

IITDSQTTVLSELRIKKLTQYNRS 

AT WKLN/M LLN D Y WVHNEMK 

AEIKMFFETNENKDTTYQNLW 

DTFKAVCRGKFIALNAHKRKQ 

ERSK.1DTLMSQLKELEKQEQTH 

SKVSRRPIPSSEIEAIINSLPTKKS 

PGPDGFTAEFYQRYKEELVPFL 

LKLFQSIEKEGILPNSFYEAS1ILI 

PKPGRDTTEKENFRPISLMNIDA 

KILNKILANRIQQH1KKLLHHDQ 

VGF1PGMQGWFNICKSINVIQHI 

NRTSDKNHTI1S1DAEKAFNKIQ 

QLFM LKTLNKLGTNGM YLKI V 

RA IYDK.PT ANIILNGQKLEAFPL 

KTGTRQGCPLSPLLFNIVLEVLA 

RAIRQEKEIQGIQLGKEEVKLSL 

FADDMI VYLEN PI VSAQNLLK.LI 

SNFSKVSGYK INLQKSQAFLYT 

NNRQTESQIMSELPFTTASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NE1KEDTNKWRNIPCSWVGRIN 

IVKMAILPKVTYRFNAIPIKLPM 

TFFTELEKT1LKFRWNQKRAHI 

A KTI LSQKNKAG G 1 RLPDFKLF 

YKATVTKTARYWYENRD1DQ 

WNRTEPLEIMPHI YNHL1FDKPD 

KNKQWGKDSLFNKWCWENWL 

AICRKLKLDPFLTSYTKINSRW1 


6838 


37206 


A 


6888 


1 


1677 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6839 


37207 


A 


6889 


2 


2400 


SMRQKENKDIQDLNSALHQAD 

L1DIYRTLHPKSTEYTFFSAPHCI 

/RTYSKIDHTLGSKALLSKCKIT 

EIITDSQTTVLSELRIKKLTGANR 

S ATWKLN/MLLN DYWVHN EM 

KAE1KMFFETNENKDTTYQNL 

WDTFK.AVCRGKFIALNAHKRK 

QERSKIDTLMSQLKELEKQEQT 

HSKVSRRPIPSSEIEAIINSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEASII 

LIPKPGRDTTEKENFRPISLMNI 

DAK1LNKILANRJQQHIKKLLIII 1 

DQVGFIPGMQGWFNICKSINVI 

QH INRTSDKN H TI I S1DAEKA FN 

KIQQLFMLKTLNKLGTNGMYL 

KIVRAIYDKPTANIILNGQKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARA1RQEKEIQG1QLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLKL1SNFSKVSGYKINLQKSQA 

FLYTNN RQTESQIMSELPFTTA S 

KR1KYLG1QLTRDVKDLFKENY 

KPLLNE1KEDTNKWRNIPCSWV 

GRJN1VKMAILPKVTYRFNAIPI 

KLPMTFFTELEK.TILKFRWNQK. 

RAHIAKTILSQKNKAGG1RLPDF 

KLF YKATVTKTA R YWY EN RD1 

DQWNRTEPLE1MPH1YNHL1FD 

K.r UK. IN K.l^WtjrvDbLr NNWLWb 

NWLAICRKLKLDPFLTSYTKIN 
SRWI E D LN VRPKT1 ETLEEN LG 


6840 


37208 


A 


6890 


1 


1515 




6841 


37209 


A 


6891 


1 


1428 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


6842 


37210 


A 


6892 


150 


1920 


NYQCREVLKGPDGAENHGTRT 

T*RMHK.\LSSQFSQLEERVSGM 

EDQTNETKDTHRLKIKGWRKIY 

QANGKQKKAEAAILVLDKTDF 

KPTKIK.GDKQGHYIMVKGSJQQ 

GQLTILN1YAPNTGASRLIKQVL 

RDLQRDLDSHTIIMGDFNTRLS 

TLDRSTRQRLNKDIQELNSALH 

QVDL1DIYRILHTKSTEYTFFSA 

PHHTYSKIDHTVGSKALLSKGK 

RTEIITNRLSDHSAIKLELRIKEL 

TQNRSTTWK.LNNLLLNDYWNL 

WDTFKAVCRGKFIALNIQK.RK 

QERSKIDTLTSQFKELEKQEQT 

HSKASRRQEITKIRAELKERETQ 

KSLQKISESRSWFFEKINMDTP 

LARLIKKKREKNQIDTIKNDKG 

DITTDPTEIQTTIRQYYKHLYAN 

KQENLEEMNKFLDTYTLPRLN 

WEEAESLNRPITGSEFEA1INSLP 

IKKSPGPDGFTAKFYQSYK.EEL 

VPFLLKLFQSIEKEGILPNSFYE 

ASIILIPKPGRDTTKKDNFRPISL 

MN1DAK1LNKILANKIQQHSKK 

LIHHNQVGFIPGMQGWFNTCKS 

IN11QHINRTKDKNHMIISIDAEK 

AFDK.IQQPSC 


6843 


37211 


A 


6893 


1 


1797 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6844 


37212 


A 


6894 


2 


1880 


APNTGAPRF1KQVLSDLQRDLD 

SHTIIMGDFNTPLSTLDRSMRQ 

KVNKDIQELNSALHQADLIDIY 

RTLHPKSTEYTFFSATHHTYSKI 

DH1VGSKALLSKCKRTEIITNCL 

SDHSAIKLELRIKKLTENRSTTW 

KLNNLLLNDYWVHNEMKAEIK 

MVFETNDTLPRLNQEEVESLNR 

PKTGSEIEAIINSLPTKK.SPGPDG 

FTAEFYQRYKEELVPFLLKLFQ 

S1EK.ERILPNSFYEASIILIPKPGR 

DTTKK/EENFRPISLMNIDAKIL 

NK1LANRIQQHIKKLIHHDQLGF 

IPGMQGWFN1CKSMNVIQHINS 

PKDKNHMIISVDAEKAFDKIQQ 

PFMLKTLNKLG1DGTYLKIIRAI 

YDKPTASIILNGQKLEAFTLK.TG 

TRQGCPLSPLLFNIVLEVLARAI 

RQEKE1KGIQLGKEEVKLSLFA 

DDM1VYLENPIISAQNLLKLIGN 

FSKVSGYTINVQKSQAFLYTNN 

RQTESQ1MSELPFTIASKRIKYL 

GIQLTRDVK.DFFKENYKPLLNE 

IKEDKNKWKNIPCSWVGRINIV 

KMAIPPKVIYRFNAIP1KLPMTF 

FGM1FLSQKYGHVTLLFRLLQW 

LLNVARNNNKVFYK1YKVGHK 

LSSAYVLCLTCSHFSVSFL 


6845 


37213 


B 


6895 


13 


1506 




6846 


37214 


A 


6896 


1 


6635 


MTPESRDTTDLSPGGTQEMEGI 

VIVKVEEEDEEDHFQKERNKVE 

SSPQVLSRSTTMNERALLSSYL 

VAYRVAKEKMAHTAAEKIILP 

ACMDMVRT1FDDKSADKLRT1P 

LSDNTISRRICTIAKHLEAMLIT 

RLQSGIDFA1QLDESTD1ASCPTL 

LVYVRYIPLKLRLGGLLQPEKPI 

VLKVESRDGTIQYNSQQHINLS 

AAWLKTAVQGREAPGKQPSKQ 

QHSAKRKTHRTQLKKESGDGP 

HPKFGGGNLASP 


6847 


37215 


B 


6897 


1 


3045 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cotlon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6848 


37216 


A 


6898 




2764 


MARELHDKCTSFSSRFDQLEES 

LSAMEDQMNEMMREEK.FREK 

RRKRNEQSLQEIWDYVK.RPNL 

HLIGVPESDRENGPK.LENTLQDI 

IQENFPNLARQGNIQIQEIQRMP 

QRYSSRRATPRHUVRFTKVEM 

KEKMLRAAREKEIQTTIREYYK 

HFYANELENLEEMDKFFETYTL 

PRLNQEEVESLNRPITGSAIEAII 

NSLPTKKSPGPDGFTAEFYQRY 

KEELVPFLLKLFQSIEKEG1LPNS 

FHEASI1L1P 


6849 


37217 


B 


6899 




3549 




6850 


37218 


A 


6900 


387 


541 




6851 


37219 


A 


6901 




545 




6852 


37220 


A 


6902 


71 


370 


RRCKVRPSARG VLRY A VCVC V 
CVCVYPCVHVCTCVRMCLCVC 
VCVCE/CSVEIHCGGQGCARCIC 
LQPQEGGCTEQAVALHCAAQL 
WRNRLKLMKQPVARV 


6853 


37221 


A 


6904 


1 


738 




6854 


37222 


A 


6905 




567 




6855 


37223 


A 


6906 




1416 




6856 


37224 


A 


6907 


3 


1267 




6857 


37225 


A 


6908 




552 


NALPGRKSRVFSGCVSADTWK 
PPSSAKVTETKGASPAFLRAGQ 
PRLVPGETLEKSLGPGKDPQVE 
PQHPVHLPGISSEGFPWDGFNE 
QTPKD\LPNRDGG A WV LG YRA 
GPACPFLLHEEREKSNRSELYL 
DLH PDH SLTEQDDRTPGRLQA 
VWPPPKTKDTEEKVGLKYTEA 
EYQAA1LHLKRE 


6858 


37226 


A 


6909 




561 




6859 


37227 


A 


6910 


219 


1343 


RRLCHTQPTLGMRERSELVNV 

CVHSVFSLPSVQAMQEKDEAK 

AETIQALYHQTLEALQTLLKAL 

FIEDPTPAGLKSILEALGPWMNS 

GKAHERARAVNTNVSVLNHM 

LLTLPFFMPLGFPALGLLLGRLI 

LHIGDPDEEIGCEALDG11ILYTI 

LELQKRARDKEETNKKELYES 

NKHFLGPYNPVSPCQNILRVIEE 

FGDFLGPQQ1KDLLLAALEGLK 

GSSEAPGKDSREMMQLASEVM 

LSSVLEWYRHRALEVIPEIMQGI 

YMQLSHIQEPRARQVALLPVSL 

LASSFMTEVVVALLMCPLPLNR 

QPAACASSCPSTAAWAV*GAST 

LSCSWPCSFRSITTSASTCLAAW 

LLPRTPRRVHSPLPSYLCAGW 



795 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


6860 


37228 


A 


691 1 




730 




6861 


37229 


A 


6912 


2 


1218 


ERKCMQGKYAGAMESEPCVCT 

EADFDCDYGYERHSNGQCLPA 

FWFNPSSLSKDCSLGQSYLNST 

GYRKVVSNNCTDGVREQYTAK 

PQK.CPGKAPRGLRWVTADGKL 

TA\EQG HNVTLMVQLEEGDVQ 

RTLIQVDFGDGIAVSYVNLSSM 

EDGIK.HVYQNVGIFRVTVQALV 

RLPPH1SQCDEVFRFFEARPEDV 

NPPKDQALLLGELGPAVELCLK 

EERFADAIILAQAGGTDLLKQT 

QERYLAKKKTK1SSLLACVVQK 

NWKDVVCTCSLKNWREALAL 

LLTYSGTEKPPELCDMLGTRME 

QEGSRALTSEARLCYVCSGSVE 

RLVECWAKCHQALSPMALQD 

MHVISTDENQVFAAVQEWNQN 

DTYNLYISDTRGVYFTLALENV 

QSSRGPEGNIMIDLYEVT1 


6862 


37230 


A 


6913 


1 


1659 




6863 


37231 


A 


6914 


540 


824 


KPRLENYVKNAEASGADA1NW 
KKGY/LVMEDEMNEMKREGKF 
REKRI KRN EQSLQE1 WD YVKDQ 
IYVRLVYLK.VTGRMEPSWKTL 
CR1LSRRTSP1 


6864 


37232 


A 


6915 


1 


939 




6865 


37233 


A 


6916 


285 


458 


QVFSQLEGR1ALGKFQRPSSLPT 
GKWTQRCWWGAQWE*D*LFG 
LHGWWVRPVIAGFP 


6866 


37234 


A 


6917 


32 


171 




6867 


37235 


A 


6918 


294 


461 




6868 


37236 


A 


6919 


2 


255 


L1PCPA rVNNVSDIMGMYMKE 
CSASLITREMQIRTTIMRHHLTS 
IGTEMIRK7SKNNECWSGRECQ 
TVGAGQCVRAPCASRSRARH 


6869 


37237 


A 


6920 


2 


393 




6870 


37238 


B 


6921 


87 


633 




6871 


37239 


A 


6922 


78 


260 


TQYLRWKCRNHRLLRRSCWEL 
♦TRAVPIRPSWLQNRYQGTSRF 
CVCFEESSGTPSTQLEI 


6872 


37240 


A 


6923 


1 


369 


FVLHEKCLGPFIWTGNTNVEM 

VKKICAPT*TKHVVW*LES*M 

WEEPRWPMGKAPVYSSQREQR 

RRRVISAFPSEGVLPSTFKNKKF 

TVKQPQVGRSVGIPEEGIVI1GD 

GQLQGCLLPLKTF 


6873 


37241 


A 


6924 




201 


LKEMQINTTMRYHS\TPSRTS*\I 
KKTDNNKFWMRMTEKLETSY 
CWWECETMQPRWKVSLQYLL 
PLI 
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SEQ ID NO: 




SEQ ID NO: 




Nucleotide location of last 




NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


6874 


37242 


A 


6925 


1 


2064 




6875 


37243 


A 


6926 


95 


752 




6876 


37244 


A 


6927 


2237 


5072 


RAKSPANI1MTGSNSHITILTLN 














VNGLNSPIKRHRLASW1KSQDP 














SVCCIQETHLMCRDTHRLKIKG 














WRK1YQANGKQKKAGVAILVS 














DKTDFKPTKIKRDKEGHYMMV 














KGSIQQEELTILNMYAPNTGAP 














RFIKQVLSDLQRDLDSHTL1MG 














DFNTPLSTLDRSTRQKVNKJDTQ 














ELNSALHQADLIDIYRTLHPKST 














EYTFFSAPHHSYSK.1DHILGSEA 














LLSKCKRTEIITNYLSDHSAIKL 














ELRIK.NLTQSR 


6877 


37245 


A 


6928 


3 


331 




6878 


37246 


A 


6929 


364 


853 




6879 


37247 


A 


6930 


2 


531 


RPRVRELVGGSAIQALKEWNTT 














GKLRINH* KRCG STQHHGSKY A 














TDKEERPDUCPLQPQPPQIQNG 














PMNGCEKDSSSTDSAN EKPALI 














PREKKISILEEPSKALRGVTGPNI 














EKSAKDLQRCTVSLTRYRVMIK 














EEVDSSVK.K1TAAFAELHNCIID 














KE A SLM A EM GTVNEQ A M RC. 


6880 


37248 


A 


693! 


1 


456 


1SILEEPSKALRGWTEGNRLLQ 














QKLSLDGNPKP1 HGTTERSDGL 














QWSAEQPCNPSKPKAKTSPVKS 














NTPAAHLEIKPDELAKKRGPN1 














EKSVKDLQRCTVSLTRYRVM1K 














GEVDSSVKN1KAACAEFPIC1ID 














KEVSLMAEM\DKVKGRKPW 


6881 


37249 


A 


6932 


333 


964 




6882 


37250 


A 


6933 


240 


691 




6883 


37251 


A 


6934 


1 


2076 




6884 


37252 


A 


6935 


14 


485 


RRSLESV LSRKLNPF* KATGTSR 














SESAVWAIIDAVSSPQK.RLLDSE 














F1DPLMNKKARISHLTNRVPPTL 














NGHLNPTSEKSAAGLPLPPAAA 














AIPTPPPLPSTYLPISHPPQIADS 














HSPAAPVQGIQPFLTADQYWLE 














NRYPSQHLSRVTASRARHQT 


6885 


37253 


A 


6936 


1 


643 




6886 


37254 


B 


6937 


1 


408 




6887 


37255 


A 


6938 


2 


197 




6888 


37256 










CLWLFQEEEEEEEEEEEED*EEE 














EEE/EEEEEEEEEEEEEEEEEEEE 














FLGHRVG1 


6889 


37257 


A 


6940 


117 


257 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6890 


37258 


A 


6941 


46 


219 


LKECNCIVCNSKNKCLKG*KKK 
EEEEEEEEEEEEEEEE\EEEEEEE 
EEEEEEEEEEEGRRGRGRGRRR 
RRRRRRKKK 


6891 


37259 


A 


6942 


1 


1314 


MVSRIWSWISEAQCPLCRPSGT 
YGPGEAALLLWLC1EAAAAAA 
AARSTTTPIITNHQSNTIAEQNP 
PRHENGDPKTYIIHVLAEQVLE 
RLPHGVALRHDPLAPVVSRAG 
GVGHQRCAADDALQPLLQGRP 
EPGLAERHGVQDNLILKVSHTH 
TQKSAEKRAVSDPSSTVHRPQP 
LPPSTVHQSTIPSNPDSSSAYCL 
PSTRHGFSSYTDSFVPPSGPSNP 
MNPTIGNGLSPQRVHYQHLPTII 
AGGKRNAALEYGVPRKYYHM 
LK1TASDYEKTKPFQVGDKVM 
GSGWRKVGMQT*FL*LKKEEE 
EEREEEE\EEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEENSLSLTE 


6892 


37260 


A 


6943 


1 


160 




6893 


37261 


A 


6944 


1 


306 




6894 


37262 


A 


6945 


1 


933 


MWLARELEESLAVSLQGEPGL 
LAGAGRLQGSPFSHPMEPGRQS 
ETLSQKKKKKEEEEEEEEEEEE 

EEEEEEEEEEEEEGEEEEGEEEE 
DQLDTMWGTHQQTSPTQRSAR 
RRPCSVQGPRS*SPFSIIPMEPGR 
QSETLSQKKKKKEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEGEEEEGEE 
EEDQLDTMLWDSSTNLTNTAL 
SKEKTMFSSRAKIVKPNGEKPD 
EFESG1SQALLELEMNLDLKAQ 
LWELNITAAKE1EVGGGRKAIII 
FVPVPQLKSFQKTQVQLRRILP 
JCPTQKSCTNNKQKLPRSCTLTA 
VHDAILEDLVFPSEIVGKRIHVK 
LDGSHLIKIHLDEAQQNNVEHK 
VEPFSGVYKK.LMGKDVNFEFP 
















6896 


37264 


A 


6947. 


416 


610 


EFKKPVLEGG A* RGEGGSPC V 
WSFFDPVHFNYQAGLFRVALP 
GEQCRTGRLVARVYTG1SGASF 


6897 


37265 


A 


6948 


1 


846 
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SEQID 
NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion. \=possible nucleotide insertion) 


6898 


37266 


A 


6949 




620 


HVTLL1VVTQSHLVIHNLFEGMI 
WFIVPISCVICNDIMAYMFGFFF 
GRTPLIKLSPKKTWEGFIGGFFA 
TVGFGLLLSYVMSGYRCFVCP 
VEYNNDTNSFTVDCEPSDLFRL 
QEYNIPGVIQSA\IGW\K.TVRMY 
P\FQIHSIA\LSTFASLIGPFGGFF 
ASGFKRAFKIKDFANTIPGHGGI 
M DRFDCQ YLM ATFVN V YI AC V 
LRPL 


6899 


37267 


A 


6950 


50 


554 




6900 


37268 


B 


6951 


446 


625 




6901 


37269 


A 


6952 


1 


2149 




6902 


37270 


A 


6953 


1 


1704 




6903 


37271 


A 


6954 


1 


1853 




6904 


37272 


A 


6955 




1305 


MVKGSIPQEELT1LNIYALNTGA 

PRF1KQVLRDLQRDLDSHTIIMG 

DFNTPLSTSDRSTRQKVNKDIQ 

ELNSALHQAD1IDIYRTLHPKST 

EYTFFSAPHHTYSKIDHIVGSKA 

LLSKCQR1EIITNCLSDYSAIKLE 

LR1QKLTQNCSTIWKLNNLLLN 

DYWVHKEMKAEIKMFFETNEN 

KDTTYHHLWDTFKAVCRGKFI 

ALNAHKRKQERFEMDTLTSQL 

KELKKQEQTHSKASRRQEITKI 

RAERKEIETQKTLQK1NESGSW 

FVEK1NKIDRPLARL1KKKREK.N 

QIDA1KNDKGVITTDPTEIQTTIR 

EYYKHLYANKLENLEEMDKFL 

DT YN LRRLNQGE V E SLNRP1TG 

SEIEAIINSLP/TKKSPGPNGFTA 

KF*QEELTILNIYALNTGAPRFI 

KQVLRDLQRDLDSHTIIMGDFN 

TPLSTSDRSTRQKVNKDIQELN 

SALHQADIIDIYRTLHPKSTEYT 

FFSAPHHTYSKIDHIVGSKALLS 

KCQRIEIITNCLSDYSAIKLELRI 

QKLTQNC STI WKLNNLLLND Y 

WVHKEMKAEI1CMFFETNEN1CD 

TTYHHLWDTFKAVCRGKFIAL 

NAHKRKQERFEMDTLTSQLKE 

LKKQEQTHSKASRRQEITK1RA 

ERKEIETQKTLQKJNESGSWFV 

EKINKIDRPLARLIKKKREKNQI 

DAIKNDKGV1TTDPTE1QTTIRE 

YYKHLYANKLENLEEMDKFLD 


6905 


37273 


A 


6956 


1 


1926 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6906 


37274 


A 


6957 


2 


1025 


WRR1YQANGK*KNK7QKKAGV 

VILVSDKTDFKPTK1K.RDKEGH 

YIMVKGSIQQEELTVLNIYAPN 

TGAPRFMKQVLRDLQRDLDPH 

TTIMGDFNTPLSTLDRSARQKV 

N K.DIQELN SALHQADLINI YRIL 

HPKSTEYTF1SAPHRTYSKIDHI 

VGRKALLRKYKRTEIITDCLSD 

HSAIKLELRIKKLTQNSSTTWK 

LNNLL LND Y WI UNKTK AEIKM 

CFETSENKDTTYQNLWDTCKA 

VCREKFIALNAHKRKQERSK1D 

TLTSQLKE/LEKQEQTHSKASRR 

YNL EEM DK YLDTYTLPRLNQEE 

FESLNRP1TGSEI EAI INSLPTKKS 

SGPDGFTAKFYQ 


6907 


37275 


A 


6958 


1 


1661 




6908 


37276 


A 


6959 


2 


1632 


WRK1YQANGK/HKKAGVAIRV 
SDKTDFK.PTK1KRDKEGHYLM 
VKGSIQQEELT1LNIYATNTGAP 
GFIKQVLSDLQRDLDSHTIIMED 
FNTPLSTLDISMRQKVNKDTQE 
LNSALHQEDLIDIYRTLHPKSTE 
YTFFSAPHHTYSKIDHILGSKAL 
LSKCKRTEIITNYLSDHSAIKLE 
LRI KN LTQSRSTT WKLNNLLLN 
D Y WVHKEMKAD1 KMFFETNES 
KDTTYQNLWDAFKAEELESLN 
RPITASE1VAIINSLPSKKSPGPD 
GFTAKFYQRYKEELVPFLLKLF 
QS1EKEGILPNSFDEAS1ILIPKLG 
RDTTKKENFRPISLMNIDAK.ILN 
KILANQIQQHIKKLIHHDQVGF1 
PGMQGWFNIHKS1NVIQHINRT 
KDKNHMIISIDAEKAFDKIQQSF 
MLKTRNKLGIDGTYLKI1RAIYD 
KPTAN11LNGQKLEAFPLKTGTR 
QGCPLSPLLFN1VLEVLARAIRQ 
EKEIKGIQLGKEDVKLSLFADD 
MIVYLENPIVSAPNPLKLISNFS 
KVSGYKINVQKSQAFLYTNNR 


6909 


37277 


A 


6960 


1 


2169 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


.Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 


6910 


37278 


A 


6961 


2 


1255 


EGK.FRENRIKRNEQSLQEIWDY 
VKRTNLRLIGVPESDWENGTKE 
ENTLQDIIQENFPNLAR*AK.IQRI 
RSQDPSTHLTSRDTHRLKIKGW 
RKIYQANGKQKKAAVT1LVSD 
KTNFKPTKIKRDNEGHY1MVKG 
SNQQEELTILNIYAPNTGAPRFI 
KQ V LRDLQRDLDSHTIITGDINI 
PLSTLDRSTKQKVNKDTQELNS 
ALHQVDLIDIYRTLHPKS1EYTF 
FSAPHHTYSKVDHILGSKALLS 
KCER1EIITNCLSDHSAIKLELRI 
KN LTQNHS1TWKLNNLFLNDY 
WVHN EMKAEIKMFFETSENKD 
TTYQNLWDAFKAVCRGKFIAL 
NAHKRKQERSKIYTLTSQLKEL 
EKQEQTHSKASRRQEIIKIRAEL 
KE1ETQKTLQKLNESISHQLEW 
QSLKSQKTTGAGEDVEK 


6911 


37279 


A 


6962 


1 


1122 




6912 


37280 


A 


6963 


551 


1536 


EILSPPGLPYKSS*KKH*TWKGT 
TGTSCC/1NHAK1VTHRLKIKGW 
RKIYQANGKQKKAGVANLVSD 
KTDFKPTK1KRDKEGHYIMVKG 
SIQQEELTTLNIYAPNTGAPRFI 
KQVLSDLQRDLDSHTLIMGDFN 
TPLLTLDRSTRQK.VNKDTQELN 
SALHQADL1DIYRTLHPKSTEYT 
FFSAPHH1YSKTDH1LGSKALLS 
KCKRTEI1TNYLSDHSA1KLELR1 
KNLTKNRSTTWKLNNLLLNDY 
WVHN EMKAEMKMFFETNENK 
DTTYQNLWDTFKAMCRGKFIA 
VNAHKRKQERSKIDTLTSQLKE 
LEKQEQTH SK A SRRQE1TKJ 


6913 


37281 


B ... 


6964 


28 


1209 




6914 


37282 


A 


6965 


1 


1284 




6915 


37283 


D 


6966 




9^r 












Th 






6917 


37285 


A 


6968 


3 


1162 




6918 


37286 


A 


6969 


1 


1364 




6919 


37287 


A 


6970 


1 


1003 




6920 


37288 


B 


6971 


1 


1129 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6921 


37289 


A 


6972 


1 


1917 


MVKGS1QQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

G DFNTPLSTLDRSTRQK VN K.DT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTEIITNYLSDHSAIK. 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYHNLWDTFKAVCRGK 

F1PLNAHKRKQERSKIDTLTSQL 

KELEKQEQTHS1CASRRQE1TK.IR 

AELKEIETQKTLQKINESRSWFF 

ERINKIDRLLARLIKKKREKNQ1 

DA1KNDKGDITTDPTEIQTTIRE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGAE 

IVA11NSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

G1LPNSFYEASIIL1PKPGRDTTK 

KENFRPISLMN1DAKILNKKLA 

KR1QQH1KKLIHHDQVGF1PGM 

QGWFNIRKSINV1QHINRAKDK 

N H Ml IS1DAEKAFDKIQQPFMLK 

TLNKUGIKYLGIHLTRDVKDLF 

KENYKPLLKE1KEDTNKWKN1P 

CSWVGRIN1VKMA1LPKMCL*R 

RWTPLCLLTAAASLNRE*ERLV 

QPLLWRQMYCGPRHCRQVPQH 

RRLNWSPSLRLS 


6922 


37290 


A 


6973 


1 


2673 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6923 


37291 


A 


6974 


261 


2667 


TWCSGRYMVGCR/DWHLLLV/ 

KGLRKLTIVAEGEGGAGMSLG 

ESGNKIKRDKEGHY1MVNGS1Q 

QEELTILNIYAPNTGAPRFIKQV 

LRDLQRDLDSHTI1MRDFNTPLS 

ALERSTREKVNKDIQELNSALH 

QADLVD1YRTLHPKSTEYTFFS 

APHRTYSMDHIVGSKALLSNC 

KRTEIITKCLSDHSTIKLELRJKK 

LTQNRSTTWKLNNLLLNDYWV 

HN EMKAEIKM FFETIEN KDTTY 

QNLWDTFKAECRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAELKET 

ETQKTLQKI1MESRSWFFERINKI 

DRPLARLIKKKREKNLIDAIKN 

DKGD1TTDPTEIQTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPITGSEIVAIIN 

SLPTKKSPGPDGFTAEFYQRHT 

VSILISYCQGGSLMSQVYWNQQ 

EKPPSSSNAPPGLSVNKAQHRH 

VCCRGEMLK.RVQVHYVRAGES 

DSASFHCVAQGPRAFGKPLILS 

KENHLLTVTA I A KLNH KLCEIK 

SMG VF1NTEPLY DSCLEQKHAL 

FASPPATTHSTTM1SKAKV1PML 

SLTPGSFQTVESSLAPSAGKFQG 

TETSSLKTLINLCCPKLPSPSPA 

HLGGLPGGSQERPSRQYLYESA 

RTTVLLGLGCPLKQIQLRSQHS 

SPLEYLESLPKKDRKK.REK1Q1N 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6924 


37292 


A 


6975 




1687 


MLKGSIQQEELTVLNIYAPNTG 
APRCIKQVLSDVQRDLDSNTL! 
MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSK1DHIL 
GSKALLSKCKRTEIITNSLSDHS 
AIKLELRIKNLTQNRSTTWK.LN 
NLLLNDYWVHNEMKAEIKMFF 
ETKENKDTTYQNLWDAFKAVC 
RGKFIALNAYKRKQERSKIDTL 
TSQLKELEKQEQTHSKEIQTTIR 
EYYKHLYTNKLENLEEMDKEL 
DTYTLPRLNQEEVESLNRPITGS 
E1VAI1NSLPTKKSPGPDGFTAEF 
YQRYKEEMHINRAKDKNHMI1S 
IDAEKAFDKIQQPFMLKTLNKL 
GIDGTYFK11RAIYDKPTVNT1LN 
GQKLEAFPLKTGTRQGCPLSPL 
LFNIVLEVLARAIRQEKEIKGIQ 
LGKEEVKLS\LFADDMIVYVEN 
PLPSQPQNLL*GWLSNFSK/MSS 

r*iVVTXT\/rf"^VCr* A CI VTWXIDATCC 
ui PvlIN Vl^Ko^At L. Y J IN 1 Jbo 

QIMSELPFTIASKR1KYLGIQFTR 
DVKDLFKENYKPLLNEIKEDTN 
KWKNIPCSWVGRINIVKAMAILP 


6925 


37293 


B 


6976 


1 


2431 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6926 


37294 


A 


6977 


1 


1921 


MGESVQSLLTLAQKRSMMIQV 

AVAPRTPTLLLKLYKEKASKTQ 

LKKVNLVVQDGQSLESIEVHD 

HEPADTYKLLSLVKEPAEEIPR 

VIQNVFGHRSK.KENLKDSYGLR 

QSSTMVATTWNNVSLMQHHSL 

RRPNRHLTASYPHFHFQEIPVNF 

FHSGRDSESFGWNQHIKKDKE 

GHHIMVKGSIQQEELTMLNIYA 

PNTGAPRFINQVLSDIERDLDSH 

Kl 1 MGDFNTPLSTLDRSTRQKV 

NKDTQELNSALHQADLTDIYRT 

LHPKSTEYTLFSAPHHTYSKIDH 

IVGSKALLSK.WKRTEIITNCLSD 

PRAIKLELRIKK.LTQNRSSIWKL 

NNVLLNDYWVHNEMKAE1K1F 

FETNENKDTSCQNLWDTFKAV 

CRGKFIALNAHRRKQERSKIDT 

LTSQLKELEKQERTHSKASRRQ 

EITK1RAEMKE1ETQK\TLQKINE 

SRSWFFEKINKIDRPLARLIKKK 

REKNQ1DA1KNNKGDITTDPTEI 

ETTIREYYKHLYTNKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

P1TG SEW A I IN SLPTKKSPGPDG 

FTAEFHQRYKEKL1SELLPMPN 

HTALKKQTQDLSDCK.AMFLYY 

QSVSVQTAirNYHRLRGLNNRN 

LFLTVLEYSSLRSGCEHSRVL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6927 


37295 


A 


6978 




1848 


MSLTKMLICAALLGLFCMLLGL 

RWQVAELIGMTLALSSTAIAM 

Q A MN ERN LM VTQMGRS AF A V 

LLFQDIAAIPLVAMIPLLATSSA 

STTMGAFALSALKVAGALVLV 

VLLGRYVTRPALRFVARSGLRE 

VFSAVALFLVFGFGLLLEEVGL 

SMAMGAFLAGVLLASSEYRHA 

LESDIEPFKGLLLGAVFTPRVVV 

N I Y S SELRT A KN YQ AN G KQKK 

PGVAILVSDKTAF/KPTEIK.RDK 

EGHYUMVKGSIQQEELTILNIY 

APNTGAPRFIKQVLSDLQRDLD 

SHTLMMGDFNTPLSTLD\RSTR 

QKVNKDTQELNSALHQADLIDI 

YRJLHPKSTEYTFFSAPHHTYSK 

IDHIVGSKALLSKCKRTEIITNY 

LSDHSAIKLELRIKNLTQSRSTT 

WKLInNLLLNDYWVHNEMKAE 

IKMFFETNENKDMTYQNLWDT 

FKAVCRG KFI ALN AHKRKQERS 

KI DTLTSQLKELEKQEQTHSKA 

SRRQEITKIRAELKEIETQKAIQ 

KrNESRSWGPPGNCQQNYRNSE 

SGEKSAPEGQAQHAGPTEGKV 

PTFLYVGKEKFPPSYLLTRK.SSH 

LPTCGDPICGEKCWRVPTTSGQ 

GNKADQWGGVGIGDTDHDSA 


6928 


37296 


A 


6979 


1 


2235 




6929 


37297 


A 


6980 


1 


2955 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 


6930 


37298 


A 


6981 




2156 


KSLKDLMELKIMAQELCDEWT 

SLSSRCNQLEERVSVMEDEMN 

EMKDKHRPKIKEWRKIYQANG 

QQKKTRVANLVSDKTEFK.PTKI 

KRDKEGHY1MVKGSIQQEELTI 

VNIYAPNTGAPRFIKKVLSDLQ 

RALDSHTIIMGDFNTPLSTLDRS 

TRQKVNKDIQELNSALHQADLI 

DIYRTLHPKSTEYTFFSAPHYTY 

PKIDHIVGSKALLSKCKRTEI1T 

NCLS\DHSA1KLELKIKKLTQNL 

STTWKLNNLLLKDYWVHK.EM 

KAEIKMFFETNKNKDTTYQNF 

WDTFKAVCRGKF1ALNAHKRK 

QEGFKIDTLTLQLK.ELEKQEQT 

HSKASRR1NK1DRPLARL1KKKR 

EKNQIDTIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGAEIVA1INSLPTKKSPGPDG 

FTAKFYQRYKEELVPFLLKLFQ 

SIEKEGILPNSFYEASIILIPKPGR 

D1TKKENFRP1SLMMIDAEILNKI 

LASQMQQHIKKLIYHMQVGFIH 

GMQGWFNIHKSUNVIQHINRTK 

DKNHT1ISLDAEKAFDK1QQPF 

MLKLKTLNKLG1DGMYLK1IRA 

IYDK.PTANULHWQK.LEAFPLK.T 

GTRQGCPLSPLLFNIVLEVLAR 

AVRKEK.EIKRTQIGREEIKLSLF 

ADDMIVYLENP1VSAQNLLKLIS 

NFTKVSGYK1NVKKSQAFLYN 


6931 


37299 


A 


6982 


3721 


8717 


MLP1KRHRLANW1K\SQDP\SVC 
CIEETAHLTCRDAHRHKIKGWR 
KIYQANGKQNKTKQQKKQGLQ 
ILVSDKRDFKPTKIKRDKEGHYI 
MVKG PI QQVEELTILNI YAP\NTG 
APRFIKQVLSDLQRDLDSHTLI\ 
MGD\FNTPLSTLDRSMRQKVNK 

PKSTEYTFFSAP\HHTYSKIDHIL 
GSKALLSKCKRTEIIT\NYLSD\H 
SAMKLKLRJKNLTQNHSTIAWK 
LNNL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6932 


37300 


A 


6983 


599 


1074 


NPRAWEKQQPPTSPQEFCLVCF 
VVHLQKSTREALNNKNIKPLLS 
TFSQVPG/SINHSSCENVLA1ISL 
AIGGVTEG1CTASTPFVLLGDVL 
DCLPLDQCDTI FTFVEKNVATW 
KSGTASLPAAFMAGVEHLWLF 
QVNGANCQWIYPSGVWRTVAL 
FSQLH 


6933 


37301 


A 


6984 




312 




6934 


37302 


A 


6985 


2 


484 


QSRALLWPMLVDVIQPKPWKA 
PGSLGLPSC1SAITVQSSPGLRLC 
SCGQGPRVNTPGTKLPQPNRPV 
SLSFSQMKLLTSSHWK.SFHCPA 
*INPAQSSPGPWP*PQLSGCPAF 
QFLSFG*KSLLSSGNTASSSPLW 
FLCWCFLNLVLQAKLPDGFRPA 
HRV 


6935 


37303 


A 


6986 


234 


405 


ELKICSCDPITVRYNADDSTVSL 
SFSQMKLLTSSHWKSFHCPA*I 
NPAQSSPGPWP 


6936 


37304 


A 


6987 


1 


2021 


PTRPAAAQWRARAAEKMSPTP 

PLFSLPEARTRFTKSTREALNNK 

NIKPLLSTFSQVPGSENEKKCTL 

DQAFRGILEEEI1NHSSCENVLAI 

USLAMGEVTEGICTASTHFVLL 

GDVLDCLPLDQCDT1FTFVEKN 

VATWKSNTFYSAGKNYLLRMC 

NDLLRRLSKSQNTVFCGRJQLF 

LARLFPLSEKSGLNLQSQFNLE 

NVTVFNTNEQESTLGQKHTED 

REEGMDVEEGEMGDEEAPTTC 

SIPIDYNLYRKFWSLQDYFRNP 

VQCYEKISWKTFLKYSEEVLAV 

FKSYKLDDTQASRKKMEELKT 

GGEHVYFAKFL 1 SEKLMDLQL 

SDSNFRRH1LLQYLI LFQYLKGQ 

VKFKSSNYVLTDEQSLWIEDTT 

KSVYQLLSENPPDGERFSKMVE 

HILNTEENWNSWKNEGCPSFV 

KERTSDTK PTRI I RKRTAPEDFL 

GKGPTKK1LTGNEELTRLWNLC 

PDN M E ACKS ETRE HMPTLEEFF 

EEAIEQADPENMAENEYKAMN 

NSNYGWRALKLLARRSPHFFQP 

TNQQFKSLQEYLENMVIKLAKE 

LPPPSEEIKTG EDEDEEDN DA LL 

KENESPDVRRDKPVTGEQ1EVF 

ANKLGEQWK1LAPYLEMKDSEI 

RQIECDSEDMKMRAKQLLVAW 

QDQEGVHATPENL1NALNKSGL 

SDLAESLTNDNETNS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6937 


37305 


A 


6988 


155 


811 


EFYRTGKVHRAPGVQEVTEDP 

RDPLAQLATRDRKERRGSLDH 

LALRVREAQLDQLVPPESVAA 

KDLKA PRA PICA PVVPLGSPALR 

APVGTQAPRAHQAKRDSPALR 

ALLASRDFRAPLGSLGCLDLGD 

CQACLGYQACQAPRAPPALLA 

HQERWCPWPCRMSQPQHRRT 

MA ARLTGRTSQTN ATIFQ L RKK 

FLRMQSFSVKTSLHILFS*TLER 

NSNG 


6938 


37306 


A 


6989 


91 


918 




6939 


37307 


A 


6990 


199 


380 


CSTSSRTY*IPSRCFSKG*FIWRH 
TVN SN FGPMGN PSHPTTSS AHH 
TVPLIESQPSSTSKK 


6940 


37308 


A 


6991 




483 




6941 


37309 


A 


6992 


178 


298 




6942 


37310 


A 


6993 


864 


1298 


RLQNRTILASDLSGSDRWRRTY 
RCL*RHGPRFSSCRLSCRRPFDK 
TCRLMCHQRLSGFPQEQTQRDS 
RCIQLLFRQRFAAASCPTHQVH 
VHRWRKPMVFLILESDLKYTV 
LSLPEECHTGAHEQSSHCLLLSL 
ASVDVHCSQRP 


6943 


37311 


A 


6995 


2 


348 


KKKRKKK1EEEEEEEEEEEEEE\ 
REEEGDEEQEEEEE\EEEEEEEE 
EEEEEEEEEEDDDDDNGLLQTL 
PGLHEMRVNLTRSDGIISVWHF 
PFWHFSFLMPYEEGALLRLHLP 


6944 


37312 


A 


6996 




192 




6945 


37313 


A 


6997 


1 


507 


M EKN EKEQEEEEKKEKN SKKK 

EEEEEEEGGGEEEEEEGEGGEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEE/DKEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEE\EEEEKVVE 

EEDEFIWFLGNSLYFPSFSHFA 

WSQ1PSREDEGERRLRVNSMIM 

DFTSNTNHVQLIVAR 


6946 


37314 


A 


6998 


1 


257 


MGPIHKISHYVYANISKSEKVL 
KSEHFRSQAFQPGQQSETVSEK7 
EEEDEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEI 


6947 


37315 


A 


6999 


1 


156 




6948 


37316 


B 


7000 


1 


757 




6949 


37317 


A 


7001 


1 


279 





809 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6950 


37318 


A 


7002 




1226 


MPSSKGVHVHSPPRYLAAKDF 

KMINKELTAATFMEVIAEDNRF 

IYDGIDSNFEPELVFLEFFEALLS 

FAFICVTDQMTKSYTNVPADD 

VSGNKHET1YTILNQDAQNKSP 

SAVMSHESDAAHSDSARSSSSK 

LELSPDVNKIRKSEAMVKEKK.K 

ADKKGEKSARSPSSLSDNLDFS 

KQDGNTTRQEMSPAGVPLLGM 

QLNEVKPKKDRQNVQQNE/GC 

HPIRRVHSDQTHSGKL*RGKGS 

W/DCMREKASQPFKAVVPIV*V 

/VPFENLQEGEEGRLCEECPDEP 

RRVHVAGRSMYEGEVVNGMR 

NGFGMFKCSTQPVSYIGHWCN 

GKRHGKVGEVATWRAEKKKK 

EEEEEEEEEEEEE\EEEEEEEEEE 

EEEEEEEEEEEEE\EEEEEEEEEE 

EEEEEEEEEEEEEEEKIRP 


6951 


37319 


A 


7003 


3 


123 




6952 


37320 


A 


7004 


2 


458 




6953 


37321 


A 


7005 


239 


432 


CLWLFQEEEEEEEEEEEED* EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEKIFLG H R VG I 


6954 


37322 


C 


7006 


7 


162 




6955 


37323 


A 


7007 


39 


2154 




6956 


37324 


A 


7008 


1 


639 




6957 


37325 


A 


7009 




651 




6958 


37326 


B 


7010 


1 


684 




6959 


37327 


A 


7011 


3 


428 


TRFQGVYLPLLWEQSF/CWKSPI 
ALGYTRGHFSALVAMENDGYG 
NRGAGANLNTDDDVTITFLPLV 
DSERKLLHVHFLSAQELGNEEQ 
QEKLLREWLDCCVTEGGVLVA 
MQKSSRRRNHPLVTQMVEKW 
LDRYRQIRPCTSLF 


6960 


37328 


A 


7012 


2 


800 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6961 


37329 


A 


7013 


1 


930 


DHNSSPAMEQNWMENAFDELT 
EVGFRRWViTNFSKLKEHVLTQ 
CKEAKKLEKRLEELLTRITSLEK 
NINDLMELKNTSQELREAYTTE 
ERISE1EDQLNEIKHEDRIREK/R/ 
VKRNEQSLQEIWDYVKRPNLH 
LT/GVPESDGENGTKLENTLQDI 
IQENFPNLARQANIQ1QEIQRTP 
QRYSSRRATPRHIIIRFTKVEMK 
EKMLRAAREKGQVTHKGKPIR 
LTADPLAETLQARREWGPIFNIL 
KEKNFQHRMSYPAKLSFISVGE 
I K. YFTDKQMLRDF VTTRPALQE 
LLK.DALNMERNNQNQSLQKHA 
KL 


6962 


37330 


A 


7014 


1 


870 




6963 


37331 


A 


7015 


1 


585 




6964 


37332 


A 


7016 


1 


1032 




6965 


37333 


A 


7017 


2 


770 




6966 


37334 


A 


7018 


1 


2910 




6967 


37335 


D 


7019 


239 


462 




6968 


37336 


A 


7020 


3 


694 




6969 


37337 


A 


7021 


1 


1212 




6970 


37338 


A 


7022 


1 


1140 




6971 


37339 


A 


7023 


1 


570 




6972 


37340 


A 


7024 




486 




6973 


37341 


A 


7025 


1 


1476 


MEVNREKQLNELEVIGSEEQNL 

EEEGLM1GGVAVRLVPDD1V1P 

GGVNATNGTEARDALRVKVA 

MSVTLLSG1IQYLLSALGWSYY 

TVDGVSQKNPRALGVTADQLH 

A IFTTM SDEQA SFRFGF VAIYLT 

EPLVRGFTTAAAVHVFTSMLK 

YLFGVKTKRYSGIFSVVYSTVA 

VLQNVKNLNVCSLGVGLMVFG 

LLLGGKEFNERFKEKLPAPIPLE 

FFADHNSSPAREQKWMENEFD 

EWTEVSFRRWVITNSSELKEH1 

LTQCK.E AKNLEKRLE EL LTR1TS 

LEKNINDLMELKNTAQEFHEA 

YTSINS/RNQTEERVSE1EDQLN 

EI*CKDKIR\EKKRMKRNEQSLQ 

EIWDCVKRPNLRLTGVPESDGE 

NGTKLENTLQDIIQENFHNLAR 

QANSQIQEIQRTPQRYSSRRATP 

RHIIIRFTKVEMKEKMLRAARE 

KGRVTHKGNPIRLIADLSADTL 

QARRQWEP1FNILKENFQTR1SH 


6974 


37342 


A 


7026 


1 


1080 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6975 


37343 


A 


7027 




3501 


MIVYLENP1VSAQNLLKLISNFS 
KVSGYK1YK1DVQKSQAFLYTN 
NRQTESQIMSELPFT1ASKRIKY 
PGIQLTRNVKDLFK.ENYKPLLN 
E1KEDTNKWKNIPCSWIGRTNIV 
KMA1LPKVIYRFNAIPIKLPMTS 
FTELEKTTLKF1WNQKGARIAK 
T1LSKKNKVGGITLPDFKLYYK 
ATVTKTAWYWYQNRDIDQWN 
RTEASEITPPIYNHLIFDKPDKN 
KKWGKDSLFNK.WCWENWLAI 
CRKLKLDPFLTS 


6976 


37344 


A 


7028 


164 


714 


IGVNRHLIQESPSWNLAGAPLE 
QIFQRKEQAAIFAILQPLLV1SRQ 
TGSGVDPQQTPADLQK/SGSDS 
REQNKTENEFDELTEIGCRRWV 
ITNSSELKEHVVTQCKEAKNLE 
KMLQELLTR1TSLEKNINDLME 
LKNTAQELREAYTIINSQTDQA 
EER1 SEI EDQLNE1 KGEDNIREKT 
VKRNE 


6977 


37345 


B 


7029 




579 




6978 


37346 


A 


7030 




927 




6979 


37347 


A 


7031 


1 


1362 


MAAGRHLPVGADRHLIQESTG 

WHLAGAPLGWSFQRKEQTA1F 

AVLQPLLV1PRQTGYGVDLQQ 

MPADLQQRFLTVRRKTNKQKG 

IVSTSTKRTSSEGHQHQRRKVD 

KFTEMGRNQHKKAENSKNQN 

ASSP\PKDHNSLPAREQNWTEN 

EFDELTEIDFRRWV1TNSSQTKG 

SMF*P*CKEAKNLEKRLDELLT 

R1TSLEKNINDPMELK.NTAREL 

REANKSINS*IDQGRKERV\SE1E 

DQLNEIKREDKIREKRMQRNK 

QTLQEIWDYVKRPNLHLIGVPE 

SDRENGTKLENTLQDII\QENFP 

NLARQANIQIQEIQRTPQRYSSR 

RATPRHI1VRFTKVEMKEKMLR 

AARKKGQVTHKGKSIRLSADFS 

A ETLQ A RRE WG PI FN IL KEKN F 

QPK1SYPAKLSF1SEEE1TSFTDK 

QTLRDFVTTRPALQELLK.EAVN 

MERKNQYQPLQKHTKM 


6980 


37348 


A 


7032 


1 


598 




6981 


37349 


A 


7033 


3 


787 




6982 


37350 


A 


7034 






RLLEPQGPLRAGSSPAGK/IGGT 
L E RRG M P WPG P/H SEG G LSPL L 
LGASLAAAPHGEMPSVRVHPV 
RPSSRDCSSRV 


6983 


37351 


B 


7035 


743 


1683 
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NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6984 


37352 


A 


7036 


1 


1 137 




6985 


37353 


A 


7037 


1 


663 




6986 


37354 


A 


7038 


1 


197 




6987 


37355' 


A 


7039 


1 


291 




6988 


37356 


A 


7040 


3 


342 




6989 


37357 


A 


7041 


1 


439 




6990 


37358 


A 


7042 


3 


253 




6991 


37359 


C 


7043 


1 


210 




6992 


37360 


A 


7044 


1 


165 




6993 


37361 


A 


7045 


1 


346 




6994 


37362 


A 


7046 


1 


389 




6995 


37363 


C 


7047 


1 


464 




6996 


37364 


A 


7048 


1 


1806 




6997 


37365 


A 


7049 


491 


1640 




6998 


37366 


A 


7051 


188 


383 




6999 


37367 


A 


7052 


1 


759 




7000 


37368 


A 


7053 


1 


1683 




7001 


37369 


A 


7054 


1 


972 




7002 


37370 


A 


7055 


1 


429 




7003 


37371 


A 


7056 




753 


DQTFWGLLETG/S/ELMLJPGDP 

KCHCGPPVKVGAYGGQE1KGV 

LAQVQITVGPVGTRTHPVVISP 

VPECI1G1DILSSWQNPHTGSLTG 

RVRVIMVEKAKWKPLELPLPR 

K1VNQKQYCIPGGIAEISAT1KD 

LKDTGVM1PTTSPFNSP1WPVQ 

KTDGSWRITVDYQVVTPIAAA 

VPDVVSLLEQ1NTSPGTWQHIT 

HLDVLLWR1YQVTQKAASFEW 

GPEQEKALQQVQAAVQAVLCH 

LGHMTQQIQWCL 


7004 


37372 


A 


7057 


2 


430 




7005 


37373 


A 


7058 


1 


1515 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7006 


37374 


A 


7059 




1523 


MGEERRWRPSSNGKHGAFAEL 

DKGWLVWLEGKGVIGARRSW 

RAHSALIKICVQQIKDSLPGKM 

SKGLLQQQQKPKHLLHDLYKA 

MSTRWGVQKARLNCTALPPTG 

CVTLDPSFLTEPQFPRQLSEDLL 

LTREALEKEVQLRRQLQQEKEE 

LLYRVLGANASPAFPLAPVTPT 

EVEKERELELRDRLDEQQRVLE 

GK.NEEALQDPRLVDPLTSCTVH 

FEK.PQMLNARLWKHAGREAV 

ACKVRGSELPKTMGTYPLHQH 

DLDVRHGVKGDHFGALRFDCP 

AGFWTCMGPLAPSFWPISPIWN 

GPPLDISGYPATSTQKSTMCLRI 

I DTRLHPE SRLKQQ SNF A LN A R 

EKALQQVQAAVQAALPLGPYD 

PADPMVLEVSLADRDAVWSL 

WQAP1GESQQRPLGFWGKALPS 

SADNNSPLERQLLARYWALVE 

TEYLTMG HQVTM * P/ELPIMN W 

VLSDPSSHKVVYAWQHSIIKW 

K\DRA*AGLAGTSKLHEEVAQ 

MPIVSTPATLPSCRIL 


7007 


37375 


A 


7060 




2190 




7008 


37376 


A 


7061 


286 


430 




7009 


37377 


A 


7062 


205 


514 


LWSLCAPVLQVPCLRAAFPVFT 
RRHAPSAGRGFTRSYVSAGSW 
TETQQGLWGSLTKLGADGLLL 
GISKHLVEFLQ1FQISGCWGHYC 
YLQILFFALNS1SPSYHVLLFNV 
QFGFIFNFMVLCVP*AGTHIAPC 
KSSSRTRGMSSCEN WK.GCSKA 
RHLQYWSTKTPQSLSFFCCGIH 
FVTAVCQP 


7010 


37378 


A 


7063 


1 


487 




7011 


37379 


A 


7064 


1 


1212 




7012 


37380 


A 


7066 


140 


453 




7013 


37381 


A 


7067 


1 


3341 


MGKKQNRKTGNSKNQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRLSNYSELPEDIQTKGKE 

VENFEKNLEECITRITNKRNFKP 

TKIKRDKEGHY1MVKGS1QQEE 

LTILNIYAPTGAPRFIKQVLSDR 

QRDLDFHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DLID1YRTLHSKSTEYRFFSAPH 

HTYSKIDHLLGSKAFLSKCKRT 

EIITNYLSDHSAIKLELRJKNLTQ 

NRSTTWKLNN 


7014 


37382 


B 


7068 


1 


1785 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


7015 


37383 


A 


7069 


1 


1141 


MVTWNFIQERNGSGMDQCDD 
GGGK1LDPVYILTVELTGFAKG 
WKMFSVKDQSVNVLGFAGYPL 
ITQTARKGAGKIPTWASLRQYQ 
KGLGSKYQLRRALRPDCALGN 
GQGVRYCNSLDEEEKRELKLFS 
SQRKRENLGRGNVRPFPVTMT 
GAICEQCGGQINGGDIAVFASR 
AGHGVCWHPPCFVCTVCNELL 
VDLIYFYQDGKIYCGRHHAECL 
KPRC AACDE 1 1 F ADECTE A EGR 
H WHMKHFCCFECETVLGGQRY 
IMKEGRPYCCHCFESLYAEYCD 
TCAQHIGHAGSFIKEC/SRRLLP 
GEAE1/SRRATVICLVRVSVRPE 
AASKSPNMRRK.RKRKGACPLS 
SVGPVIPSVP*NTQRT*RPQSRP 
LGAPWNPWPCLMQ 


7016 


37384 


A 


7070 


1 


2388 


VHQYYSCLPEEKVPYVNSPGEK 

LR1KQLLHQLPPHDNEVRYCNS 

LDEEEKRELKLFSSQRKRENLG 

RGNVRPFPVTMTGAICEQCGG 

QrNGGDIAVFASRAGHGVCWH 

PPCFVCTVCNELLVDLIYFYQD 

GKIYCGRHHAECLKPRCAACD 

E11FADECTEAEGRHWHMKHFC 

CFECETVLGGQRY1MKEGRPYC 

CHCFESLYAEYCDTCAQH1GID 

QGQMTYDGQHWHATETCFCC 

AHCKKSLLGRPFLPKQGQIFCS 

RACSAGEDPNG SDSSDS AFQNA 

\GPRSPGAVPKLARTRARR\GAH 

AEPAQPAASEF*PAVSRRRPPVT 

ADGHAQPVQPDTQPQPGPHLE 

EPGRALPLWEQDGAEPDPEPSA 

APVRQCNIRTSYSPGGQGAGAQ 

PEMWGKHFSNPKRSSSLAMTG 

HAGSFIKECREDYYPGRLRSQE 

SYSDMSSQSFSETRGSIQVPKYE 

EEEEEEGGLSTQQCRTRHP1SSL 

K.YTEDMTPTEQTPRGSMESLAL 

SNATGLSADGGAKRQEHLSRFS 

MPDLSKDSGMNVSEKLSNMGT 

LNSSMQFRSAESVRSLLSAQQY 

QEMEGNLHQLSNPIGYRDLQSH 

GRMHQSFDFDGGMAGSKLPGQ 

EGVR1QPMSERTRRRATSRDDN 

RRFRPHRSRRSRRSRSDNALHL 

ASEREAISRLKDRPPLRAREDY 

DQFMRQRSFQESMGHGSRRDL 


7017 


37385 


A 


7071 




807 





815 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,2 17 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7018 


37386 


A 


7072 


500 


2666 


YCLRLAQVG1FPAPSRAWPVDL 

DPESRLCC FPSLG SL AN PTA VG 

LEEDREQDVGTSSRGGAWDTR1 

KRELEKMSEKCGGQINGGD1AV 

FASRAGHGVCWHPPCFVCTVC 

NELLVDLIYFYQDGKIYCGRHH 

AECLKPRCAACDEIIFADECTEA 

EGRH WH MKH FCCFECET VLGG 

QRYIMKEGRPYCCHCFESLYAE 

YCDTCAQHIGEAIFGSQLGPSV 

MRSPLFWGVGIAAAALDAVLIR 

AHQRTQGCHHELSALLAFEKG 

SEKKEEEEGGQVSRSSSLKVQA 

QELS ATEDKGH I SPFFWEA V YH 

YASGECRGPGPPYSHSLRLYSQ 

QALPTGRGPSSSQFPFCQFYCC 

YKKSLLCDCLSKSPALEKAMR 

G1DQGQMTYDGQHWHATETCF 

CCAHCKKSLLGRPFLPKQGQIF 

CSRACSAGEDPNGSDSSDSAFQ 

NA\GPRSPGAVPKLARTRARR\G 

AHAEPAQPAASEF*PAVSRRRP 

PVTADGHAQPVQPDTQPQPGP 

HLEEPGRALPLWEQDGAEPDPE 

PSAAP\RQCN1RTSYSPGGQGAG 

AQPEMWGKHFSNPKRSSSLAM 

TGHAGSFIKECREDYYPGRLRS 

QESYSDMSSQSFSETRGS1QVPK 

YEEEEEEEGGLSTQQCRTRHPIS 

SLKYTEDMTPTEQTPRGSMESL 

ALSNATGTKTCSVTFQAKETCR 

YQDAQFGKVKARVKERQSLWS 


7019 


37387 


A 


7073 




2239 




7020 


37388 


A 


7074 


1 


282 




7021 


37389 


A 


7075 


2 


430 


GFGAQDPKSLALRTHCQTSGW/ 
SLTEQDPYNNVIRTTIEALAATL 
GGTQSLHTNVFDEALGLPTDFS 
APvIARNTQIlIQEESELCRTVDPL 
AGSYGGAIIQQIDVAGGLAKRI 
EAGLSKRM1EEASAREQALIDQ 
GKRVIVGVT 



816 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7022 


37390 


A 


7076 




1561 


MVTL1LYFRFYRLNGDTLRR1QI 

HLLDKYRKVPPEPVHAD1PVGA 

RRFSRPCSWFLRITKRGYRRTV 

HAMAGQKEKLLGAGMSDYLA 

KPIEEERLHNLLLRYKPGSG1SS 

RVVTPEVNEIVVNPNATLDWQ 

LALRQAAGKTDLARDMLQML 

LDFLPEVRNKVEEQLVGENPEG 

LVDL1HKLHGSCGYSGVPRMK 

N LCQL1 EQQLRSGTKEEDLEPEL 

LELLDEMDNVAREASKILGPDK 

THLRRI RRD VL ATDPRPARDRR 

KACLHACVLRTPPLGAARAI1Q 

QIDEAGGMAKAIEAGLPKRMIE 

EASA REQSLIDQGKRVI VGVNK 

YKLDHEDETDVLEIDNVMVRN 

EQ1ASLERIRATRDDAAVTAAL 

NALTHAAQHNENLLAAAVNA 

ARVRATLGEISDALEVAFDRYL 

VPSQCVTGV1AQSYHQSEKSAS 

EFDAIVAQTEQFLADNGRRPRJ 

LIAKMGQDGHDRGAKVIASAY 

SDLGFDVDLSPMFSTPEEIARLA 

VENDVHVVGAVSSLAAGRSR 


7023 


37391 


A 


7077 




354 




7024 


37392 


A 


7078 




1 1 16 




7025 


37393 


A 


7079 




450 




7026 


37394 


A 


7080 




252 




7027 


37395 


A 


7081 




242 




7028 


37396 


A 


7082 




242 




7029 


37397 


A 


7083 




9228 




7030 


37398 


A 


7084 




664 




7031 


37399 


A 


7085 


3 


718 




7032 


37400 


A 


7086 


380 


1038 


WTRWRASAADNLAHGRWGEQ 
KLVVTTGASGAPDRQAARCAA 
SAKISWYRSKGSKHPLTPKEVE 
KTGWGLKIPG/MGQQQLPERV 
KEAARILELDGLLKRRPRELSG 
GQRQRVAMARAIVRDPAVFLF 
DEPLSNLDAKLRVQMRLELQQ 
LHRRDQVEAMTLAQRVMVMN 
GGVAEQIGTPVEVDGDDTLEIL 
GADNLAHDAGRAEAGGDWRI 
RSARRSSTCAH 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7033 


37401 


A 


7087 


380 


920 


WTRWRASAADNLAHGRWGEQ 
KLVVTTGASGAPDRQAARCGC 
IWRKISWYRSKGSKHPLTPKEV 
EKTGWGLKIPG/MGQQQLPERV 

GQRQRVAMARAIVRDPAVFLF 
DEPLSNLDAKLRVQMRLELQQ 
LHRRDQVEAMTLAQRVMVIV1N 

r:r;\/ a cfvr:TP\/i; 
uu V Aci^/JO 1 rvc 


7034 


37402 


A 


7088 


1 


258 




7035 


37403 


A 


7089 


3 


208 




7036 


37404 


A 


7090 


34 


125 




7037 


37405 


A 


7091 


1 


393 




7038 


37406 


A 


7092 


1 


690 


MVAPVY1RDQYSAL1TNIGKGD 
HTTFVKPNIPATGEFKGVGFLE 
APRGMLSHWMV1KDGI1SNYQ 
AVVPSTWNSGPRNFNDDVGPY 
EQSLVGTPVADPNKPLEVVRTI 
HSFDPCMAWVGNILLTDEAIGV 
RJVEALEQRYILPDYVEILDGGT 

AUlvlfcLLOlJlVIAINKJJrILlIAlJAl V 

SKKNAPGTMMILRDEEVPALFT 
NKISPMQLGLADVLSDLRh 1\GE 
FPKKLPWVQA 


7039 


j 7407 


A 


7093 




224 




2212 — 


J-—08 






— 






7041 


j 7409 


— 
A 




7095 




_ 








^FfT 




7^P 








ToT — 










T067 




7044 


37412 


A 


7098 




1545 




7045 


37413 


A 


7099 




2820 




7046 


37414 


A 


7100 




1223 




7047 


37415 


A 


7101 




3087 




7048 


37416 


A 


7102 




1182 


MDKFLDTYTLPRLNQEEVESLN 

RP1TGSEIVAIINSLPTKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEG1LPNSFYEASIILIPKPG 

RDTTKKENFRPISLMN1DAKILY 

KILAKRIQQHIKKLIHHDQVGFI 

PGMQGWFNIRKS1NVIQHINRA 

KDKNHMIISIDAEKAFDKIQQPF 

MLKTLNKLAQNLLKL1SNFNKV 

SGYKINVQKSQAFLYTSNRQTE 

SQ1MSELPFTIASKR1KYLGIQLT 

RDVK.DLFKENYKPLLKEIKEDT 

NKWK.NIPCSWVGR1NIVKMAIL 

PKVIYRFNAIPIKLPMTFFTELE 

KTTLKFIWNQKRAHIAKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTAWYCYQNRHIDQWNRXPSEI 

TPH1YNYLIF 



818 
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NO: 


SCQ ID NO: 
of peptide 
sequence 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7049 


37417 


B 


7103 


1 


1722 




7050 


37418 


A 


7104 




3513 




7051 


37419 


A 


7105 




2546 


MSELPFTIATKRIKYLGIQLKSD 

VKDLFKENYKPLLNEIREDTYK 

WKNTPCSWIGRIN1MNMAILPK 

V 1 YGFN AI L 1 K.LPLTF FTELEKTT 

LKFTQSLKRAHIAKTILSKKNK 

AGGIMLPDFKLYYKATVTKTA 

CTIHNSKDLEPTEMPSNDTLDK 

ENVAYIHHGILCSHSK.GRVHIL 

CRDMDEAGNHHSRQTNTGTEN 

QTLHVLTHKWELNDENTWTQ 

GGEHH1SGPVRTNNKNHMIISIG 

A EKAFDK 1 QQPFMLKTLNQLGI 

DGTYLK 1 1 R DI FD RPI ANILLNGQ 

KREASPLKTGTRQGCPLPPLLF 

NIVLE1LARAIRQEKEIKG1QLG 

KEEVKLSLFADDMIIYLENPIVS 

AQNLLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQILSELPF 

TIASKRJKYLGIQLTRDVKDLFK 

ENYKPLLNE1KEDTNKWKNIPC 

LS1GKINIMKMAILPKVIYRFNAI 

PIKLPMTFFTELEKTTLKFIWNQ 

KRARJAKTILSQKNKDGGITLPD 

FKLYYKATVTKTAWYQYQNR 

DIDQWNRTEPSEIIPHVYMHLIF 

DKPDKNKKWGKDSLFNKWCW 

ENWLAICGKLK.LDPFLTPYTKI 

NSRWIKDLNVRPKTIKTLEENL 

GNTIQD1GMGKDFMSK1PKAM 

ATKAKIDKWNL1ELKSFCTAKE 

TTI SVNRQPTEWEKIFAICLSDK 

GL1SR1YKELKQRHKKKTNNPIK 


7052 


37420 


A 


7106 




2575 




7053 


37421 


A 


7107 


1 


875 




7054 


37422 


B 


7108 




3421 




7055 


37423 


A 


7109 


1 


3790 


MELKTKARELREECRSLRSRRN 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDIIQEDFPNLARQANVQIQE 

IQRTPQRYSSRRATPRHIIVRFT 

KVEMKQKMLRAAREK.DFKPT 

K1KRDKEGHYIMVKGSIQQEEL 

T1LNIYAPNTGAPRFIKQVLSDL 

QRDLDSHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTE 


7056 


37424 


A 


7110 


134 


307 





819 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hud 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon tor peptide 
sequence 


.N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7057 


37425 


A 


71 1 1 


2 


173 


RPPRSEVPGPLSPGRPPAAGLRG 
R*PAGVRGLREPRAFSGVRVER 
RSLF1GKDMFDS 


7058 


37426 


A 


7112 


888 


1016 


VPGEIHALHSADRQHENA*NAR 
TRWQHAQSGRSPLFLALSRE 


7059 


37427 


A 


71 13 


573 


872 


SPSLLPDPDAHVGC*SRSRKRPD 
RIRRFDSR*NGLFYCRKTS*PFH 
*G*MCQ*YQTDPRSNAQCHPVL 
LRLWWPGDEYDFLCRSGSVGS 
VRQSGRASGL 


7060 


37428 


A 


7114 




654 




7061 


37429 


A 


7115 


71 


2776 




7062 


37430 


A 


7116 


31 


1016 


TVLPERPYNRKSSRRNRCGNGP 
PARSFCPSSGRSRRRSSSPATGP/ 
HTAIASALPRIAFGK1SDSSTQH 
TGPQDMAKAAT*NSLRGSMRY 
SFK.PMVGRWIKSCLRPVWC 


7063 


37431 


A 


7117 


279 


1243 


SVLLMCAADYLPRPPDVQTCN 
AVRVWLRYHRSNHGTPPDFSP 
GPVSAWYYAH/QPKIP1WSQ/QR 
GFTD/R*TRHKCPQRFAVPDK*I 
SSPD*AMNYYRKIHRPAPRHTA 
PTQKARLMADKSSLRHRHNSA 
NK.RRSASPLSSAGYP/GKRIRAQ 
NLIPASTTNGQLR1RQRR1SQAR 
**TKRMARKGS!SPISAVSNSLN 
SS*AS1IVSSCIRCSALSPLSN1HK 
S*TAGPWGASSRKTNIGLSRQRJ 
FPAWQSPCSRRTVKSSRQCAVT 
AAISSSVAFRNAAFNPEGISVAS 
SNSLRGSMRYSFKPMVGRW1KS 
CLRPVWC1RPK 


7064 


37432 


B 


71 18 


1 


726 




7065 


37433 


A 


71 19 


1 


138 


















7067 


37435 


B 


7121 


1 


1524 




7068 


37436 


B 


7122 


1 


1521 




7069 


37437 


A 


7123 


1 


1494 




7070 


37438 


B 


7124 


4 


1698 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop eodon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7071 


37439 


A 


7125 




1725 


melktkarelreecrslrsrcd 

qleerpnlrjligvpesdgengt 

klentlqdhqenfpnlakqvn 

vqiqeiqrtpqryslrratprhii 

vrftkvemkekmlraarek.gr 

vtlkgkpirltadlsaetlqar 

rewgpifnilkeknfqprisypa 

klsfisege1ksftdkqmlrdfv 

ttrpalqellkealnmernnrs 

wffekinkidrplarvikkkre 

knqidaikndkedittnpteiqti 

ireyykhlypnklenleemdtf 

ldtytfprlnqeeveslntsitg 

seivaiisiayqpkkvqdqmdpq 

pnstrvlevlarairqeke1kg1 

qlgkeevklslfaddmivylen 

pivsaqnllkl1snfskvsgyki 

nvqksqaflytnnrqtesqims 

elpftiaskrikclgiqltrdvk 

dlfkenykpllke1kedtnkw 

knipcswvgrinivkmailpkvi 

Y RFNAIPIKLPMTFFTDLEKTTL 
NFIWNQKRARITKSILSQKNKA 
GGITLPDFKLYYTATVTKTAW 
YWYQNNRWYWYQIMRDIDQWN 
RTEPSE1TPHVYNYI .IF 


7072 


37440 


A 


7126 


1 


2478 





821 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ IB NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7073 


37441 


A 


7127 


1 


1746 


METQKTLQKINESRSWFFEK.1N 

KIDRPLARLIKKKREKNQIDTIK. 

NDKGDITTDPTE1QTT1REYYKH 

LYANKLENLEEMDKFLDTYTL 

PRLNQEEAESLNKPITGPE1EAI1 

NSLPTKKIPGPDGFTAEFYQRY 

KEELQH1KKLIHHDQVGFIPGM 

QGWFNIHKLINVIQYINRTKDK 

NHMIISIDAEKASDKIQQPFMLK 

TLNKLGIDGTYLKIIRAIYDKPT 

AN 1 1 LNGQKLE AFPLKTGTRQG 

CLLSPLLFNIVLEVLARAIRQEK 

EKKC I RLGKEEVKLSLFADDMI 

VYLENP1VSAQNLLKL1SNFSKV 

SGYKINVQKSQAFLYTNNRQIE 

SQIMSELPFT1ASKRIQYLG1QLT 

RDVKDLFKENYKPLLNEIKEDT 

NKWKNIPCSW1GRFNIMKMAM 

LPKVIYRFDAIPIKLPMTFFTELE 

KTTLKFIWNQKRAR1AKSILSQ 

KNKAGG1TLPDFKLYYKAIVTK 

1 A WYWYQKRDVOQ WNR1EPS 

ETI PH1CNHLIFDKPDKNKQWG 

KDSLFNKWCWE1WLAIGRKRK 

LDPFLTPYTKINSRW1KDFNIRP 

KTIKTLEESLGMQDISMGKKFTS 


7074 


37442 


A 


7128 


1 


1908 — 












[ - 


m 




— 


Tfiti 


^— 


TeII 








ion 


37445 


B 


7131 


1 


1569 




7078 


37446 


A 


7132 


1 


1593 




7079 


37447 


A 


7133 


1 


1520 




7080 


37448 


B 


7134 


1 


2796 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7081 


37449 


A 


7135 


101 


1686 


S1AYQPKRVQDQMDSQPNSTR 

AN 1 1 LNGQKLE AFPLKATGTRQF 

SKENFE\PLSPLLFNIVLEVLARA 

IRQEKEIKGIQLGKEEIKLSLFA 

DDMIVYLENPIVSAQNLLKLISN 

FSKVSGYKINVQKSQAFLYTNN 

RQTESQIMSELPFTIASKRIKYL 

G IQLTRD VKDLFKQN YKPRLKE 

IrCEDTNKWKNIPCSWVERIYIV 

KMAILPKVIYRFSAIPIKLPMTFF 

TELEKTTLKFIWNQK.RAR1AK.SI 

LSQKNKAGGITLPDFKLYYKDT 

VTKTAWYWYQNRDIDQWNRT 

EPSE1MPHIYNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLALCR 

KLKLNPFLTPYTKINSRWIKDL 

NVRPQTIKTLEENLGITIQDIGM 

GKDFRSKTPKA MATKAKSDK 

WDL1KLKSFCTAKETTIRMNRQ 

PTK.WEKIFATYSSDKGL1SRIYN 

ELKQIYKKKTNNP1KKWAKDIN 

RHFSKEDI YAAKR1 IMKKCSSSL 

AIRQMQ1KTTMRYHLTPVRMAI 

IKKSGNNRDMDEIGNHPSQ 


7082 


37450 


A 


7136 


1364 


3024 


TEPKTKTT*LSQ*MQKRPLTKF 
KNASC*KLS1N/IVLEVLARAIRQ 
EKE1KGVQLGK.EEVKLSLFADD 
MIVYLENP1VSAQNLLNLISNFS 
KVSGYKINVQKSQAFLYTNNR 
QTESQIMSELPFTIASKRIKYLGI 
QLTRDVKDLFKENYKPLLNER 
KEDTNKWKNIPCSWVER1NIVK 
MAILPKVIYRFNAIPIKLPMTFF 
TELEKTTLKFIWNQKRARJAKSI 
LSQKNKAGG1TLPDFKLYYKAT 
VTKTAWYSYQNRDIDQWNRTE 
PSEILPRIYNYLIFDKPEKNKQW 
GKDSLFNKWCWENWLAICRKL 
KLDPFLKPYTKIKSGWIKDLNV 
RPKTI KTLEEN LGITIQDIGMGK 
DFMSKTPKAMATKAKIDKWDL 
I1CLKSFCTAKETTIRVNRQPTER 
EKIFATYSSDKGLISRIYKELKQI 
YKKRTNNL1KKWVKDMNRHFS 
KEDVYAAKrCHMKKCSSSLAlR 
EMQIK.TTMRYHLTPVRMA1IKK 
SGNNRITIVLLPGSLIVRSFHVTL 
NAJLLHPGLTLFSPSAGRRDIPR 
VAFSYLAFSAQPSHNTPVN 


7083 


37451 


A 


7137 


1 


2274 




7084 


37452 


A 


7138 


2 


2348 
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NO: 


SEQ ID NO: 
of peptide 


hod 


in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7085 


37453 


A 


7139 


1 


2202 




7086 


37454 


A 


7140 




2823 




7087 


37455 


A 


7141 


1052 


3831 


RHKKPFKKSMN PGAGFFERINK 

1 D RPL A RLTKRK REKNQIHA1K 

NDK.GDITTDPTEIQTTIREYYKH 

LYANKLENLEEMDKFLDTYTL 

PRLNQEEIESLNRPITGAEIVAII 

NSLPTKKSPGPDGFTAEFYQRY 

KEELVPFLLKLFQSIEKEGILPNS 

FYEASINLIPKPGRDTTKKENFR 

P1SLMNIDAKILSK1LANRJQQHI 

KKLIHHDQVGFIPGMQGWFN1C 

KSrNVIQHINRTKDKNHMlISID 


7088 


37456 


A 


7142 




327 




7089 


37457 


A 


7143 




446 




7090 


37458 


A 


7144 


382 


1485 




7091 


37459 


A 


7145 




378 




7092 


37460 


A 


7146 




217 




7093 


37461 


A 


7147 




483 




7094 


37462 


A 


7148 




1260 


















7096 


37464 


A 


7150 




182 


RQGLLVSPRLVQKGEIRTPGLK 
RSSRLDLQKC*DYRHEPSSLAS 
EAPSVWVLLPPWRQS 


7097 


37465 


A 


7151 


1 


1914 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7098 


37466 


A 


7152 




2200 


MKLTTHRENMALTNGFCHHIA 

AQQNLYTNTLLAAR1KQRLTEQ 

FELMLRQAQIDFAGKAHSLTEA 

QANTTQVSAERDRLFKNYQRY 

LKGSQAAVNPFSERDIDDARQN 

FLAQDALAQ1QSQLDSLVNGEQ 

SQ1VSLKAQLAEAKYNLEQTIV 

RAPSNGYVTQVLIRPGTYAASL 

PLRPVMVFIPDQKRQ1VAQFRQ 

NSLLRLAPGDDA E V VFN ALPG 

KVFSGK.LAA1SPAVPGGAYQST 

GTLQTLNTAPGSDGVIATIELDE 

HTDLSALPDGIYAQNPKNLK1V 

ELKAPQLPRSLDDAQI A L A V1N 

TTYASQIGLTPAKDGIFVEDKES 

PYVNLIVTREDNKDAENVKKF 

VQAYQSDE1PCRTRSKHCTPAE 

SGACKTESAARHAGPNLYQCR 

R1RS ANRSA I SVKG WRTPC1PDS 

LPAVEWLTYGSGYLAGMKLGD 

TPLVEYTRDRLHRETLRSFGRY 

ELTTAYTPAGQLQSQHLNSLLS 

DRD Y T WN DNGEL1RISS PRQTR 

SYSYSTTGRLTGVHTTAANLDI 

RJPYATDPAGNRLPDPELHPDST 

LSMWPDNRIARDDNYLYRYDR 

HGRLTEKTDL1PEGVIRTDDERT 

HRYHYDSQHRLVHYTRTQYEE 

PLVESRYLYDPLG\RRVAKRVW 

RRERDLTGWMSLSRKPQVTWY 

G WDG DRLTTIQNDRTR1QTI YQ 

PGSFTPLIRVETATGELAKTQRR 


7099 


37467 


A 


7153 


719 


1575 




7100 


37468 


A 


7154 


1 


239 




7101 


37469 


A 


7155 


1 


735 


FNDDSPEARKITRRWRIGEAAD 
LVGVSSQA1RDAEKAGR\LP\HP 
D\MEIRGRVEQRVGYTIEQFNH 
MRDVFGTRLRRAEDVFPPVIGV 
AAHKELNNDYTSKKVMKPLIT 
SNTVTDEIERANVLKMNGKWY 
LFTDSRGSKMTIDGrNSNDIYM 
LGYVSNSLTGPYKPLNK.TGLVL 
QMALDPNDVTFTYSHFAVPQT 
KGNNVVITSYMTNRGFFEDKK 
ATFAPSFLMNIKGNKTSVVKNS 
ILEQGQLT 


7102 


37470 


A 


7156 


1 


4368 




7103 


37471 


A 


7157 




1452 




7104 


37472 


A 


7158 


1 


516 




7105 


37473 


A 


7159 




743 





825 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


7106 


37474 


A 


7160 




1743 


DSPEVARKITRRWRIGEAADLV 

GVSSQAIRDAEKAGRLPHPDME 

1RGRVEQRVGYTIEQINHMRDV 

FGTRLRRAEDVFPPVIGVAAHK 

GNDPQGTASMYHGWVPDLH1H 

AEDTLLPFYLGEKDD VTY A 1 KP 

TCWPGLDIIPSCLALHRJETELM 

GKJFDEAQPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT 

KYSNSNGSQSPWMEEQ1RDAW 

GSMVLKNVVRETDEVGKGQIR 

MRTVFEQAIDQRSSTDTSLSTP 

AAPMVDSLIARVGVMARGNAI 

TLP VCGRD V KFTLE V LRGDS VE 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFGRRVSG 

VIE1ADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSA YERGQRYA SRLQN EFAG 

KYFLRWLMRK1FHIITRCINTAK. 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQASNLHE 

QKKAGVIFEAEEVITLLTSVLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKMVLNLDRSRVPTECIEKI 

EA1LKELEKPAP 


7107 


37475 


A 


7161 


1 


438 




7108 


37476 


A 


7162 


1 


3216 


MKLMETLNQCINAGHEMTKAl 
A1AQFNDDSPEARKITRRWR1G 
EAADLVGVSSQAIRDAEKAGR 
LPHPDME1RGRVEQRVGYTIEQI 
NHMRDVFGTRLRRAEDVFPPG 
FGDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
S L V K.RKTTL A PN TQTA S PRA L A 

UoLlvl^LAKt^V olvb/ V JvKAr 1 

WPGLDI1PSC\LALPRIETELMGK 
FDEGKLPTDPHLMLRL AI ETV A 
HDYDVIVIDSAPNLG 


7109 


37477 


A 


7163 


1 


513 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of'last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 


71 10 


37478 


A 


7164 


1 


2027 


MRGHREKAAACK.PRTRASEGT 

TPASTFILDFQPPNCNYTSGDNH 

TLRDPHYVEDKGHKYLVFEAN 

TGTENGYQGEESLFNKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALGIIELNNDYTLK.K.VM 

KPLITSNTVTDEIERANVFKMN 

GKWYLFTDSRGSKMTIDGINSN 

DIYMLGYVSNSLTGPYKPLNKT 

GLVLQMGLDPNDVTFTYSHFA 

V PQ A KGILCEEDN YTAGDNHM 

MRAPHCEEDRAHKFVVFDANA 

GTESGHQGESSLFNRACGGGGT 

FFFSKESQKLQQS AKKRDC IN A 

GHEMTKAIAIAQFNDDSPEARK 

ITRRWR1GEAADLVGVSSQAIR 

DA EK AGRLPHPDMEIRGRVEQ 

RVGYTIEQINHMRDVFGTRLKR 

AEDVFPPV1GVAAHKGGVYKT 

SVSVHLAQDLALKGSLLLPKND 

FLFKLGLEGHLPLGK1HSPPTGA 

DVARGSSGLPKSELFLPERNTQ 

ELQQDSEEGPLALQVLQSNLM 

DFADFGTTIKQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSL 

VKRKTTLAPNTQTASPRALADS 

LMQLARQVSRLESGQNNDGIC 

EIHVAKYVE1FGLTSAEASKDIR 

QALKSFAGKLVVFYRPE/VGCR 

R*KRL*1FSLVYQTCAQSIQRAL 

QCTYQPISHSLLYRVTEPVYAV 


7111 


37479 


A 


7165 




750 




7112 


37480 


A 


7166 




723 




7113 


37481 


B 


7167 




1156 




7114 


37482 


A 


7168 




999 




7115 


37483 


A 


7169 




529 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQA1RDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQI 
NHMRDVFVAGDEKGYESFPWF 

lis. 1 L-ANrirorvUL Y avrllNr I Llro 

LSGYRTGLRSFGLVKQKKSPIR 
MPCVYTNPCVSIVSRMAQASSL 


7116 


37484 


A 


7170 


1 


1038 




7117 


37485 


A 


7171 


1 


1098 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7118 


37486 


A 


7172 


1 


838 


MKLMETLNQCINAGHEMTKA1 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQA1RDAEKAGR 

LPHPDMEIRGRVEQRVGYT1EQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTE 

TMYHGWVPDLHIHAEDTLLPF 

YLGEKDD VTY A I K.PTC WPGLDI 

IPSCLALHRIETELMGKFDEGSL 

PTDPHLMYYYQAPCMKSNNAL 

IVILGTVTLDAVGIGLVMPV\CR 

ASCG1SSIPTASPVTMACC 


7119 


37487 


B 


7173 


1 


1212 




7120 


37488 


A 


7174 


1 


738 




7121 


37489 


A 


7175 


1 


654 




7122 


37490 


A 


7176 


1 


448 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQA1RDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQI 
NHMRDVFGTRLRRAEDVFPPVI 
GVAAHK\AGNLSCQLH**IGQR 
AGRGGLRIGRQGGFSFIIQ 


7123 


37491 


B 


7177 




753 




7124 


37492 


A 


7178 




345 




7125 


37493 


A 


7179 




516 




7126 


37494 


A 


7180 




1989 




7127 


37495 


B 


7181 




1 191 




7128 


37496 


A 


7182 




669 




7129 


37497 


A 


7183 




574 




7130 


37498 


A 


7184 




934 




7131 


37499 


A 


7185 




1281 




7132 


37500 


A 


7186 




324 




7133 


37501 


A 


7187 




817 




7134 


37502 


A 


7188 




587 




7135 


37503 


B 


7189 




610 




7136 


37504 


A 


7190 




882 




7137 


37505 


A 


7191 




1077 




7138 


37506 


A 


7192 




418 




7139 


37507 


A 


7193 




840 




7140 


37508 


A 


7194 




337 


MKLMETLNQCINAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQAIRDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQI 
NHMRNWFGSGLRRPTAELKCA 
SQT 


7141 


37509 


A 










7142 


37510 


A 


7196 




1080 




7143 


37511 


A 


7197 




1170 




7144 


37512 


B 


7198 




1296 




7145 


37513 


A 


7199 




1179 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possible nucleotide insertion) 


7146 


37514 


A 


7200 




507 




7147 


37515 


A 


7201 




41 1 




7148 


37516 


A 


7202 




793 




7149 


37517 


B 


7203 


366 


1502 




7150 


37518 


A 


7204 




1 107 




7151 


37519 


A 


7205 




2388 




7152 


37520 


B 


7206 




2260 




7153 


37521 


A 


7207 




1067 




7154 


37522 


B 


7208 


563 


1467 




7155 


37523 


B 


7209 




1272 




7156 


37524 


A 


7210 




1722 




7157 


37525 


B 


7211 




1917 




7158 


37526 


A 


7212 




2679 




7159 


37527 


A 


7213 




1207 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

E AADLVG VSSQA IRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPG 

FGDFA\HFGNHHQNRJFALLGQ 

TSVDRLLQLSQGQAVKGNQLL 

PVSLVKRKTTLAPNTQTASPRA 

LADSLMQLARQVSRLESGQAIR 

DAEKAGRLPHPDME1RGRVEQ 

RVGYT1EQ1NHMRDVFGTRLRR 

AEDVFPPV1GVAAHKGGVYKT 

SVSVHLAQDLALKGLRVLLVE 

AARGLKKRGLAGTAQGPGEPG 

EAPKGKKGKTEPGHERKGNWT 

GKGPQ1REGTSPNPPREHGGEC 

APPPPSAKRKQPKAQKRK AN SN 

A H PRQPKPKKKRPKRQTN SRTN 

TRSGKRQNKQPEEPK 


7160 


37528 


A 


7214 


1 


2757 




7161 


37529 


A 


7215 


1 


2984 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pussible nucleotide 
deletion, \=possible nucleotide insertion) 


7162 


37530 


A 


7216 




2387 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARK1TRRWRIG 
EAADLVGVSSQAIRDAEKAGR 
LPHPDME1RGRVEQRVGYTIEQ1 
NHMRDVFGTRLRRAEDVFPPVI 
GVAAHKAKGLTALSPQTDWNR 
KRNSSKPLAQVQEEDSAWHPE 

clqktrqawcdnlktchtshg 
svmaetavinhkxrknsppjvq 
sndlteaayslsrdqkrmlyl 
fvdqirksdgtlqehdgice1hv 
aky aeifg lts a e ask.d i rq a l 
ksfagkevvfyrpeedagdek 
gyesfpwfikrahspsrglysv 
hinpylipffiglqnpltqfrt.se 
tkeitnpyamrlyeslcqyrkp 
dgsgivslkidw1ieryqlpqsy 
qrmpdfrrrflqcinaghemt 
kaiaiaqfnddspearkitrrw 

RIGEAADLVGVSSQA1RDAEKA 
GRLPHPDMEIRGRVEQRVGYTI 
EQ1NHMRDVFGTRLRRAEDVFP 

pvigvaahkggvykmlisvhl 
aqdlalkglpgllr\egndpqg 
\ttsmyhgwvpdlhihaedtll 
pfylgekddvp\ya1kptcwag 
awhfflpcralhrietelmgkf 

DEGKLPTDPHLMLRLAIETVAH 
nvnvivinc.Ap\ii p.ip.tiisjvx/i^a 

ADVLIVPTPAELFDYTSALQFFD 
MLRDLLKNVDLKGFEPDVFIRD 
KLMERRNRRTGRTEKAR1WEV 


7163 


37531 


A 


7217 


1 


917 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


7164 


37532 


A 


7218 




1862 


MKLMETLNHCINAGHEMTKAV 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQ A I RDAEKAG R 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPV1 

GVAAHKGGVYKTSVSVHLAY 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYA1KPTCWPGLDI 

IPSCLALHRIETELWGK/FDEGR 

SFMPGPP/HHHPLGRSSQ*QVSN 

SLDRAAKGN*KPLCHCPCSGTT 

HATLRLIKEQRPYVPYAHLQQA 

VVDPRRGGHMVLI/NVVRVTG 

DVGKGQIRMRTVVEQA1DQRSS 

TGAWRNALSIWEPVCNEIFYRL 

IKPRWEIRWGKRAPVIPKHTLN 

TQPVEDTSLSTPAAPMVDSLIA 

RVGVMARGNAITLPVCGRDVK. 

FTLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDL1PSFLLTGQ 

QTPAFGRRVSGVIE1ADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADAEN 

1SRK1ITRC1NTAKLPKSVVALFS 

HPGEAICPVRMFRM KLM ETLN 

QC1NAGHEMTKA1AIAQFN DDS 

PGSEENNPALENR 


7165 


37533 


A 


7219 


1 


2724 




7166 


37534 


A 


7220 


1 


3252 


FNDDSPEARKITRRWRIGEAAD 
LVGVSSQAIRDAEKAGRLPHPD 
MEIRGRVEQRVGYTIEQ1NHMR 
DVFGTRLRRAEDVFPPFNDDSP 
EARKITRRWRIGEAADLVGVSS 
QAIRDAEKAGRSTATRILEIRGR 
VEQRVGYTIEQ1NHMRDVFGTR 
LRRAEDVFPPVIGVAAHKGGV 
YKTSVSVHLAQDLALKGLRVL 

L V c,U Kor r t^l I At_-L Ll^ Y 30 W JJ V 

SSEKPAALNKNKSEMRGDFAD 
FGTTIKQDFRLLGQT 


7167 


37535 


A 


7221 


1 


465 




7168 


37536 


A 


7222 


1 


291 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


7169 


37537 


A 


7223 




1710 


MLCTKWDKLGLEKNAGKNKN 

AYKWYGWPANAPDEPH1EQLV 

GECRVMRQLKRLISRIAPSPSSV 

MVVGESGTA1PVVSHAEFKGGF 

AD1GVHYLDWTSRTTEKSSTKS 

HKDDFGYLEFEGGANFSWGEM 

YGFFDWENFYNGRHNKPGSEQ 

RYTFKNTNRIYLGDTGFNLYLH 

AYGTYGSANRVNFHDDM\FLA 

GFGFQF*PAGGW/WGSNPFFAK\ 

RYTRSKPYYTAGDNGYVVAGWV 

AGYNFMLGSEKFTLTNWNEYE 

FDRDATYAADFLPLYDVDCQD 

NGNLEYDTYSQPEWrCHNLFDH 

YLAVLYRFKDESGKEQFSGAV 

VKTREATPGKEIEAITRRMLDFS 

PRLKKLADCPSPRPVFEALCICS 

MLDALLLLCPLDYHASCDNYS 

YALLDPQGFPLPHRRLWGPYID 

VDVPMLHLIQHAWAQDALLSC 

LYSDLLYMSSFPYPAGTLTRLM 

GVTSYNHKNTLLTYCITLMSTI 

RFAYDGDEEIAMKYTDFLKGE 

LSMNIRPLHDRVIVKRKEVETK 

SAGGIVLTGSASAKSTRGEVLA 

VGNGRILENGEVKPLDVKIGDI 

VFFNDGYRGEI 


7170 


37538 


A 


7224 


678 


1588 


RTQHKASLHGRASAFCPPRLFA 
PQAPRLFDHRGFLTFASANFAA 
VAFCPPRLFPPTGAAAVCPLPLF 
APRRFLPPPPPRLFRCHGFFPPC 
LGFLTSAAFFLPPPRLFALRRRG 
FLPFAAAAAFFPTRLFAPPPTQL 
FAPSPPWLFAAAAFCPPWLSAP 
TPPRLFVPAAAAFCCRDFLPPSP 
PLFRHRDFLPPPPRIFVPAAAAL 
RAGAADSAAGSTGVLGQDLWS 
RCVVGTGMEAPGSRGGGGGLR 
EDIPLPPEFPSGPALSSCR*GNRR 
PEGEMTCQEPLLS/CSWIP*VKE 
FETNPDNIVRPH 



832 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7171 


37539 


A 


7225 




1627 


MTK.QLELPQSPGEVPGSDYPLL 

1ACAY1GFLTWGGGFSGSMPLL 

AATPGNPVEHIAGLIPVGDTLFS 

GFN1F1TVALIVVMPFITRMMMP 

KPSDVVSIDPKLLMEEADFQKQ 

LPKDAPPSERLEESRILTLIIGAL 

GIAYLAMYFSEHGFNITINTVNL 

MFMIAGLLLHKTPMAYMRAIS 

AAARSTAGILVQFPFYAGIQLM 

MEHSVTGIEAAMLDLLGQHLG 

VNVASLLGDGQQRSEVEMLGY 

LFFVGNRKATPLPYQSQPDDSC 

DWYRLRHEEAMTPDAVVRLAE 

AAYEKYGFNDFKLKGGVLAGE 

EEAESIVALAQRJFPQARITLDPN 

GAWVSLNEAIKIGKYLKGSLAY 

AEDPCGAEQGFSGREVMAEFR 

RATG LPTATNMI ATN WREMG H 

AV1AQ\SVDIPLADPHFWTMQG 

SVRVAQMCHEFGLTWGSHSNN 

HFDISLAMFTHVGAAAPGNPTA 

1 DTHW1WQEG DCRLTQNPLEIK 

KGKIAVPDAPGLGVELDWEQV 

QKAHEAYKRLPGGARNDAGP 

MQYLIPGWTFDRKRPVFGRH 


7172 


37540 


A 


7226 


3 


655 




7173 


37541 


A 


7227 


1 


633 




7174 


37542 


A 


7228 


1 


630 




7175 


37543 


A 


7229 


362 


1491 


PTLSVIHESMRFFIRHQPENLTL 

vvlsrnlpqlalpicvfvincw 
klavsnwhlpistgcavtkdg 
rwspeftitgqa/wdlpvvgyr 
ngvaqplrlwqathahpfdlt 
kfndgdflraeqqg1naekltk 
vlypndnhtagkklrlmqqyf 
qcacsvadilrrhhlagrklh 
el a d ye viqlndthpti a i pel l 
rvlidehqmswddawaitskt 
faytnhtlmpealerwdvk.lv 
kgplprhmqiineintrfktldl 
qdaeh rplkmrgcllcqchtl 

FQGKHRFFTGAGGNRQNNVIE 
HLVAASRYRFTTASRRPLFTAG 
FTLLTAFLFHSNFAEGVNSLMF 
MKNLT1SGGFLLLAITGPGAYS1 
DRLLNKKW 


7176 


37544 


A 


7230 


1 


660 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7177 


37545 


A 


7231 


545 


1322 


KHAEHLGQATHAHPFILTKFNP 
GYFIARRQTTRGfNAEKALAKIFF 
\PICANHFAGKKLRLMQQYFQC 
ACSVADILRVRHHLAGRKLHEL 
ADYEVIQLND THPTIAIPELLRV 
L1DEHQMSWDDAWAITSKTFA 
YTNHTLM PEALER WDVKLVKG 
LLPRHMQIINEINTRFKTLVEKT 
WPGDEKVWAKLA V VHDKQ VH 
MANLCVVGGFAVNGVAALHS 
DLVVKDLFPEYHQLWPNKFHN 
VTNGITPRRWUKQCNPALAALL 


7178 


37546 


A 


7232 


641 


874 


KYPTPGRDLRMF1TGLSERL*EI 
TSLLKRSITGDKYSLRPLTANSV 
TSVTHFSFGRVALKSLSSVRAV 
SLDLNRCFK 


7179 


37547 


A 


7233 


1 


693 




7180 


37548 


A 


7234 


980 


1305 


TWLRICSIRHSKSLILTSI/HVLH 
SDQGWQYRMRRYQN1LKEHG1 
KQSMSRKGNCLDNAVVECFFG 
TLKSECFYLDEFSTMISELKDAVT 
EY1EYYNSRRISLKLKGSDSN 


7181 


37549 


A 


7235 


1 


3219 




7182 


37550 


C 


7236 




7521 




7183 


37551 


A 


7237 


1351 


2117 


CDRILCSACCAEPQPVSHLHRL 

RRSFSERQPDGNGSQNPASRDR/ 

DVVDVTVIAW1EHRGGHEAPS 

GPGEDGMDAPAIAAGTFSPREA 

STLPVQVS*VCRLNCCSRDVPK 

ATRVPL/EK.LAGPLRHPLFMLF 

QTCLHLSLFTHHFADDSRRLQIF 

SVGFVAGLKQQYRRDLLQGDV 

NPRMATAVGNDQVWFQSGNG 

FQARLRARSDGLPRFQVRTH FG 

QDAFCIV1VGNTDRDDVHGGQ 

RIGEREFQHHNPLWRFFEC 


7184 


37552 


A 


7238 


690 


868 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7185 


37553 


A 


7239 


2607 


3692 


TWLRICSIRHSKSLILTSI/HVLH 

SDQGWQYRMRRYQN1LK.EHGI 

KQSMSRKGNCLDNAVVECFFG 

TLKSECFYLDEFSNISELKDAVT 

EYIEYYNSRRISLK.LK.GLTPIEY 

RNQTYM PRVNCPLFDTLRI PDI 

GGVVRARAIAKLLNDTDMAIID 

KRRPRANVSQVMH11GDVAGR 

DCVLVDDMIDTGGTLCKAAEA 

LKERGAKRVFAYATHPIFSGNA 

ANNLRNSVIDEVVVCDTIPLSD 

EIKSLPNVRTLTLSEKYTAARFT 

RDLIAGITVGI1AIPLAMALAIGS 

GVAPQYGLYTAAVAGIVIALTG 

GSRFSVSGPTAAFVVILYPVSQ 

QFGLAGLLVATLLLGDLFDSDG 


7186 


37554 


A 


7240 


1326 


3930 


NVLRGISAAFFVG*AKAPRNGT 
Q 


7187 


37555 


A 


7241 


3 


195 


RVDDFVGGAGAPASPGL*QCG 
QLQKL1G I SIG SL RG LGTKCAVS 
NDLTEQEIRTLEHCPNSFF 


7188 


37556 


R 


7242 


75 


402 




7189 


37557 


A 


7243 




309 




7190 


37558 


A 


7244 




187 




7191 


37559 


A 


7245 


383 


1778 




7192 


37560 


A 


7246 


2 


447 


IREKL1RLQHENKMLKLNQEGS 
DNEKIALLQSLLDDANLRKNEL 
ETE/Q*VLVPINFPLTTAFAVSH 
RFRLVNQRLLEVQSQVEELQKS 
LQDQGSKAEDSVLLKKKLEEH 
LEKLHEANNELQKKRA1IEDLE 
PRFNNSSLKIEELQEALR 


7193 


37561 


B 


7247 


80 


1042 




7194 


37562 


A 


7248 


1 


192 




7195 


37563 


A 


7249 




62 




7196 


37564 


B 


7250 


219 


230 




7197 


37565 


A 


7251 


246 


594 




7198 


37566 


A 


7252 




316 




7199 


37567 


A 


7253 


1 


1059 




7200 


37568 


A 


7254 


1 


516 


EDALEQEK.KELQIQVEHYEFQT 
RQLELKAKNYADQISRLEERES 
EMKKEYNALHQRHTEMIQTYV 
EHIERSKMQQVGGNSQTESSLP 
GRSRKERPTSLNVFPLADGT/CT 
CTDRGQARACGGPLAPE*PRPA 
AVQLQLPGFVAVPWSERLLPV 
AGVPRSLGREPRLQAALHGS 


7201 


37569 


A 


7255 


1 


1176 




7202 


37570 


A 


7256 


1 


749 




7203 


37571 


A 


7257 


1 


691 
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SEQ ID NO: 




S£Q II) MO: 






Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


^cation of first 


codon for last amino acid 


*=Stop codon, /=possibIe nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


7204 


37572 


A 


7258 


2 


810 


VMMTGYNNGRCPRNSLYSDCII 














EEKTVVLQKKDNEGFGFVLRG 














AKADTPIEEFTPTPAFPALQYL\ 














ESVDEGGVAWQAGLRTGDFL1 














EVNNENVVKVGHRQVVNMIR 














QGGNH\LFLKVVTVTRNLDPDD 














TARKKAPPPPKRAPTTALTLRS 














KSMTSELEELVDKASVRKKKD 














KPEEIVPASK.PSRAAENMAVEP 














RVATIKQRPSSRCFPAGSDMNS 














V YERQGI A VMTPTV PG SPK APF 














LG1PRGTMRRQKSIGKKCGTPP 














QKLPLGFQTQP 


7205 


37573 


A 


7259 


1 


1416 




7206 


37574 


A 


7260 


2 


1 142 




7207 


37575 


A 


7261 


1 


576 




7208 


37576 


A 


7262 


21 


289 




7209 


37577 


A 


7263 


2 


372 




7210 


37578 


A 


7264 


170 


655 


VRRRILGALFTWICSVTRESTSK 














PLSSALLSAKLLHRARSRTGLS 














GRN PKT1 SQDLQF A AIGS PLTES 














LNLHSRQALRDCCWTHTIPPNP 














*ICTHARR/WRDCCWTHT1PPNP 














DTVWRFPLSSPVSAAPKQERAS 














SEPCSWSHWCRCSLSWLSSIPTE 














GCTPVCSSICLLMATFPMFSLIK 














IVR 


721 1 


37579 


A 


7265 


1 


1725 




7212 


37580 


A 


7266 


307 


686 


PRRTPMKSCKIKEVPIFVFPLRT 














TRENCLRP1KGYAIYEKAPRSIL 














KDVHLTRNQCVPIPDRYKWWS 














WQVCRRPKQWGWTQGPVAPK 














RSAEFFAAHA*KRRRVMLNLR 














GLDVDSLVIEH1QVNKAP 


7213 


37581 


A 


7267 


1 


276 




7214 


37582 


A 


7268 


1 


726 




7215 


37583 


A 


7269 


3 


231 




7216 


37584 


A 


7270 


1 


217 




7217 


37585 


A 


7271 


3 


283 


KRKTEGDAKGDKAKVKDESQR 














RSARLSAKPAPPKPEPKPK.KAP 














AKKGEKVPKGKKRKADAG1CE 














iyevj Y WKol^ VrvClrir L u Y r W L 














YSLKYYFI 


7218 


37586 


A 


7272 


1 


1188 




7219 


37587 


A 


7273 


5 


365 




7220 


37588 


A 


7274 


1 


453 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7221 


37589 


A 


7275 




441 


RQPAHPGTSSAAAAPRKRSAAA 

HAGVAVAASARLPPCAGCGLR 

AAPPLLASSARLRALRRP\GGL 

WAAGCAPAAGQLCTAAGSAAP 

GALQRCGGRHG1TRPWCAEIAS 

AG * G SGG SRWGC WPCPCLLRT 

CTSHPLSSPLPFTHGSLQASFSL 

TRDCVSSTKTLWVWLEVQR 


7222 


37590 


A 


7276 


2 


1957 




7223 


37591 


A 


7277 


1 


678 




7224 


37592 


A 


7278 




720 




7225 


37593 


A 


7279 


190 


2947 


QALQRGLLSR/DRAPCSSKLSW 

RS/SPRRRAGTGPVQEEVALKP 

VLLRHPVQPVIRVKLPRICLLEE 

AGQLRGVHRLESVEEYYEADG 

AEWGPPDTAMLESLPEMAGKH 

SLPQLLDSSSASQPGAIQIIYSML 

YQ1HYLKHLLSSYWGASQWKH 

TRHTHYFESLW*EHLPS*KYQK 

REKWADLTRSLENP\GQQPRDS 

WEPSGFWALPQAGDSCQTSQSP 

RKPTGPPKPSPPPEEGRLLR/CPT 

MPVMRKSLTE 


7226 


37594 


A 


7280 


3 


439 




7227 


37595 


A 


7281 


1 


273 




7228 


37596 


A 


7282 


2 


1664 




7229 


37597 


A 


7283 


1 


7511 




7230 


37598 


A 


7284 


1 


5046 




7231 


37599 


A 


7285 


42 


8716 




7232 


37600 


A 


7286 


2 


201 




7233 


37601 


A 


7287 


2 


797 


CS/GSPPTCRQAQTSLEVALYM 

FLQNPDTEAVLVAMSCFCHLCE 

EADTQCGVDEVSVHNLLPNSN 

TFMEFACQQCDVNSPPVGPVSE 

HKGSMISVMSSEGNADTPVSK. 

YMDQLLSLMVCNLEKVGLQIP 

TNDKDLVLLTDTNTQFVEQTL 

DIM KNLLDN HTEGSPEHLEQAS 

IETMMLNLVRNKMVEYLTDW 

VMGTSNQAADDDVKCLTSRI/D 

HPGGTLL*GQPRPELPAGLPRQ 

PASPGPRHPGASCGWPRAPPDS 

APGGPGRER 


7234 


37602 


A 


7288 


56 


8669 




7235 


37603 


B 


7289 


278 


2333 




7236 


37604 


A 


7290 


1 


423 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7237 


37605 


A 


7291 


2 


1688 


PLYFHSPPAWLCSPSPPSARLYL 

ELRKLPATLPWSSVTDTGSYSA 

GRRERGGEGEGRGRRVRVADH 

RSALPRTGPQGSEEELANMQGL 

WERLERAVSRLESLASAESHRPP 

GN\CG E VNG VI A\G V APSRG KPL 

HKLMDSMVAEF\LKNSRILSGD 

VETLAEIVHSAFQAQRAFLLMA 

SQYQQPHENDVAALLKPISEKI\ 

K. E I QTFQRE/RTRG SNMFNHLSA 

VSESIPALGWUAVSPKPGPYVK 

EMNDAATFYTNRVLK.DYKHSD 

LRHVDWVKSYLNIWSELQAYI 

KEHHTTGLTWSK.TGPVASTVS 

AFSVLSSGPGLPPPPPPLPPPG PP 

PLFENEGKKEESSPSRSALFAQL 

NQGEAITKGLRHVTDDQKTYK 

NPSLRAQGGQTQSPTKSHTPSP 

TSPKSYPSQKHAPVLELEGKKW 

RVEYQEDRNDLVISETELKQVA 

YIFKCEKSTIQIKGKVNSIIIDNC 

KKLGLVFDNVVGIVEVINSQDI 

Q1QVMGRVPT1SINKTEGCHIYL 

SEDALDCEIVSAKSSEMNILIPQ 

DGDYREFPIPEQFK.TAWDGSKL 


7238 


37606 


B 


7292 


44 


355 




7239 


37607 


A 


7293 


1 


3623 


SEKEKEELERLQK.EEEERKK.RL 

QLYVFVMRCIAYPFNAKQPTD 

MARRQQKISKQQLQTVKDRFQ 

AFLNGETQIMADEAFMNAVQS 

YYEVFLKSDRVARMVQSGGCS 

ANDSREVFKKH1EKRVRSLPEID 

GLSKETVLSSWMAKFDAIYRG 

EEDPRKQQARMTASAASEL1LS 

KEQLYEMFQNILGIKKFEHQLL 

YNACQLDNPDEQAAQIRRELD 

GRLQMADQIARERKFPKFVSKE 

MENMYIEELKSSVNLLMA 
















7241 


37609 


A 


7295 




1056 




7242 


37610 


B 


7296 


54 


2173 




7243 


37611 


A 


7297 


1 


984 




7244 


37612 


B 


7298 


95 


1350 





838 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7245 


37613 


A 


7299 




2569 


MDGAKAFFSAVAAGFVIILTCQ 

LQWQWQHGGVHAHQLWQLA 

SGYRDACFCVSTYSSGPSEFPGP 

TLGTLNELAIDLEERKHRRKAK. 

VWK.GEGGGLRSPRQSLLAFRA 

VLASRGTRSCHVSPYLGVSGAL 

SSPNPHPSTTGAGPIPPVQRWGL 

PQINQKNREIAIPLTLGMSTHLR 

RGCKNMSRFSPSLHCCTTPISTN 

FTDPGSHCKGAHGDICLLIQNL 

KGALPMSINRSYFNAHPLLQISE 

AVTFKDVAVVFTEEELGLLDPA 

QRKLYRDVMLENFRNLLSVGN 

QPFHQDTFHFLGKEKFWKMKT 

TSQREGNSGGKIQIEMETVPEA 

GPHEEWSCQQIWEQIASDLTRS 

QNSIRNSSQFFKEGDVPCQIEAR 

LSISHVQQKPYRCNECKQSFSD 

VSVFDLHQQSHSGEKSHTCGEC 

GKSFCYSPALHIHQRVHMGEK 

CYKCDVCGKEFNQSSHLQTHQ 

RVHTGEKPFKCGQCGKGFHSRS 

ALNVHCKLHTGEKPYNCEECG 

KA Fl HDSQLQEHQRIHTGEKPF 

KCDICGKSFRVRSRLNRHSMVH 

TGEKAFRCDTCGKNFRQRSAL 

NSHSMVH1EEKPYKCEQCGKGF 

ICRRDFCKHQMVHTGEKPYNC 

KECGKTFRWSSCLLNHQQVHS 

p.nvcFfcTPFPni^r.FVTxiQPDC'C 

U^XorNl/fctL/UlVur I 1 fNoKxvjj 

HQRSHNGEKPYNCEECGKDYK 
RRLDLEFHQRVHTGERPYNCK 


7246 


37614 


A 


7300 


2 


326 




7247 


37615 


A 


7301 


166 


443 





839 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

eodon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssible nucleotide 
deletion, \=possible nucleotide insertion) 


7248 


37616 


A 


7302 




2692 


MDPGTLQS A SQG PTA IN PCDY V 

LKRRMQTSWQRLTP1IKWHVYI 

LMIGPGEKEAGRNLGIFGKWTP 

FPK.1PAKRLRESNCPVDAQEIW 

LPQAFREYLGRRGNFGPGRRTC 

EFWEVESICSVESWELWLRQA 

DSGDSGKCSPDACGIIDTSGLR 

AGHCYLTRLWHVSGRIPPSFKL 

HHPGVCK.FPKVGGK.MTTFK.EA 

VTFK.DVAVVFTEEELGLLDPAQ 

RKLYRDVMLENFRNLLSVGHQ 

PFHQDTCHFLRE\EKFWMMGT 

ATQREGNSGGKIQTEMETWPE 

AGTHEEFSCKQIWEQIASDLTR 

SQDTT1SNSQLFEQDDNPSQIKA 

RLSIIHVKTETSEGRTCKKSFSD 

VSVLDLHQQLQSREKSHTCDEC 

GK.SFCYSSALR1HQRVHMGEK.L 

YNCDVCGKEFNQSSHQQIHQRI 

HTGEKPFKCEQCGKGFSRRSGL 

YVHRKLHTGVKPHICEKCGKA 

FIHDSQLQEHQRJHTGEKJ'FKC 

D1CCKSFRSRANLNRHSMVHM 

REKPFRCDTCGKSFGLKSALNS 

HRMVHTGEKRYKCEECGKRFI 

YRQDLYKWQIDHTGEKPYNCK 

ECGKSFRWASGLSRHVRVHSG 

ETTFKCEECGKGFYTNSQRYSH 

QRAHSGEKPYRCEECGKGYKR 

RLDLDFHQRVHRGEKPYNCKE 

CGKSFGWASCLLNHQRIHSGEK 

PFKCEECGKRFTQNSQLYTHRR 


7249 


37617 


A 


7303 


' 


585 


KRTA I SPKDAFETRQDLNEEEA 
AQVHGVKDPAP/ASTQSVLADG 
TDSAGN*ARQEPHKAAL*PIQN 
YQANLVNTFPYSNNSGGRG/RL 
MKTV/TQGSQQPSLADPASHLP 
VGDHLTYSN ETEP VRA LLPDEK 
KEVKPPALSMSNLHEATMPVL 
LDHLRETRADKK.RLRKALREFE 
EQFFKQTGRSPQKEDRIPMADE 
YY 


7250 


37618 


A 


7304 


1 


366 





840 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 


7251 


37619 


A 


7305 




1265 


RYRPGIPGST1SSLVEEHAPPSW 
EPQHQNVEATVLVDSVLRPSM 
GNFKSRKPKSIFKAESGRSHGES 
QETEHVVSSQSECQVRAGTPAH 
ESPQNNAFKCQETWRLAQPRID 
QRTATSPKDAFETR\QDLNEEE 
AAQVHGVKDPAPASTQSVLA\D 
GTDSADPSPVHKDGQNEADSA 
PEDLHSVGTSRLLL/Y H I TDG DN 
PLLASPRLFPLSGQSQRFNLDPES 
APSPPSTQQFMMPRSSSRCSCG 
DGKEPQTITQLTKHIQSLKRKIR 
KFEEKFEQEKKYRPSHGDKTSN 
PEVLKWMNDLAKGRKQLKEL 
KLKLSEEQGSAPKGPPRNLLCE 
QPTVPRENGKPEAAGPEPSSSG 
EETPDAALTCLKERREQLPPQE 
DSKVTKQDKNLIKPLYDRYRII 
KQILSTPSL1PT1VSQDTCMLLLC 


7252 


37620 


A 


7306 


797 


1390 


PRMGARPRAPAAQPPPAAAQR 

PPARPATPTACGSSAHRAPSPA 

RSRRS PCTPRAAPAAPGP K A AR 

QWAGTATRSSRPQRSARRSPRD 

SSRCWAISSRSKRAATACTPGA 

K.RRVATKARGALWSKPKSK.A 

MRLWPWCLSGRLGS*KAQEVA 

QDPGSDEGRGRLVESGLQDEG 

WVPQGGEGGVAGQDASHRGSF 

RGALK 


7253 


37621 


A 


7307 


605 


697 




7254 


37622 


A 


7308 


1 


1263 




7255 


37623 


A 


7309 


257 


1190 




7256 


37624 


A 


7310 


394 


485 




7257 


37625 


A 


7311 


21 


674 




7258 


37626 


A 


7312 


277 


396 


GLLPGWKI*CSRVFVTSAIHVE 
VAELEANLPCTCKVHFPDPNKL 
HCFQLTVTPDEG YYQGG KFQF 
ETEVPDAYNMVPPKVKCLTK1 
WHPNITET 


7259 


37627 


C 


7313 


74 


316 




7260 


37628 


C 


7314 


211 


390 




7261 


37629 


A 


7315 


1 


2601 




7262 


37630 


A 


7316 


1 


1365 




7263 


37631 


A 


7317 


358 


760 


SIPLLFRKSSLSRK*CSAASIFSG 
SSKFKRSVNKEFNPQTTSFNVL 
VGAQPVPSIECSLNKLRHISPVS 
V1VGVPDSLVQAFHFGRHHVV 
RIRELQFQTEIFHPGSNPHLGLL 
LAENNEACLDQENALYMYKV 


7264 


37632 


A 


7318 


1 


1728 




7265 


37633 


A 


7319 


1 


558' 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codonfor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7266 


37634 


A 


7320 


2 


1884 


PAGAGPGQEAGAGPGPGAVAY 
ATGAEEGEMKPVAAGAAVPPG 
EGISAAPTVEPSSGEAEGGEAN 
LVDVSGGLETESSNGUCDTLEG 
AGDTSEVMDTQAGSVDEENGR 
QLGEVELQCGICTKWFTADTFG 
IDTSSCLPFMTNYSFHCNVCHH 
SGNTYFLRKQANLKEMCLSAL 
ANLTWQFRTQEEHPKTMFSKD 
KDIIPFIDKYWECMTTRHRPGK 
TTWPNNIVKTMSKERDVFLVK 
EHPDPGSKDPEEDYPKFGLLDQ 
DLSNIGPAYDNQK.QSSAVSTSG 
NLNGGIAAGSSGKGRGAKRKQ 
QDGGTTGTTKKARSDPLFSAQR 
LPPHGYPLEHPFNKDGYRYILA 
EPDPQAPDPEKLEIDCWAGKPIS 
GDLYRACLYERVLLALHDRAP 
QLKISDDRLTVVGEKGYSMVR 
ASHGVRKGAWYFEITVDEMPP 
DTAARLGWSQPLGNLQAPLGY 
DKFSYSWRSKKGTKFHQSIGKH 
YSSGYGQGDVLGFYINLPEDTE 
TAKSLPDTYKDKALIKFKSYLY 
FEEKDFVDKAEKSLKQTPHSEII 
FYKNGVNQGVAYKDIFEGVYF 
PAISLYKSCTVS1NFGPCFKYPP 
KDLTYRPMSDMGWGAVVEHT 
LADVLYHVETEVDGRRSPPWE 


7267 


37635 


A 


7321 


1 


267 




7268 


37636 


A 


7322 


60 


888 


RGAALARTRLSVRPVGPAGTRR 
SHALGPRPGARSSFRLRCELRR 
CMCGNNMSTPLPA I VP AARKA 
TAAV1FLHGLGDTGHGWAEAF 
AG1RSSHIKYICPHAPVRPVTLN 
MN VAMPS WF\DIIGLSPDSQED 
ESGIKQAAEN1KALIDQEVKNGI 
PSNRIILG\GFSQGGALSLYTALT 
TQQKLAGVTALSCWLPLRASFP 

VPLMFGSLTVEKLKTLVNPAN 
VTFKTYEGMMHSSCQQEMMD 
VKQFIDKLLPPID 


7269 


37637 


A 


7323 


1 


1182 
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SEQ ID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7270 


37638 


A 


7324 


1 


2469 


MVDRARPTVLVTEVPLKSKHT 

AQMGLVLTANESQPLVHETAL 

KNKKPQSWFPNPCVSYNRKPG 

LQD*GRAERPELGEQATEAALL 

KAPAESVRQEHRSTNT/PQTRSC 

CPQYFPRAGCLPSRGHDVEPQH 

EAGDGPCRGIRNG*KLLSSFFG 

QQVRT**R/CSELTPKQEFFKGS 

ESSNRTSGGLFGVVPGAAETGD 

VCVYTFKELEGQTSDEEGSRLE 

NDFLEITDEDKKKSTKDRYDKY 

KEVGEHPPLSSSPVEHEGVLKG 

QKSYRCDECGKAFNRSSHLIGH 

QRIHTGEKPYECNECGKTFRQT 

SQL1VHLRTHTGEKPYECSECG 

KAYRHSSHL1QHQRLHNGEKPY 

KCN ECA KAFTQSSRLTDHQRT 

HTGEKPYECNECGEAFIRSKSL 

ARHQVLHTGKKPYKCNECGRA 

FCSNRNLIDHQRIHTGEKPYECS 

ECGKAFSRSSGL1SHHRVHTGE 

KPYSCIECGKAFNQNSQLIEHQ 

RMHRGKKVYKCKECGKAFGLS 

KCLIRHQRLHTGEKPYKCNECG 

KSFNQNSHLIIHQRIHTGEKPYE 

CNECGKVFSYSSSLMVHQRTH 

TGEKPYKCNDCGKAFSDSSQLI 

VHQRVHTGEKPYECSECGKAF 

SQRSTFNHHQRTHTGEKSSGLA 

CQEGNKE1SKGPQKPPGYRLCP 

LQAVGGGEFGPTRVHISFSLSD 

LKQ1KVFFPGGPLMLEKQK.KKS 


7271 


37639 


A 


7325 


1 


1596 




7272 


37640 


A 


7326 


2 


3394 


MAHAGGGSGGSGAGGPAGRG 
LSGARWGRSGSAGHEKLPVHV 
EDALTYLDQVKIRFGSDPATYN 
GFLEIMKEFKSQS1DTPGVIRRV 
SQLFHEHPDLIVGFNAFLPLGY 
Rl Dl PKNGKLNIQSPLTSQ EN SH 
NHGDGAEDFKQQVPYKEDKPQ 
VPLESDSVEFNNAISYVNKIKTR 
FLDHPEI YRSFLEI LHTYQKEQL 
NTRGRPFRGMSEEEVFTEVANL 
FRGQEDLLSEFGQFLPEAKRSLF 
TGNGPCEMHSVQ 


7273 


37641 


A 


7327 




738 




7274 


37642 


A 


7328 




399 




7275 


37643 


A 


7329 




223 




7276 


37644 


A 


7330 




1040 




7277 


37645 


A 


7331 




465 




7278 


37646 


A 


7332 




288 
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NO 2 ' 0 


SEQ ID NO: 

sequence' 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7279 


37647 


A 


7333 


109 


4770 




7280 


37648 


A 


7334 


109 


4687 




7281 


37649 


A 


7335 


109 


4860 




7282 


37650 


A 


7336 


1 


336 




7283 


37651 


A 


7337 


1 


441 




7284 


37652 


A 


7338 


305 


446 




7285 


37653 


A 


7339 


2 


461 




7286 


37654 


A 


7340 


59 


620 


FQKIGL**/F1DLKDGLFTIPLAE 
QDCEWFAFTIPVVNNLQPAKRF 
HCFTDGSNNGKASYSGSKNKV 
FQMSYTSAQK.AELVAVIELIEN 
AQLRFHTDEQLMTLFTQLQTA 
VRSRMHPFY1THIRAHTPLPGPL 
TEGNQMADRLVANAISSARHF 
QQHLL/THSHPPGDRSRSCHRW 
RK.KLEESGTSSHE 


7287 


37655 


A 


7341 




1410 




7288 


37656 


A 


7342 


1 


1740 


MGQVWA LVH STLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTKAVSLLPGESPQKVPTG 

AGGPLPAGMTGLLLGRSSLNIK 

AVQVQTGVTDSDYNGE1QIVTS 

TSVPWKAKPGDHIAQLLIVPKK 

F\EGLK.EPLQVERQSSCQGLGY/ 

PFLMAAIVKPPEPIPLKWLTDKP 

IWTEQWPLSKEKLEALEDLITQ 

QLKKGHIAPTFSPWNSPVF1IKK 

KSA EQDCEWFVFTILAVNNLQL 

KPAKRFHWKVLPQGPNQQP1WI 

PSRYLKPYHKPDAKEEIPEGSQ 

GFPVAAMSRLTLRRTPTVTSNT 

HRTQPPTWGQ1EKLPQMAEENL 

RKAGQPVTISNWILPRITKFKPI 

EGAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKVISNA 

RHFHNLTHVNASGLKRRYS1T 

WKEAKAIIQRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

P1TKSREIGKHTWGRGYACVSP 

GPNQQPIW1PSKHLKPYHKPDA 

GEKIPGESRGPPVAAMSRLTLR 

RMPTVMSNTHRTQPPTWGQIK 

KLSQMAEENLRKAGQPVTMNN 

LMIAV1TTAFNKG 


7289 


37657 


A 


7343 


1 


1239 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7290 


37658 


A 


7344 


1 


777 


MPQNSLEECALELGKKSLQEN 

VNNFPKTKLFQFLKLTNWILPKI 

TKFKPIEGAENVFTDGSSNGKA 

SYFGLKGKVFQTPYTAAQKVE 

LVA VI E V LTAFDMPVSMI SDST 

YVVHSTQLTENAQLRLHTDEQ 

LMTLFSQLQTAVR\CFAVMGIP 

ASTTT/DNAPGYTSQALATFFS 

MWNIICRITGIPYNSQGQAIVER 

MNLSLKQQLQKQTEGDREYGT 

PQMQLNLALLTLNFLSLPKGQ 

MLSAAEQHLQKPAVKTEAEQLI 


7291 


37659 


A 


7345 


1 


1307 




7292 


37660 


A 


7346 


1 


2040 




7293 


37661 


A 


7347 


1 


1898 


MAGAPPPAWLPHCSSISDCCAR 

NERG S VG VAPSKPARSA A VDL 

CCTKAVSLLPGEPPQKVPARVC 

GPLPAGTVGLLLGRSSLSLKEV 

QIHTGV1DSDYKVEIQIVVSTSV 

P WKAEPG ERI AQLLV VPYVGT 

GKSEIKQTEGFGSTNKQGKAAY 

WVNQITDKHLTCEITIQGKKFK 

GLVDTGADVSIISLQHWPSMWP 

1QSTQFNIVGVDGSSNGKASYF 

GSKCKVFQMPYTSAQKVELVA 

IIEVLTTFDMPINVISDSSYVVHS 

TQL1ENAQLQFHTDEQLMTLFT 

QLQTAVRSRMHPFYITHIRAR\H 

TPLPG PLTEGNQM ADCL V ATA 

VSNARHFHNLTHVNASGLKCR 

YSNTWKAAKAIIQRRPTCQMV 

HSSSFTGGVNPQGLEPNSLWQ 

MDVTHVPSFGRLAYVHVCVDT 

FSHFVWATCQSGESSACVKHH 

LLQGFVVMGIPASIKTDNVPGY 

TSQALATFFSMLNIKRITDIPYN 

SQDVEADANADVGVDVDADA 

DVD A E E E VFTDADADAE VD VD 

ED ADA ERLRCNADEDSDLDLD 

VDAEMDADVDTNLDVDAAVD 

VDVDADADVDADTDVDVDTG 

LNLEADLDLDVDADVDTDADV 

DRDADVEVAVDADATVNADV 

DYVDVDTDSD 


7294 


37662 


A 


7348 


2 


565 




7295 


37663 


A 


7349 


1 


996 




7296 


37664 


A 


7350 


18 


260 




7297 


37665 


A 


7351 


1 


594 




7298 


37666 


C 


7352 


232 


603 




7299 


37667 


A 


7353 


1 


1236 




7300 


37668 


A 


7354 


568 


1370 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7301 


37669 


A 


7355 




1800 




7302 


37670 


A 


7356 




498 




7303 


37671 


A 


7357 




3400 


MDCSEKWRDPLDAVCVLPATE 

EPVVQGSALYLVAHHDDYCV 

W YSLQRTSPEKN ER VRQMRPV 

CDCQAHLLWNRPRFGE1NDQD 

RTDRYVQALRTEIPLTLKGAKL 

QREEKEGDMPCRANILVTELFD 

TELIGEGALPSYEHAHRHLVET 

SLGEQVIVPPVDVESCPGAPSV 

CDIQLNQVSPADFTVLSDVLPM 

FSIDFSKQVSSSAACHSRRFEPL 

TSGRAQVVLSWWDIEMDPEGK 

IKCTMAPFWAHSDPEEMQ 


7304 


37672 


A 


7358 


1 


687 




7305 


37673 


A 


7359 




660 




7306 


37674 


A 


7360 


112 


474 




7307 


37675 


A 


7361 


352 


441 




7308 


37676 


B 


7362 


1 


831 




7309 


37677 


A 


7363 


460 


612 




7310 


37678 


A 


7364 


251 


496 


LFVSI/WQV FH * GRRGFLLVRN 
DCVQ1WCEM1SHSGFDLHFSDG 
Q*/WMS1SSC/DFLAA*MSSFEK 
CLFMSFAHFLMGLFVFFL 


7311 


37679 


B 


7365 




729 




7312 


37680 


A 


7366 




774 




7313 


37681 


B 


7367 




516 




7314 


37682 


A 


7368 


10 


504 




7315 


37683 


C 


7369 


520 


1656 




7316 


37684 


B 


7370 




1206 




7317 


37685 


A 


7371 


677 


1126 


AVTLTTKVCSFTPEASETTNPPG 
G TNN S RRTA LRA V ALTAK VRS 
FTPRGSAASFLK.SVRPRTHQFRT 
Q*HVHQ1EFSPGGLWESCPRAS 
SSTGDPGRPPERRGAAARKTVG 
VQGVGYSLPRKLCPLFSRTTYP 
HTSLRKDCLESDTTAE 


7318 


37686 


A 


7372 


2 


394 


HLFIYLLVVLLWCPGWPQTAG 
LKGSSCLSLLSNWNYRPPL*AL 
LLGTQKLPRVWNFIMVRRIQDG 
VKPSVS1AEREMKSRKSAASLL 
SQRDHEPTRRKKLRTHPNIRRN 
KLQTRHLKSCNTHCEGPWRHS 


7319 


37687 


A 


7373 


1 


204 




7320 


37688 


A 


7374 


1 


879 




7321 


37689 


A 


7375 


139 


4488 




7322 


37690 


A 


7376 


1 


933 




7323 


37691 


A 


7377 


335 


582 


VLQLLRQHVWSCSFLLVGSWS 
HWLQERSCRSSQ*VLQL1KAV 
WTQRTQEPSWLHLVDPAPGLQ 
VELPASPTRYAHTPQPLGG 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7324 


37692 


B 


7378 








7325 


37693 


A 


7379 


365 


625 


VAKIFSHVVGCLFTLMVVSFAV 
QKLFSLIRSHLSILAFVAIAFGVL 
DMKSLPTPMS*MVMPRFSSRVF 
MVLGLKFKSLIHLELIFV 


7326 


37694 


A 








NKGGHKQMEEHSMLMDRKNQ 
YRENGHTAQGNL*IQCHPHQAT 
NDFLHRJGKNKLASNM 


7327 


37695 


C 


7381 


143 


3529 




7328 


37696 












7329 


37697 


A 


7383 


1662 


1919 


LLNVFALAFLVLLIEMLGCQFW 
IFPAFSCRHLVL*ISLYTLL*MRP 
RDSGMWCLCSRWFQRTSLFLA 
SFRYVPSSHSGAGCSVSM 


7330 


37698 


A 


7384 


63 


1650 


SPGHI*SSV*REIYSTKCPQEKA 

GKI*NSHPN1T1KRTGEARANTF 

KS* QKARNN * DQSRTEGDRDT 

KNPSKNQ/CNPGAGFLKRSTKLI 

DR*QD**RRK*RR1K.*T**KMIK 

GI/VTTDPTEIQTT1REFYKHFYA 

NRLK.NLEEMDEFLETYTLPRLN 

QEEVESLNRPITG SE1EA I INSLP 

TKKSPGPDGFTAEIYQRTNDKN 

HMI1S1DEEKAFDK1QQPFMLEM 

LMKLG1YGMY1KI1RTIYDKSTA 

Nil LN VQKLEAFPLKTGTRQGCP 

LSPLLFN1VLEVLARAIRQEKEI 

KGIRLRKEVFK.MFLFADDM1VY 

LENP1ISAPNLLK.L1SNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFT1ATKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTNK 

WKN1PCSW1GRIN1VKMAILPKV 

IYRFNA1PIKLPMTFFTELEKTTL 

KFIWNQKRALNAKTILSQKNK 

AGGIMLPDFK.LPYKATWYWNQ 

NTEIDQWNKTEASEITPHIYNHL 

VFDNPDKNKK 


7331 


37699 


A 


7385 


392 


493 




I 332 


37700 


A 


7386 


1 


1223 
















KMIKGISPLIPQRYKLPSENTINT 
STQIN*KI*KKWIHSSTHTPSQD* 
TRK.K.LNL 


7334 


37702 


B 


7388 


285 


1581 




7335 


37703 


A 


7389 


I 


1473 




7336 


37704 


A 


7390 


755 


1042 


SSYATKKEPALPSQSEAKKTKL 

c. 1 YL1 £>IN Y 1 1 tvLt^ r N.^HU 1 

GTKTEI*ANGTEQSPQK*YHTA 
TT1WSLTNLTKTRNGERIPYL1N 
GVGKTG 


7337 


37705 


C 


7391 


1 


2334 





847 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7338 


37706 


A 


7392 




1539 




7339 


37707 


B 


7393 




2361 




7340 


37708 


A 


7394 


5071 


5535 


GTAFLWRRRGALRFRVSSFSVL 
FFPHLCGF1YFWSLMMVMYRC 
VFGVDVLSVC*FSF*QTGPSAA 
GLLEYPAV*GVSVPLLGGASQL 
GCSGVRGQGPT*GGSLPVLRSP 
AACWENHCSLQSCQTGTFKSA 
EVTAVFLFVCALPPEVEPTEAG 


7341 


37709 


A 


7395 


1 


459 




7342 


37710 


A 


7396 


3 


1063 




7343 


37711 


A 


7397 


39 


895 




7344 


37712 


A 


7398 


2 


277 




7345 


37713 


A 


7399 


34 


845 




7346 


37714 


A 


7400 


1 


3399 




7347 


37715 


A 


7401 


1 


3126 




7348 


37716 


A 


7402 


1 


387 




7349 


37717 


A 


7403 




3578 


RDLVVGCGGFVKSDVEINYSLI 

EIKL YTKHGTLK YQTDCA PNN 

GYFMIPLYDKGDF1LKIEPPLGW 

SFEPTTVELHVDGVSDICTKGG 

DINFVFTGFSVNGKVLSK.GQPL 

GPAGVQVSLRNTGTEAKIQSTV 

TQPGGKFAFFKVLPGDYEILAT 

HPTWALKEASTTVSVTNSNAN 

AASPLIVAGYNVSGSVRSDGEP 

MKGVKFLLFSSLVTKEDVLGC 

NVSPVPGFQPQDESLVYLCYTV 

SREDGSFSFYSLPSG 


7350 


37718 


A 


7404 


34 


460 




7351 


37719 


A 


7405 


105 


245 


VSSEKVSLGVPCPAASAAASGD 
ASR*MATGRGGGGGGVAALPE 
SAP 


7352 


37720 


A 


7406 


1 


1289 




7353 


37721 


A 


7407 


462 


5250 




7354 


37722 


A 


7408 


714 


887 




7355 


37723 


A 


7409 


1 


109 


PLRQLLCVKRGFC*HH*HEGCQ 
SRLLLRCLLCSTAT 
















7357 


37725 


A 


7411 


192 


1507 




7358 


37726 


A 


7412 


2 


688 




7359 


37727 


A 


7413 


1 


518 




7360 


37728 


A 


7414 


1 


276 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7361 


37729 


A 


7415 


984 


3112 


MWQETFFRMENLQLIIILILGSP 

SQLHFPVIRNNQGWTLYHQWP 

HFLNRFSSRLSNSSLLNQLKFTC 

ANCrCKPLQKGQTAYQRKGSAH 

LFCSTTCLSSFSHKPAPKKLCV 

MCKKDITTMKGTI/VLAQVDSS 

ESFQEFCSYTSCLISL/YEEQQNP 

TKGVALNKSRCTICGKLTEIRHE 

V SFKNMTH KLCSDHCFN RY RM 
ANGLIMNCCEQCGEYLPSKGA 
GNNVLVIDGQQKRFCCQSCVSE 

Y KQVG SHPSFLKE VRDHMQDS 
FLMQPEKYGKLTTCTGCRTQC 
RFFDMTQCIGPNGYMEPYCSTA 
CMNSHKTKYAKSQSLGIICHFC 
KRNSLPQYQATMPDGKLYNFC 
NSSCVAKFQALSMQSSPNGQFV 
APSDIQLKCNYCKNSFCSKPEIL 
EWENKVHQFCSKTCSDDYKKL 
HCIVTYCEYCQEEKTLHETVNF 
SGVKRPFCSEGCKLLYKQDFAR 
RLGLRCVTCNYCSQLCKGGAT 
KELDGVVRDFCSEDCCKKFQD 
WYYKAARCDCCKSQGTLKERV 
QWRGEMKHFCDQHCLLRFYCQ 
QNEPNMTTQKGPENLHYDQGC 
QTSRTKMTGSAPPPSPTPNKEM 
KNKAVLCKPLTMTKATYCKPH 
MQTKSCQTDDTWRTEYVPVP1P 
VPVY1PVPMHMYSQNIPVPTTV 
PVPVPVPVFLPAPLDSSEK1PAAI 
EELKSKVSSDALDTELLTMTD 


7362 


37730 


A 


7416 


1 


1071 




7363 


37731 


A 


7417 


88 


2118 




7364 


37732 


A 


7418 


2 


2930 




7365 


37733 


A 


7419 


1 


1677 




7366 


37734 


A 


7420 


172 


13329 




7367 


37735 


A 


7421 


2 


946 




7368 


37736 


A 


7422 


255 


933 


WIEAAPQAQEVQGDG LWLPCG 
AAGAGGLQSARSYGTVGEASV 
AEHPW/CAPGGCMAGCGSLAA 
AASPGLVPGHLP/QPTAAPSHPH 
RASLRVALLSGQWGLTCGQLL 
ASAPLLQSWAWDTRLLMCRRL 
SCSSEEGERIAQLLLLPYLK.LGS 
STVKRTGGFGNTNPAGKAVYW 
VNQVSDKRP1CTVAIQGKDFEG 
LVDTEADVSIIAINQWPQHWPK 
QKAS1GIVGVGAA 


7369 


37737 


A 


7423 


718 


2385 




7370 


37738 


A 


7424 


1 


180 





849 
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NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for hist amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7371 


37739 


A 


7425 


1 


1713 




7372 


37740 


A 


7426 


1 


774 




7373 


37741 


A 


7427 


2 


158 




7374 


37742 


A 


7428 


1 


174 




7375 


37743 


A 


7429 


252 


1245 


ELGECGCRQGSVSHCGRGSRPL 

LPRVRGKRHLPRARLARCQEAL 

SPWGFCRFRNHHQTGFSLAGA 

NQRGPLAATLSGPGGEGQSAV 

ARLMGEKKNHPGAQYATRLSP 

RVGRFINAAGTTGFPTGKRAPT 

C WPG AD\II PSCL ALPRIETELM 

GKFDEGKLPTDPHLMLGLAIET 

V A H D YDVIVIDSAPNLGIGTIN V 

VC A AD V L I V PTP AELFD YTS AL 

QFFDMLRDLLKNVDLKGFEPD 

VRILLTKYSNSNGSQSPWMEEQ 

IRDAWGSMVLKNVVRETDEVG 

KGQ1RMRTVFEQAIDQRSSTGA 

WRNALS1WEPVCNE1FDRLIKPR 


7376 


37744 


A 


7430 


1 


1113 




7377 


37745 


B 


7431 


56 


1234 




7378 


37746 


A 


7432 


667 


1048 


LLLFRDLGIGTINVVCAADVLIV 
PTPAELFDYTSALQFFDMLRDL 
LKNVDLKG FEPDVRJ LLTKYSN 
SNGSQSPUAMEEQIRDAARFPV 
GKPVVPAALMNRPTRRGEAVC 
VLGARVVFLFTSETGNS 


7379 


37747 


A 


7433 




1428 




7380 


37748 


A 


7434 


; 


1125 




7381 


37749 


A 


7435 




756 


SDRRYEWDRGPSLI1RPTIRVGP 

WSQTNNQTDDTSGTVV/RRPFP 

PV1 G V V FH KG G VYKTS VS VHL 

AQDLALKGLRVLLVEGNDPQG 

TASMYHGWVPDLHIHAEDTLL 

PFY\DPHLMLRLAIETVAHDYD 

V1V1DSAPNLGIGTINVVCAADV 

L1VPTPAELFDYTSALQFFDMLR 

DLLKNVDLKGFEPDVRILLTKY 

SNSNGSQSPWMEEQ1SDALRIS 

QRRNISSKFILQSACITLTTF1ST 

CWAI1VTQSG 


7382 


37750 


A 


7436 




1329 




7383 


37751 


A 


7437 




1 185 




7384 


37752 


A 


7438 




1065 




7385 


37753 


B 


7439 


67 


1033 




7386 


37754 


A 


7440 




1 192 




7387 


37755 


A 


7441 




1413 




7388 


37756 


A 


7442 




1176 




7389 


37757 


A 


7443 




1302 




7390 


37758 


B 


7444 


1169 


3356 




7391 


37759 


A 


7445 


14 


3974 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQIUNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7392 


37760 


A 


7446 


677 


1033 


RATASS1STTRPCESTSNAPSCN 
SP1RSRSPLP1IRPRAS1TLILVSM 
MRMVRAT1SCA1LVSRCQPAISP 
PLCTAFFRPICAAGVPVFTLFTT 
TP*SLPLLLISAPSMPLKMELES 
T 


7393 


37761 


A 


7447 


1558 


1748 


CSN ASARFFAAVNPSGLGM 1 LM 
*SRFIVFTKLSAIPLLSGLRTAVF 
FGSSPNIRANWRVSLAR 


7394 


37762 


A 


7448 


1 


595 


LKNSKPQVVMAAAGIFL1MCG 
VWLGFGGVLDPTKSSGYLIVD1 
YNEIICMLSNRIAGLGLSIMAVG 
GYARYMEGTPASRAMVSLLSR 
PLKLIRSPYIILSAT*VIGQIMP\Q 
FITSASGLGMLLMVPLFPTLVSL 
GVSRLSAVAVIATTMSIEWG1L 
ETN SIFAAQVAGMK1 ATFFCH A 
HNPVASRVILSVAISGTRAR 


7395 


37763 


A 


7449 


1 


978 




7396 


37764 


C 


7450 


32 


316 




7397 


37765 


A 


7451 


1 


2465 




7398 


37766 


A 


7452 


1 


1416 


MIILIDAEKAFDK1QQPFMLKTL 

SKLGTDGTY LK 1 1 R A I YDKPTAN 

IILNGQKLEAFPEKTGTRQGCPL 

SPLLFN1GLEDLARAIRQEK.EIK. 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

K1NVQKSQAFLYTNNRQTESQI 

MSELPFT1ASKRJKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKN1PCSWVGR1NIVKMAILP\R 

DIDQW/N RTEPSEIMPHTYNYLI 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

K. IN SRW1 KDLNIRPKTIKTL EEN 

LG1TIQD1GVGKDFMSKAPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTIRVNRQPTTWEKIFATYSSD 

JvLiLlbOl Y JNxiLlVl^I Y rvivPv 1 IN INK! 

KKWAKDMNRHFS1CEDIHAAK 
ICHMKKCSSSLAIREMDIKTTMR 
YHLTPVRMAIIKKSGNNRCWR 
GCGE1GTL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7399 


37767 


A 


7453 


3 


2272 


RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHLKSTEYTFFSAPH 

HTYSKIDHILGSKALLSKCK.RTE 

IITNYLSDHSAIKLELRIKNLTQ 

NRSTTWKLNNLLLNDYWVHN 

KMKAEIKMFFETNENKDTTYQ 

NLWDTFK.AVCRGKFIALNAHK 

RKQERSKIDTLTSQLKELEKQE 

QTHSKASRRQEITKIRAELKEIE 

TQKTLQK1MESRSWFFER1NKID 

RPLARLIKKK.REKNLIDAIKND 

KGDITTDPTEIQ TTIREYYKHLY 

TNKLENLEEMDKFLDTYTLPRL 

NEEEVESLNRP1TGAEIVAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLFQSIEKEGILPNSCY 

EASI1LIPKPGRDTTKKENFRPIS 

LMNIDAK1LNK1LAKR1QQHIKK 

L1HHDQVGF1PGMQGWFNIRKS 

INVIQHINRAKDK.NHM11S1DAE 

KAFDKIQQPFMLKTLNKL/DIGR 

NYCKVHMEPKKSPHRQVNPKP 

KEQSWRHHTT*LQT!LQGYSNQ 

NSMVLVPKQRYRSMEQNRALR 

NNAAYLQLSDL*QT*EKQAMG 

NGFP1**MVLGKLASHM*KAET 

GSLPYTLYKNQFKMD*RLKR*T 

*NHKNPRRKPRHYHSGHRHGQ 

GLHV*NTKSNGNKSQN*QMGS 

N*TKELLHSK.RNYHQSEQATY 

KMGENFHNLLI*QRANIQNLQ* 

TQTNLQEKN KQPHQKVGKGHE 


7400 


37768 


A 


7454 


1 


3020 




7401 


37769 


A 


7455 


1 


3046 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKJDHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


7402 


37770 


B 


7456 


197 


1917 




7403 


37771 


B 


7457 


1 


1954 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, V=possihlc nucleotide insertion) 


7404 


37772 


A 


7458 


1 


1947 


MNIDAKILNKILANRIQQHIKKL 

1HHDQVGFIPGRQGWFNICKSIN 

VIQHINRAKDKNHMIISIDAEKA 

FDK1QQLFMLKTLNKLGIDGTY 

FKIIRAIYDKPTANIILNGKKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARA1RQEKE1KG1QLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLKL1SNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDANKWKNIPCSW 

VGRINIVKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RA H 1TKAILSQKNKARG ITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTQPSEITPHIYNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTTKTLEENLG 

1TIQDIGMGM DFM SKTPK.AMAT 

KDK1DK WDLI KLKSFCTA KETT 

1RVNRQPTKWEK1FTTYSSDKG 

L1SRJYNELKQ1YKKKTNMPIKK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

L 1 r VrUVlAIlKKoUININrvC WKOL 

GE1GTLLHCW\WINWMKKTWH 
IYTMEYYASIKKNEFMSFAGA* 
MKLET1I 


7405 


37773 


A 


7459 


1 


1713 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7406 


37774 


A 


7460 


281 


2882 


KPRLENYMKNAEASRADA1NW 

KKGY/LVMEDKMNEMKREGKF 

REKRIKRNKQSLQEIWDYVKRP 

NLRL1SVPESDRENG TKL EN TL 

QD1IQENFPNLARQAN1Q1QEIQ 

RTPQRYSSRRATPRHIIVRFSKV 

EMKEKMLRAAREKE1QTNIREY 

YKHRYANKLENLEEMDKFLNI 

YTLRRLNQEEVESLNRPIRGSE1 

VA1INSLPTKKSPGPDGFTAEYY 

QRYKEELVPFLLKLFQSIEKEGI 

LPNSFYEASIILIPKPGRDTTKKE 

NFRTISLMNIDAKILNKILANRI 

QQHIK.K.LIHHDQVGFIPGMQG 

WFN1RKSINV1QH1NRTKDKNH 

VIISIDAEKAFDKIQQLFLLKTL 

NKLGIDGTYLK1K.RAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLARAIRQEKEI 

KG1QLGKEEVKLSLFADDMIVY 

LENPIVSAQNLLKLISNFSKVSG 

YK1NVQKSQAFLYTNNRQTETQ 

1MSELPFT1ASKR1KYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGRJN1MKMAILHK 

VIYRFNAIP1KLPMTFFTELEKTT 

LKFTWNQKRAR1AKSILSQKNK 

AGGIMLPDFKLYYKATVTKTA 

W Y W YyiNKJJllJ'^WfNK 1 hrafc.1 1 

PHIYNYL1FDKPEKNKQWGKDS 
LFNKWCWENWLAIWRKLKLD 
PFFTPYTKINSRWIKDLNVRPKT 


7407 


37775 


B 


7461 


1 


2633 




7408 


37776 


A 


7462 


3 


1336 
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SEQ ID 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7409 


37777 


A 


7463 


2 


2458 


SWFFEKINK.IDRPQARLIKKKRE 
KNQIDTIKNDKGDITTDPTE1QIT 
IREYYKHLYANKLENLEEMDK 
FLDTYTLPRLNQEEVESVNRPIT 
GSEIEAITNSLPTKKSPGPDGFT 
A EFYQRY KEEL VPFLLKLFQPIE 

kegilpnsfyeasiilipkpgrdt 

tkkgnfrpislmnidakilnk.il 

anqiqqhikklihhdqvgfipg 

mqgywlevlara/irqekeikgi 

qlgkeevklslfaddmivylen 

ptvsaqnllklisnfskvsgyki 

nvqksqaflytnnrqtesqims 

elpftiaskrikylgiqltrdvk 

dlfkenykpllneikedtnkw 

knipcsw1grinivkmailpkvi 

ytfna1p1 klpmtfftelekttl 

kfiwkqkrshiaksilsqknka 

GDITLPDFKLHYKATVTKTAW 
YWYQNRDIDQWNTTEPSEIML 
HIYNHL1FDKPDKNKQWGNDS 
LFNKWCWENWLAICRKLKLDP 
FLTSYTK1NSRW1KDLNVRPKTI 
KTLEENLGNTIQDIGMGKDFMS 
KTPKAVATKAKIDKWDVIKLK 
SFCTAKETT1 RVNRQPTEWEKIF 
ATYSSDKGL1SRIYNELKQIYKK 
KTNNPIKKWAKDMNRHFSKED 
IYAAKRHMKKCSSSLAIREMQI 
KTTMRYHLTP1RMVI1KKSGNN 
RAPGGRGGCGCSFGRLKRSCVP 
ALKRVADLPAQRSSSAKGETAS 


7410 


37778 


A 


7464 


2 


210! 




7411 


37779 


A 


7465 


196 


792 


G1LSFAKDMNRHFSKEDIYAAK 

KHMKKCSSSLAIREMQIKTTMR 

YHLTPVRMAUKKSGNNRCWR 

GCGEIGTLLHCWLDCKLVQPL 

WKSVWRFLRDLELEIPFDPA1PL 

LG I YPNEYKSCC YKDTCTRMFI 

AALFTIAKTWEPPKCSNMIDWI 

K/KMWH/IYTRDTMRPKNDEVQ 

SLVG/TWVNWETTFSVTIAVQK 

PTRLSH 


7412 


37780 


A 


7466 


3 


610 




7413 


37781 


A 


7467 


1 


1986 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


7414 


37782 


A 


7468 


965 


4421 


TWK.GT1 S TSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQADLIDIY 
RTLHTK.STEYTFFSAPHHTYSKI 
DH1LGSKALLSKCKRJEIITNYLS 
DHSA1KLELRIKNLTQSRSTTW 
KLN1MLLLNDYWVHNEMKTE1K 
MFFETN EN K.DTTYQNL WDAFK. 

DTLTSQLKELEKQEQRHSKPSR 
RQEITKMRAELKEIETQKTLQKI 
NESSSWFFERINKIDRPLARLIK 
KKREKNQIDT 


7415 


37783 


A 


7469 




1674 


MGQLQRNARDLQESVMS1RM 

MPMEYVFSRYPRLVRDLAGKL 

GKQVELTLVGSSTELDKSLIERI 

I DPLTHL VRNSLDHGIELPEKRL 

AAGK.NSVGNL1LSAEHQGGNIC 

IEVTDDGAGLNRERILAKAASQ 

GLTVSENMSDDEVAMLIFAPGF 

STAEQVTD V SGRG VG M D VVKR 

NIQKMGGHVE1QSKQVTGTTIRI 

LLPLTLA1LDGMSSLLTHGIGQF 

ADVACAGPLLAAELDALGKAL 

KEPARPMVAIVGGSKVSTKLTV 

LDSLSK1ADQL1VGGGIANTFIA 

AQGHDVGKSLYEADLVDEAKR 

LLTTCN1PVPSDVRVATEFSETA 

PATLK.SVNDVKADEQILD1GDA 

S AQEL A El L K.N AKTIL WNGPVG 

VFEFPNFRKGTE1VANA1ADSEA 

FSIAGGGDTLAAIDLFR1ADKNS 

YISTGGGAFLEFVERLTTLTQLL 

HDQGYVTQAIGKWHMRETTEP 

l^ri^/iN Vur JJJJrJtvOrlNo V oL/JVI t 1 

A W KD V rl V IN rt V ALorJJKrA 1 1 

IN t^J J> r L o IV L) U V rLA J_» Kvj vj U \£ A 1 

ADMTPKYMADLDQRCTEYGAQ 
LLDKMAKSA 


7416 


37784 


A 


7470 




3360 




7417 


37785 


A 


7471 


2 


543 




7418 


37786 


A 


7472 


1387 


1805 


QA1AFDVQPGRGDYAGNQRHH 
NQYNQHQAH*SWQRCGIGDGL 

A OPAPUXIATk'PAMV Dr.PTP.nD 

FNHQKNHGGQQDPVLHQLIEV 
MLVGRGGDQAVGQATLGIDTN 
VGLHAKV/LTDCLSWSDASPDR 
VAALCSWSSWVPQ 


7419 


37787 


A 


7473 


4088 


4228 


SPPSA*VKALPGPKHHGGLKPV 
HPIPGASLVLARRWSMFRRWG 
LIT 


7420 


37788 


A 


7474 


332 


538 
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NO: 


of peptide 


hod 


in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7421 


37789 


A 


7475 


] 


1983 




7422 


37790 


A 


7476 


856 


964 




7423 


37791 


A 


7477 


1 


1563 




7424 


37792 


B 


7478 


1 


1086 




7425 


37793 


A 


7479 


372 


886 




7426 


37794 


A 


7480 


2028 


2368 


RPPGNSLNVSRMGTRSSYSCRR 
HSPAFLSWGKGRCHLCNKAHL 
LAGA*HYSFLSGSAPY*N*VNG 
QI**R*TAHRSTPDAPTGH*NCC 
S*L*CHSY*QRA*PGYRHD*CR 
MCC 


7427 


37795 


A 


7481 


146 


402 


LGFLLRLSEMPRKQGDYRTRI/C 
EIRGRVEQRVGYTIEQINHMRD 
VFDRRYEWDHGPRLIIRPTIRVG 
PWSQSDYQTDDTSGTVVPD 


7428 


37796 


A 


7482 


3 


149 




7429 


37797 


A 


7483 


5 


753 


ARKVVAVAARHKCPA/CISFSA 
SHRLYRYWEEEMNPAPVEAMR 
TFQQF1DEGNYTSGDTHTLRDP 
HYVEDKAHKYLVFEANTGTEN 
GYQGEESLFNKAYYGGGTNFF 
RKESQKLQQSAK.KRDAELANG 
ALGIIELNNDYTLK.KVMKPL1TS 
NTVTDEIERANVFKMNGKWYL 
FTDSRGSKMTIDGINSND1YML 
GYVSNSLTGPYKPLNKTGLVLQ 
MGLDPNTNIQTDDTSGTVVQT 
NNQTADTSGTMVPD 


7430 


37798 


C 


7484 


182 


709 




7431 


37799 


B 


7485 




1488 




7432 


37800 


A 


7486 


2 


1034 


YL1SQRGL1RRSKISLQTGSQIER 

AFLQAPVEER*SMACSK/YSSHP 

DLTFTNFIRFTYN I F*N H ASPGIP 

NLLLHPRGLRAITIAVFGKQNT 

Y I RLEPFKINVLEQITKHIEKLQC 

G/ECSQTTQQAWEQSAHQQHIR 

H*SCRYPG*ARCQ*VHQARTL* 

DQRS*ADHEAYRKTAVRRCSQ 

TrQQA WEQSAHQQH 1 RH * SCR 

YPG*ARCQ*L*HHSHEQQFQWP 

VG/C1RCGSVGSLPSS\ICPLTQF 

QYGAEPDRKE*CQAPASKWAL 

LHK*HRPFPQDRKAGECLLHEY 

EDLVPIRDTLRLFPGGRYLPRA 

KHVAPSEPDPT1RVGPWSQSDY 

QTDDTSGTVVPD 


7433 


37801 


A 


7487 


2 


426 




7434 


37802 


A 


7488 


138 


346 


RWRLQNLSFCSSC/SRIWL*RGY 
VFCSWKPREQSSQSPLACSAAC 
LTLRTQSCLGTAGQTDDTSGT 
MVQY 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in LSSN 
09/540,217 


location or first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7435 


37803 


c 


7489 




1290 




7436 


37804 


A 


7490 


48 


439 


HHHSGLDD/HRRKILNTAYRSR 
KLQASC*KSAERAWKTKASLT 
VNGWMK.KIRCKTPMCRPTVR* 
SIRILIITTPLPRVPSRS*LKPPTS 
CT*CIFTQPTRC*K.MTTCWRCS 
TSRKSSGHVCVSPGSVAVTI 


7437 


37805 


A 


7491 


1 126 


1340 


KARWMLQTRKRAVRRSNWRK 
RNIWCAPAA1CKRSTTLITSF*K 
PVKMACPFICAMLRRSRLARRC 
AGALPN 


7438 


37806 


A 


7492 


12 


960 




7439 


37807 


A 


7493 




1806 




7440 


37808 


B 


7494 




1318 




7441 


37809 


A 


7495 




1385 


MLQIPKQQQNEKYQVPQFDQS 

TIKNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNSIDS 

WKNAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGK1RLF 

YTDYSGKHYGKQSLTTAQVNV 

SKSDDTLK1NGVEDHKTIFDGE 

RKTYQNVQQFIDEGNYTSGDN 

HTLRDPHYQNTY1RLEPFKINVL 

EQITKH1EKLQCGGVVKQLSRR 

GKNQH 1 SSTY DIN RADTQVRRA 

VNNYDIIVMSNSFNGQSEHQV 

W1DRKAGECLLHEYEDLVP1RD 

TLRLFPGGRYLPRAKHVAPSEP 

DPEQDEQKLSCCTY R K R Y RVL 

VGELGDEQMAALSRLGNDYRP 

TSAYERGQRYASLLQNEFAGNI 

SALADAENISRKIITRCINTAKLP 

KSVVALFSHPGELSARSGDALQ 

KAF*SASPDRADSSPG*EKRATT 

D/SRQFGGVDTAGNNLT*NIFRI 

SQRRNISSKFILQ*ACITLTTFIST 

CWAIIVTQSG/LMQPSAHHPAR 

QPEHDIAFGKCSSSVSVHLA/LG 

SGSEGATCFARGR*RPPGNSLN 

VSRMGTRSSYSCRRHSPAF\HRS 

TPDAPTGH*NCCS*L*CHSY*QR 

A*PGYRHD*CRMCC 


7442 


37810 


B 


7496 




3597 




7443 


37811 


A 


7497 




666 




7444 


37812 


A 


7498 




738 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7445 


37813 


A 


7499 




727 


MKVL1VESEFLHQDTWVGNAV 
ERLADALSQQNVTVIKSTSFDD 
GFAILSSNEAIDCLMFSYQMEH 
PDEHQNVRQLIGKLHERQLNVP 
VFLLGDREKALAAMDRDLLEL 
VDEFAWILEDTADFYRRTAPVA 
RE*TRYPPGSCWPPLF/TAPLMK 
YS\D1HEY\SWAAPGHQGGVGF 
TKTPAGRFYHDYYGENLFRTD 
MGIERTSTAVSLLDHSGAFGQS 
EKYAARVFGADRSWSVVVGTS 
GSNRTI 


7446 


37814 


A 


7500 


1 


744 




7447 


37815 


A 


7501 


1 


250 




7448 


37816 


A 


7502 




850 




7449 


37817 


A 


7503 




1085 


GNLAAGKTIQAQDRDAVGILSS 
RTGESMENLQKNLLPKQRRRT 
RETFTMSGALDVLQ1KEEDVLK 
FLAAGTHLGGTNLDFQMEQYI 
YKRKSDGIYI1NLKRTWEEL\LR 
QPRA\MVP1ENPAD\VSVISSR\N 
TGQVCGTVRAV\LRFLAATGAT 
P1GG\RFTPGTF\TN\QIQASLPGS 
PRAFLWVT*PPGAEPPALSRSAS 
LC*PFLPLALVNPD/SPLRRYV11 
AIPCNNKGAH\SVGLMWW\ML 
AREV\LRMRGTISREHPW\EVM 
PDLYFYRDPEEIEKEEQAAAEK 
AVTKEEFQGEWTAPAPEF/TLA 
TQPEVADWSEGVQGAPLVP\IQ 
QFP\TEDWSAQPATE\DWS*A\P 
LAQATEWVGATTDWS 


7450 


37818 


A 


7504 




1053 




7451 


37819 


A 


7505 


2 


654 




7452 


37820 


A 


7506 


674 


805 


TLMQKSSIKYWQTESSSTSKSL 

STM1KWASSL*REIYSTKCPQEK 

AGK1QN*HPNITIKRTRKARANT 

FKS*QKARNN*NQSRTEGNRDT 

KNPSKN**/MPGAGFLKGSTKLI 

DR*QD**RKKERRIK*/IAIK.NDK 

G D1TTNPTE1QTT1RE Y YKHLY A 

NKLENLEEMHKFLDTYTLPRLN 

QEEVESLNRPITGAEIV\E*SLAY 

QPKKVQDQMDSQANSTRGTRR 

NWYHSF*TIPINRKRGNP*TLM 

QKSSIKYWQTESSSTSKSLSTMI 

KWASSLGGKAGSIYANQ 
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SEQ ID 

NO: 


SEQIDNO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7453 


37821 


A 


7507 




1577 


MGDFNTPLSTLDRSMRQKVNK 

DIQELNSALHQADLIDIYRNLHP 

ESTEYTFFSAPHHTYSKIDHILG 

SrCAPLSKYRRSEIKINCLSDHSA 

IKLELR1KKLTQNRSTTWKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TN EN KDTTYQN L WDTLKA VCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQE1 

SKIRGELKEIETQKTLQKINESR 

GWFFEKINKIDRLLARLIKKKR 

EK.NQ1HAIKNDK.GDMSTNHTE1 

QTTIREYYKHLYANKLENLKEI 

DKFLETYSLPRLNQEEVESLNR 

P1TGSEIEAIINSLPNKRSPGPDG 

FTAKFYQRYKEELLISNFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRMKYLGIQPT 

RDMKDLFKENYKPLLNEIKEDT 

NKWKNIPCSWVGR1NIVKMA1L 

PKNWKKTTLKFIWNQKRARJA 

KSILSQ/IEQSWRHHAT*LQTILQ 

GYNNENSMVLVSKQRYRSMEQ 

NRALRNNATYLQPSDL 


7454 


37822 


A 


7508 


58 


330 


FTENDDFQFHPCPYKGHELI1FY 
GC1VFHGVYVPHFLNPVYHCW 
TFGLVPSLCYCE*CRNKHTCAC 
VF1AA*FIVIWVYTQ*WDGWVK 
WYF 


7455 


37823 


A 


7509 


1246 


1522 


DCLGNAGSFLVPYELGHYGHF 
HN1DSSYQ*AW\MFFHLFVSFFI 
SLSSGL*FSLKRSFTSLVSWIPR 
YFILFEAIVNGSSLMIWLSVCLL 


7456 


37824 


A 


7510 


140 


577 


YSMVYMCH1FLIQSIIVGHLGW 
FQVFAIVNNVTINIRVHVSL*QH 
DL*SFGYIPSNWMAGSNGISSSR 
SLRNRHTVFHNG*TSLQSHQQC 
KSVPISPHPLQHLLFPDFLM1AIL 
TGVRWYLIVVLICISLMASDDE 
HFFMCFLAA 


7457 


37825 


A 


751 1 


399 


677 


NQREQRHN1PESLGRIQSSV*RE 
IYSTKCPQEKAGKIQN*HPNITI 
KRTRKARANTFKS*QKARNN* 
NQSRTEGNRDTKNPSKNQ*IQE 
LVF 


7458 


37826 


A 


7512 


1446 


1855 


IYKLPWAVWPFS*Y*FFLPMS/G 
GVFFHLFVSSFMSLSSGL*FSLK 
RSFTSLVSCIPRYFILSEAIVNGS 
SLMIWLSVCLLLVYKNACDFCT 
L1LYPETLLKLSISLRRFWAETM 
GFSRCTIMSSANRDNLISSFRN 
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NO: 


of peptide 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/5*10,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7459 


37827 


A 


7513 


I 


2982 




7460 


37828 


A 


7514 


5202 


5430 




7461 


37829 


A 


7515 


2 


454 




7462 


37830 


A 


7516 


2 


744 




7463 


37831 


A 


7517 


1 


2422 


MCPILREHRGSTEGKRRQKRLP 

LELTLKDEEVLAHRQEIEVAKA 

SPSKGNIIIHFGYKGVEYHDQQ 

DVTSNFLGAMWLIS1TFLSIGYG 

DM V PNTYCGKG VCLLTGIMG A 

GCTALVVAVVARKLELTKAEK 

H V HNFMMDTQLTK.RHCP WA A 

T1QPKLSFLISLPGCDYRGESAR 

ARPLSIIPPLQLGLGKDARYLRI 

CDRSLLCVCAAAGNAGLRPRD 

SPHTLLHWRSRSPYFFSPKPVPP 

QLLGGQPAAHSRRDDLGEAGV 

GRGGCCFAALRGVQSEKWSGF 

HTVPEPAPGQGDVMPIVLVRPT 

NRTRRLDSTGAGMGPSSHQQQ 

ESPLPT1THCAGCTTAWSPCSFN 

SPDMETPLQFQRGFFPEQPPPPP 

RSSHLHCQQQQQSQDKPCPPFA 

PLPHPHHHPHLAHQQPASGGSS 

PCLRCNSCASSGAPAAGAGDNL 

SLLLRTSSPGGAFRTRTSSPLSG 

SSCCCCCCSSRRGSQLNVSELTP 

SSHASALRQQYAQQSAQQSAS 

ASQYHQCHSLQPAASPTGSLGS 

LGSGPPLSHHHHHPHPAHHQH 

HQPQARRESNPFTEIAMSSCRY 

NGGVMRPLSNLSASRRNLHEM 

DSEAQPLQPPASVGGGGGASSP 

SAAAAAAAAVSSSAPEIVVSKP 

EHNNSNNLALYGTGGGGSTGG 

GGGGGGSGHGSSSGTKSSKKK 

NQNIGYKLGHRRALFEKRKRLS 


7464 


37832 


A 


7518 


1 


579 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7465 


37833 


A 


7519 




1184 


MSSANRSILEVPHLDILLQELPG 
VSKVVTVEVRGNWQRWLKVR 

dltkg vtyffr vqa rtitygpe 
lqanitagpaegspgsprdvlv 
tksaseltlqwteghsgdtptt 
gyviearpsvfgngsfqvsk.ee 
nqyfsegltsievpsqqvqqeg 
avamalmvpdeglwdmfvkd 

IPRSATSYTLSLDKLRQGVTYEF 
RVVAVNEAGYGEPSNPSTAVS 
AQVEAPFYEEWWFLLVMALSS 
LIVILLWVFALVLHGQNKKYK 
NCSTRQGISTMEESVTLDNGGF 
AALELSSRHLNVKSTFSK.KNGT 
RSPPRPSPGGLHYSDEDICNKY 
NGAVLTESVSLKEKSADASESE 
VSVGAYFRAVTISPYFCKDAGF 
AVRTIALGLAETAGSKADARK 


7466 


37834 


A 


7520 




1347 




7467 


37835 


A 


7521 


512 


1051 


MAYCK.STPAVGLRVTV*SLSRL 
SLICYTFC1GAPSHLSVGSLIIAT 
SFIVSNRPCRAPYVDTIYRLPSP 
LRLAGHRTLPLKPSFPRRSPPLL 
YYPSPRPPAHYPLSPSSEPNRRY 
TMALTAVPYPYTSPLQAFPFLH 
SRJPQLQLFLLTNSFTSRTPVEP 
VQVLEILSQWKATTKWHYG 


7468 


37836 


A 


7522 


352 


546 




7469 


37837 


A 


7523 


1 


360 




7470 


37838 


A 


7524 


3 


349 




7471 


37839 


A 


7525 


1077 


2142 


SAVRYSVAITTADRRTAAGAIS 

YPTK*S*SEPJQEGQPEEQ/RAN 

YPNGTYPTSLRHLERLWLRSAL 

SVKARF/YHQQYSLKKYRYKHI 

ADNVCQWLDEVFLRPKEMSDI 

HK.LTFIEKRERLKNSVFKSLHD 

VRTVEDPSGTQLEVVSNNPWD 

PKRQLLKWDGTKWTGWDIPD 

YSAAPPEAVPSLNNPQTFSEQK 

LDEALYHGAVLRVRPKAMTVA 

VI1AGLLPILWGTGAGSEVMSRI 

AAPMIGGMITAPLLSLFIIPAAY 

KLMWLHRHRWLKCKSARRPQ 

YQSGYTDDRHSRSVKASPTAG 

LPSLTHEQQQKAVER1QELMAQ 

GMSSGQAIALVAEELRANHSGE 

RIVARFEDEDE 



862 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7472 


37840 


A 


7526 


116 


191 


RLKFTETNLYTNIYVGS1HIHLN 
LEIIHMSLH**MDRTNINIRVQIC 
FCEFKSLVLLDKPGRQELIDDL 
NKRTDNFLTDSGISVSDWIDAA 
TWEVFSSLRELELLG1KNIRLAS 
QDLHGVILSSETVAEDIWCRILD 
TVTRKGEHSRRIHSADDKSYLR 
PDLLEWFKQRVEDDQSRSGRK1 
YVKRDLPH 1LTPFRAPMASVC A 
KRKGQVLHQQYSLKKYRYKHI 
ADNVCQWLDEVFLRPKEMSDI 
HKLTFIEKRERLKNSVFKSLHD 
VSEFLGRVLLHATDPAAPRKPA 
YSLHAIRGKSRGRKNS 


7473 


37841 


— 


7527 


-j 


177 




7474 


37842 


A 


7528 




399 




7475 


37843 


A 


7529 




209 




7476 


37844 


A 


7530 




288 




7477 


37845 


A 


7531 


2 


256 




7478 


37846 


A 


7532 


414 


1188 


TSFLTTGGKKGS\KKKVVDPFS 
KKD/WL*YVKHPAMFNIRNIGK 

d vg sprtqgtk 1 a s\dg lkg\rv 
fewsladlqhdevafrkfkl.it 
\edvqgkncltnfhgmdlt\rd 
k\mcsmvkkw\qtmi\eahwd 
vktt\dg\yllrlfcvgf\tkkr 

NNQIGKPF*AQ\HHRVRQ1GKK 
MMEIMTREVQTNDLKEVVNKL 
IPDSIGKDIEKACQS1YPLHDVF 
VRKVKMLKKPKFELGKLMELH 
GEGSSSGKATGDETGAKVERA 


7479 


37847 


A 


7533 


1 


1140 




7480 


37848 


A 


7534 


131 


410 




7481 


37849 


A 


7535 


1 


861 




7482 


37850 


A 


7536 


1 


406 


MWEILELPRDLLNGFAQNADS 
NMDNKVQAEVALDGNGELVG 
YYSKASAGDTQANRVWSGPPA 
NSNRPAAEGPERNTININKKDIN 
TKTPSVGHRHQRPKVDKTTKT 
RYKTRAEKLKILKTRVPLIFQRT 
AALRQR 


7483 


37851 


A 


7537 


1366 


1629 


TQSPVQTKPTPITTRGGGFLPTQ 
PFPVILQRQFCPE*LVAFMGS*E 
DVP*GSFRVSAESSIL*RAP*GA 
QSTCKPVNRNEKISKRIVH 


7484 


37852 


A 


7538 


502 


648 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7485 


37853 


A 


7539 




1169 


PPLLIPRQTGSGVDLQQTPTDLQ 

LRVLTVRRKTNKQKGHPHQNSI 

CTSPSSKTK.DFKPTKJKRDKEG 

HYIMVKGSIQQEELT1LNIYTPN 

TGAPRFIKQVLRDLQRDLDSHT 

IIVGDFNTPLSTLDSSKRQKVDK 

DIQELNSALYQADLTDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCNRTEIITNCLSDHS 

A1RLELRIKKLTENRSTTWKLN 

NLL LKDYWVUNEM K AEIKMFF 

ETNENKDTTYQNLWDTGKAAC 

RG1FIAINAHKRNQKRSKMDTL 

TSQLKELEKQEQRHSKASRRLN 

QEEVESLNKPRTGSEIEAIINSLP 

TKKSPGADGFTAEFYQRYKEE/ 

PGTI PSETIPINRKRGNTP*LIL*G 

QHHPDTKA 


7486 


37854 


A 


7540 


1 


404 


MDEFLNTYTLPRLNQEEVESLN 

RP1TGSEIVAIINSLPRKKSPGPD 

GFTAEFYQRYK.EELVPFLLKLF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTT1KENFRPISLMNIDAKILN 

K1ILANRIQQHIKKLIHHDQVGFI 

PGMQGWFNIRKSINVIQHINRT 

KDKNHMIISTDAEKAFDKIQQP 

FM LKTLKKFGIDGTY LKIR1KYL 

GIQLTRDVKDLFKENYKPLLNE 

IKEDTKKWKN1PCSWVGR1NIM 

KMAILPKVIYRFNAIPIKLPMTF 

LTELEKTTLKFIWNQKRAR1AK 

S1LSQKNKAGGITLPDFKLYYK 

ATVTKTAWYWYQKRDIHQWN 

TTEPSEITPHIYN HLIFDKPEKNK 

QWGKDSLFNKWCWENWLAIW 

RKLKLDPFLTPYTKINSRW1KD 

LNVRPKTIKTLEENLGITIQDIG 

MG KDFM S KTPKA M ATKA K I D K 

WDLIKLKSFCTAKETTIRVNRQ 

PTKWEKIFTTYSSDKGLISRIYN 

ELKQIYKKKSDNPIKKWVKDM 

NRHFSKEDIYAAKKHMKKCSP 

SLAIREMQ1KTTMRYHLTPPSLL 

IPRQTGSGVDLQQTPTDLQLKV 

LTVRRKTNKQKVHPHQNPICTS 

PSSKTKE LEKQEQTH SKAS RRQ 

EITKIRAELKEIETQKNLQKINES 

RSWFLEKVNKIDRLLARL1KKK 

REKDQIDAIKNDKGDITTDPTE1 

QATIREHYKHLYANKLENLEE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7487 


37855 


A 


7541 




1284 


SAADTQANRVWSVPPTNSNRP 
AAEGPDC*KEN*QKGHPHQNPI 
CQSPSSK\PKVDKTTKMGKKQN 
RKTGNSKNQSTSPPPQEHSSSPA 
MEQR1TNAEKYLKDLMELKTT 
AQELH DECTSLSSPFDQLEERV 
SVMEDQMNEMKREEKFREKRI 
KRNEQSLKEIWDYVKRPNLPL1 
GVPESDRENGNKLENTLQD11Q 
ENFPN L ARHANIQIQEIQRMPQ 
RYSSKRATPRYIIVRFTKVEMK 
EKMLRAARDKSLVTHKGKLIR 
LTAG KFI AL I AHKGNQERSKIDT 
LTSQLKELEKQEQTHSKPSRRQ 
EITKIRAELKEIETQTTLQK1NES 
RSWFFEKINK1DRLLARLIKKKR 
EKNQIDA1KNDKGDITTDPTEIQ 
TTIREYYKHHYANKLENLKEM 
NKFLDTYTLPRLKQEEVESLNR 
P1KALKLRQ 


7488 


37856 


A 


7542 


1 


1082 


MLSSVGLLLTHRRK.KKSTDT1N 

DESLNKERDMTGNPHIFPRYQE 

I WQ V F VSSGNN YITTATGPTA V 

PPLLIPRQTGSGVDLQQTPTDLQ 

LRLLTVGRKTNKQKGHPHQNPI 

CTSPSSKTKEIRTTIREYYKHLY 

AN K L ENLEEMDKF/H * H 1 HPPKT 

KPGRS*ISA*TNNRL*N*GNN** 

LTNQKKSRTRW1HSR1LPEVQG 

GADKQRAK.HE*TPIHNCFKENK 

IPRNPTYKEHEGPLQGELQTTS 

QGNKRGYKQM/DRTFHAHG*E 

ESIS*KWPYCPR*FIDSPSPSSYQ 

* LSSQNXGKN YFKV HMEPKKSP 

YCQ VN PKPKEQS WRH H AT*LQ 

T1LQGYSNQNSMVLVPKQRYRP 

MEQSPQK 


7489 


37857 


A 


7543 


1 


2012 


N4NLSRHLNEVKGELLWSLEWR 

DPDGGSIRMEVGLGGWTQRLE 

EEKXGNVCSHGNLEKDFPYIPH 

LFGLQQKKMDLKGVFKSCFKI 

YCSSKHLLKTGFISEAVLCYGE 

GGEGDTVLTMKERWPHECIVLI 

QCNKGRLTPHTARYSSETKLPE 

ERSGSSICGSPISAVLQPPLLIPR 

QTGSGVDLQQTPTNLQLRVLT 

VRRKTNKQKGHPHQKP1CMSPS 

SKTKDFKPTKIKRDKEGHYIMV 

KGS1QQEELT1LNIY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7490 


37858 


A 


7544 


402 


675 


QGYPGTELSSAPSGPNRHLQNF 
PPQINRIYILLSTTSHLFQN*PHS 
WK*STPQQM*KRRNYNKNQ\L 
ELRIKKQTQNRSTTWKLNNLLL 
NDY 


7491 


37859 


A 


7545 




428 


DKTSRGT1RQQH LLFTN1RCSA A 
SAADTQANRVWSGPPANSDRP 
AAEGPDC*KEN*QTERTSTPKS 
HLYVTI1KDQRNKIPKNPTYKG 
CEGPLQGELQTTAQQNKRRYK 
QMQEHSMLMGRKNQYHENGH 
TAQGNL 


7492 


37860 


B 


7546 


1 


1650 




7493 


37861 


A 


7547 


1 


946 


MAMPPLL1PRQTGSGVDHQQTP 

TDPQLRILTVRRKTNTQKGHPH 

QNPNCTSPSSKTKELKEEVGTQ 

RKEVKNLEKRLDEWLTRIANA 

EKSLKDLMQLKTMAQELQLDK 

TTLNFIWNQKRACIAKT1LSKK 

NKAGGIRLPDFKLYYKATVTKT 

AWYWHQNRY1DQWNRTEASEI 

MPH1YNHLIFDKPDKKKQWGN 

DSLF/K*MVLGKLASHMQKTEI 

G PLPYN FYKN* LKMD* RLKGK 

T*NHRN H RRKPKQYHSGHRHG 

QRLHD*NTKSNGNKGQN*QMG 

SN*TKELL/RQQKKLPSE*TRNL 

QNGRKFVQS1YLTKG 


7494 


37862 


A 


7548 


189 


380 


QTERTSTQNPICTSPSSKTKGR* 
MHKDGEKTEQKNWKL*KAERL 
SSSKGMQLLSSNGTKLDGE 


7495 


37863 


C 


7549 




2805 




7496 


37864 


A 


7550 


535 


696 




7497 


37865 


A 


7551 


214 


363 


LLEGKLTNRKE*HQHQQKGHP 
HQNPICTSPSSKTKVT*NHKDG 
EKT*QKS 


7498 


37866 


A 


7552 


787 


1056 


GQKKKLM1IG1MSRNHHGPQ*P 
ALQKMPAS*VTEIMNNHFLFCF 
RKGKGRIKLVNSRVEHQAGSW 
GPWFQSLVAGQYFWTCSGPDG 
SPLP 



866 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7499 


37867 


A 


7553 




4560 


MKHTLIPR1KNACLQMSSLAVP 

VNSLVCLGKILEYLDKWLVLD 

GILPFLQQIPSKESAVLMGILGIY 

KCTFTHKLGITftEQLTGKVLPH 

LIPLSIENNLNQFNSFISIIK.EML 

NRLESEHKTKLEQLH1MQEQQK 

SLDIGNQMNVSEETKVTNIGNQ 

QIDKVFSHIGADLLTGSDSENK 

EDGALNVPPAGAKPTQQRPTD 

MSALNNLFGPQKPKVSMNQLS 1 

QQKPNQWLNQFVPPQVSPATG 

SSVMGTQMNMIGQ 


7500 


37868 


C 


7554 




1359 




7501 


37869 


A 


7555 


272 


915 


YPGKQGLEWTSSKLQQTCC*GS 
*LLEGKRTNRKDINTKNPSVRH 
HHQRPKMGEKTEQKNRKLKIR 
APLLLQRNTAPH/HAMEQSWM 
ENDFDELREEGFRRSNYSELKE 
EVRTNAKEVKNFEKKLDEWIT 
R1TNAEKSLKDLMELKTTAVEN 
YVTNAQAPVANATN*KKGYQR 
WKTK*MK*SEKRSLEKKE*KEK 
KQSLQEIWDYVKRPNLCLIGVP 


7502 


37870 


A 


7556 


196 


494 


HTDGVSVWMSFLFVSFPSNSQD 
PQLQVCWSLLEVHSRPCLPGYQ 
QQRIRLEPFKINV/T*ADHEAYR 
KTAVRRCSQTTQQAWEQSAHQ 
QHIRH*SCRYPG 


7503 


37871 


B 


7557 


28 


303 




7504 


37872 


A 


7558 


1216 


1863 


HPDITIKRTREA RANTFKS* QKA 
RNN*DERRTEGNRDTKNPSKKS 
VN/RRSWFFEKFNKIDRRLARLI 
KKKREKNQIDAIKNDKRDITTD 
PTEIQTTI REH YKHL Y ANKLEN 
LEEMDKFLDTYTLPRLNQEEVE 
SLNRP1TGSEIEAIINSLPTKKSP 
GPDGLTAKFYQRYKEE/PGTIPS 
ETI PINRKRGNPP* LIL * G LH H PD 
TKAWQRHYKKREF 


7505 


37873 


A 


7559 


166 


785 


FRATSAADTQANRVWSGPPAN 
SNRSAAEDPDC*KEN*PT\KGHP 
HQNPICTSPSSK.TKARQAN1Q1Q 
EIQRMPQRYSSRRATPRCIIVRF 
TKVEMKEKMLRAAREKGQVT 
HKGNPIRLTADLLVKTLQARRE 
WGPIFNILKEKNFQPR1SYPAKL 
SFISEGEIKSFTDKQMLRDFGTT 
RPALKELLKEALNMERNNQYQ 
PLQKHVRL 


7506 


37874 


A 


7560 


1 


1164 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7507 


37875 


A 


7561 


770 


2670 


RRARCSCAPSSTTTLGRTGPSLA 

RRRACPSSAGRSWRW*ARTTPR 

GGRPSESGTPTFEPASSPPRGSR 

RDFQEGQSWVRGWQL/WTSTV 

GCSPH1FWCVDCETCDCEGYLK 

GHYVAGLRRSFRLGCRERLGGS 

QEGKMSSGAESPELLTYEEVAR 

YQHQPGERPRLVVLIGSLGARL 

HELKQKVVAENPQHFGVAVPR 

APWDVKLQWAEDPGSECDKE 

DEEEENEGARFLEHGEYKENLY 

GTSLEAIQAVMAKNKVCLVDV 

EPEALKQLRTSEFKPYIIFVKPAI 

QEKRKTPPMSPACEDTAAPFDE 

QQQEMAASAAFIDRHYGHLVD 

AVLVKEDLQGAYSQLKVVLEK 

L S KDTH WPPL V IPRQTGSGVDL 

QQTPTDLQLRVLTVRRKTKKQ 

KGHPHQNPTCTSPSSKT1CVGER 

VSV1EDQMKEMKREKKFREKR 

VKRNEQSLQE1WDYVK.RPNLR 

LIGVPESDGENGTKLENTLQDI 

MRENFPNRARQANIQIQEIQRM 

PQRYSSRRATPRH1IIRFTKVEM 

KEKMLRAAREKGWVTHKGKPI 

RLTADLLAETLQARREWEPIFNI 

LKGKNFQPRISYPAKJLNF1SEGE 

IKSFTDKQMLRDFVITRPALQEL 

LKEALNLERNNWYQPLQKHAK 


7508 


37876 


A 


7562 


181 


690 


QHAIVTGDAVGMDDIPQEARQ 
YRHNQAYAYSIQGDGAEDDDE 
RIVRFHTRCLNGRVLL*DK/IFQ 
RNDQA ATFA AHQYPLFCSLHC* 
YPGTQGLEWTSSKHQQTCS*GS 
*LLWPGDERLWPSWEEQKKLS 
LPTDPDTWL*GSPQAAQGPRCV 
PPPGAQPLSSVTASLCHCA 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7509 


37877 


A 


7563 


2 


2233 


SSENILTVHEQANVESLKETKQ 

NCKDLDEDANG1TDEGKE1NEK 

SSQLKNLSELQDTSLQHDDEEE 

STVISVSEDMNSEGNVDFECDT 

KLYTFLSSDESQQSENSENEED 

TLCFVENSGQRESLSGDTGSLS 

CDNALFVIDTTPGMSADKNFYL 

EEEDKASEVAIEEEKEEEEDEKS 

EEDSSDHDENEDEFSDEEDFLN 

STKAKLGRLTPHMAGYSSETKL 

PEERPGSNICCSP1SAVLQPPLLI 

PRQTGSGVDLQQTPTDLQLRVL 

TV1KKTNKQKGHPHQNPICTSP 

SSKTKDRSTRQKVNKDIQELNS 

ALHQADLID1YRTLHPKSTEYTF 

FAAPHCTYSK1DHIVGSKALLS 

KCKRTE11TNCLLDHSAIKLELRI 

KKFTQNCSTTWKLNNLLLNDY 

WAHNEIKAEIKMFFETNENKDT 

TYQNFWDTFKAVCRGKFIALN 

AHKRKQERSK.1DTLTSQLKELE 

KQEQTHSKASRRQEITK1TAEL 

KEIETQKTLQKINESRSWFFEKI 

NKIETASKTNKKREKNPIDAIK 

NDKGDITTNPTEIQTTIREYYKH 

LYANKLENLEEMNKFLDTNTIP 

RLNQEEVESLNRPITGSEIEAIIN 

SLPTKKSPGPHGFTARFYQEYK 

EE/PGT1PSETIPINRKRGNPP*LI 

L * G QHH PDTK A WQRHNK.KREF 

*TN1PDDHQCKNPQ*NTGKPNP 

AAHQEAYPP*SSGLHPWDARL 


7510 


37878 


A 


7564 


3 


377 


DrfNCATVLQPG*QSEIL*KEERE 
REREKKERKKERKKERKKERK 
KEGKQ*RKGGRKKERKEKEIK 
KERRKGKKEKKEEEKRRKERK 
KERERKKRRKEGRKKEYTRKA 
KR1HRPFEGNGSPLPAP 


7511 


37879 


B 


7565 


1 


834 




7512 


37880 


B 


7566 


1 


915 




7513 


37881 


B 


7567 


1 


666 




7514 


37882 


A 


7568 


330 


793 


SCWLCPGPCCPAQPQNTAPFIPE 
A*TPAMAERGPATAAGQLEFT 
GG ALQTLFA WVSAA AAAEQ WI 
LVNRKCCCLIVPLEVLSQRSTW 
PCIGLVMPVLPGLLRDIVHSDSI 
ASHYGVLLALYALMQFLCAPV 
LGALSDRFGRRPGLLASLLGAT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


7515 


37883 


A 


7569 


991 


1842 


IQCHPHQATKNFLHRIGKNYFK 
VHMEPKKGPHCQVNPKPKEQS 
WRYVKQSKK1AVYAERSRCSP 
GTEFAGTLILDFPSSRTAPSSRG 
R/P/GRLTRPGTPLRQSFQRNDQ 
AATFAVQQYSLFCSLCC*YPGK 

qglewtssklqq/ylqlrerss 
spateqswmendfdelregfr 
rsnysklkeevqthckeak.nl 

EKRLDEWITR1TNVEKSLNDLM 
ELKNMAKELRDERTSFSSEFNQ 
L E E R V S V 1 ENQMNEM KREE KFR 
EKRVKRNEQSLQEIWDYVKRP 


75T6 


37884 


— 


7570 





244! 




7517 


37885 


B 


7571 


2379 


4476 




7518 


37886 


A 


7572 


1 


570 




7519 


37887 


A 


7573 


1 


1404 




7520 


37888 


A 


7574 


1 


474 




7521 


37889 


A 


7575 


746 


1215 


PNINRFLKHYREPVPKKRERNY 

STLWPLCPSTLNKIYTIMSYLSP 

ATKEYPFFLLLLF.QEC*AE*LLA 

LAVSQPLLSSTTNCLKN*MVTW 

NGSLIPWSPCKINLTP*/PAVVL 

QNRRALDLLTAESGGTFLFLEE 

KCCCYVNQSGI1TEKVKEIQGRI 


7522 


37890 


A 


7576 


, -- 


1178 


MPESPTPLLG RDJLA KAGAIIHL 
N1GEGTPVCCPLLKEGINPEVW 
ATEGQYGRAKNAHPVQVKLK 
DSASFPYQRQYPLRPEAQQGLQ 
KIVKDLKVQGLVKTCNSPCDTP 
ILGVQKPNGQWRLVQDLR1IDE 
AIVPLYPAVPNPYTLLSQIPEEA 
ELFTVLDLKDAFFCIPVHPESQF 
LFAFEDPSIPMSQLTWTVLPQG 
FRDSPHLFHHTLAQDLSQFSYL 
DTLVLCLPLRNQQECHQATQV 
LLNVLATCGYKVSKQKAQLCS 
QQVKYLGVKLSKGTRAL/QQ*R 
TDRT*LSTSNCSNLRHSRGPSRG 
SLD* SQPQLVY* WKFFCRKRTS 
KRG VCSGQ* * WNT* KKSPHSRN 
*CSAGGTNSPPSGTRIRRRKKGL 
IRIYMLPLILSAPYDHLH 


7523 


37891 


A 


7577 


1 


1338 




7524 


37892 


C 


7578 


109 


231 




7525 


37893 


A 


7579 


279 


346 


LLRLALLLQ*QKEEWVLFCCGA 


7526 


37894 


A 


7580 


260 


393 


VEVV1LPMPVPNLPS1PARITKG 
RMGTLLLRGLGTT*LYKSCSV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


7527 


37895 


A 


7581 




2677 


TKETCFIRGPKTPVPVTDWEGS 

LPLVFNHCRDTSVIIHPRFKGVR 

PRRDACLGPSPLAASPAFLGKG 

QAELGPNSSSASAPPPY1MLFIAS 

PPHTWSG LQFRS VTSPPPPAQQF 

TLKKVAGAKGIVKRLKTDTAR 

SPWKTPRPSRTPSFRKAERTKG 

LLKIHLTKLSHQLKKDWTILLP 

LSLLRIQACPRNATRLATGQLG 

YPFISQSYVLVNGFQTVEDLCE 

AADLRVSVADLRVSVTALKVA 

RLELFVPPGGLVVSLASAVKLQ 

TFAVLQLIKAKRWDWGTLEQG 

AALIGEARDAQEPTEGVGGSG 

MAGCRSRDLPRGKAAKARREI 

ERSAGLT1KKERCIRNGYSKEK 

MKL1VVSHGLHVNDLQHKLTL 

FTKETYTYLARDSEKQKQGYL 

AGLEGAHANRVNQQISDNLVV 

KTGALPPPYRTKGEKLYFYMSR 

QNCLFSVSGQLLQGFFPNGGQA 

APNPYALLSQIPEEAEWFTVLD 

LKDDFFC1P/VHPDSQFFFAFEDP 

SNPTSQLTWTVLPQGFR\HLFG 

QALAQDLSQFSYLDTLVLCGVL 

KSPIIIVWELNQIDTIKNDKGDIT 

TDPTE1QTTIREYYKHLYTNKLE 

NLEEMDKFLNTYTLPRLNQEEV 

ESLNRPITGAEIEAIINSLPTKKS 

PGPDGFTAEFYQRVADVKLREE 

KDENMLLVPLSDLLYQVHAPIP 

QLPEVLAANSPTCHLDPPTITES 


7528 


37896 


A 


7582 


1 


459 


MAVRYTDENVLRKGTREAGT 

MMRLRGTTECCADFAAWDVT 

HDALRATGGELPGAQVMLTTT 

ECGRHVDFCDRAVWLPRMWG 

YPLALPGEMRKLYTVRMAGRD 

ILAKAGAIIHLNIGEGTPVRCPL 

L/EGINPEVWKTEGQYRQAKNA 

RPVQVKL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tirst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7529 


37897 


A 


7583 




910 


YFSQPLSY\DWGALFFSHAFLIM 

LESPTTLLGRDILAKAGA1IHLNI 

GEGTPVCCPLLEEGINPEVWAT 

EGQYGRAKANARPVQVKLKDS 

ASFPYQRQYPLRPEA/LTK.GFQ 

KIVKDLKAQGLVKPCNSPCSTPI 

LGVQKPNGQWRLVQDLRIIDE 

A1VPLYPAVPNPYTLLSQIPEEA 

ELFTVLDLKDAFFC1PVHPESQF 

LF A F E DPSIPM SQLT WT VLPQG 

FRDSPHLFHHTLAQDLSQFSYL 

DTLVLCLPLRNQQECHQATQV 

LLNVLATCGYKVSKQICAQLCS 

QQVKYLGVKLSKGTRAL 


7530 


37898 


A 


7584 


158 


1272 


NPAARTPFFV1KKGGKRGRDIL 

AKAGA11HLNIG/GTPVCCPLLE 

EGINLEDWATEGQYGRAKNAR 

PVQVKLKDSASFPHQRQYPLRP 

EAQQGLQK1KDLKAQGLVKAC 

NSPYNNPTLGVQKPSGQWRLV 

QDLRJINEVTVPLYLAVPNPYIL 

LSQ1PEEAEWFTDLDLKDAFFCI 

PVH PDSQFLFAFEDPSN PMSQL 

TWTVSPQGFRDSPHLFGQALA 

QDLSRFSYLGTLVLWPCISI/LCT 

*TMEQLQHRNKHHFRFSRTSCF 

QSGNNPYLKPHLCKPQYCRHN 

QLPMHQCPHDHLH*TRFI/PIML 

YLSPTTKEYSFFLLLSEQEC*VD 

♦VLALAVPQPLLSSTTNYLKNS 

MVTWNGLPTPWSPCK1NLTS 



872 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7531 


37899 


A 


7585 


1 


2083 


MPLLQMIATPLQQSLISTEDEM 
DELTEVGFERWVITNFTEEPSPA 
LG FTPEHKGN VG H AG KGPLESS 
SPDPFLCGQEKQEKGAGLLHRQ 
YPLRLEAKQGLKKIVTCDLKAQ 
GLVTPCSSPCNTPTLAVQKPNG 
QWRLVQDLRI1NEAVVPLYPAV 
PNPY ILLSQIPEEA E WFTVLDLK 
DAFFCIPVHPDSQFLFAFEDPSN 
PMSQLTWTVLPQGFRDSLHLFG 
QALAQDLSQFSYLDTLVLQYM 
DDLLLVTHSETLCHQATQALFN 
FLATCGYMVSKPKAQLCSQQ/R 
YLGLKLSKGTRALSEEHIQPILA 
YPHPKTLKQLRGFLGVIGFCRK 
W1PRYGEIARSLNTLIKETQKAN 
THLVRWTTEVEVAFQALTQAP 
VLSLPTGQDFCSYVTEKTGIAL 
GVLTQ1RGMSLQPVAHLTKE1D 
VVAKG*PHCLRVVVAVAVLVS 
EAVKI1QGRDLTVWTSHDVNGI 
LTAKGDLWLSDNCLLKCQALL 
LEGPVLRLCTCATLNPATFLPD 
N EEKIKHM CQQ V I SQT Y ATRGD 
LLEVPLTDPDLNLYTDGSSFVE 
KGLRKVGYAVVSDNGILESNPL 
TPGTSAQLAELIALTWALELGE 
EKRANI/YTDSKYAYLVLHAHA 
AIWKEREFLTSERTPIK.HQEAIR 
KLLLAVQKPREVAVLHCRGHH 
KGKEREIQENCQAYIEAKRAAR 


7532 


37900 


A 


7586 


80 


678 


LCCN M PA AQHRERASNESRHG 
GCCPP/PWLLSS/APPHDAFTTPQ 
EAVLSAPSALPSSAATSLLSLLT 
PQQMFCSKTAGPKPFSSNPHPR 
LKAPTSSC/PL*PQAAPSGNAHC 
Y*GHRRGRTVPEDPGCLSPRAR 
PHRTSGTSSPPSLQPSRTIPPASS 
APKQGDAGSPPYQAVPEKNKP 
GATPRTCAESPKRLPRPGPKSFL 



873 
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SF.Q 11) 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7533 


37901 


A 


7587 


3 


804 


GLLQATALQPAQQI*IFL*KKEE 
EEEGGGGEGEEKKKKKKTEEE 
EEEEEERKK\EEEEGEEEGEEEE 
EEEEKEERTGAGDSSEDEGFDEI 
PSPGDSRQKTEGN A AN 1 1 SGCD 
QRYEESEMDLGTRGIVSGHRYI 
FTFRVSPLEAIGELLFPFSVAPA 
QGGLGFRRVDQLALPMGAQSL 
ERPFCVDGGSRPPLNYAVSSVE 
DLLNGNNFKCPTTLRTIEITVGN 
L 1 1 S PRQ KQLN AN I G KN FN A AEN 
HENAKTTTRSSTVGADTHLTA 


7534 


37902 


A 


7588 


3 


191 


SSHPVFSPRWVLSPHPQSQCYT* 
GSGAQNLTASPPFCVCRGDRGN 
HLRKDTKVEVKRKTCWL 


7535 


37903 


A 


7589 




1899 


HVGASDPDAGPGWGGLTSRPR 
L VTPRSAPRG RAFQG ATVGLAP 
VEGMCRAESSGGVSTDHSELPI 
GAAATMAHEIGHSLGLSHDPD 
GCCVEAAAESGGCVMAAAT/G 
VRGWGVGAAAGRLVLGTSSA 
AFLWSSLSFLFCKMG1MI1VSAS 
GWFMRLKGKKLRQSGFSTV*R 
LFSE*PGEVTPTPGGAPSGRDST 
LGPGLLTIGASSSPVPLVV*LCA 
GYFPSLGSARLAAVAKPRGGD 
QRSAGVGGLSLHAQCPPRAGR 
HPFPRVFSACSRRQLRAFFRKG 
GGACLSNAPDPGLPVPPALCGN 
GFVEAGEECYCVS\GQECRDLC 
CFAHNCSLRPGAQCAHGDCCV 
RCLLKPAGALCRQAMGDCDLP 
EFCTGTSSHCPPDVYLLDGSPC 
ARGSGYCWDGACPTLEQQCQQ 
LWGPGSHPAPEACFQVVNSAG 
DAHGNCGQDSEGHFLPCAGRD 
ALCGKLQCQGGKPSLLAPHMV 
PVDSTVHLDGQEVTCRGALAL 
PSAQLDLLGLGLVEPGTQCGPR 
MVCNSNHNCHCAPGWAPPFCD 
KPG FGG SMDSGPVQAENHDTF 
LLAMLLSVLLPLLPGAGLAWC 
CYRLPGAHLQRCSWGCRQGPC 
VQWPQRWPTQGPPPGRRSPHG 
VGPHSHWTALAPGP 


7536 


37904 


A 


7590 


2 


280 




7537 


37905 


A 


7591 


1 


1266 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7538 


37906 


A 


7592 


1 


458 


LQQSQIFEIHSQKTIVKKCLDLF 

FELAEEKENYKNFFEAFSKNL\K 

LGIHEDSTNRRRLSELLRYHTS 

QSGDEMTSLSEYVSRMKETQK 

SIYYITGSPCWCLVFFSLSCPCV 

EGSKLRVSSPIPSLLLTAGLDVV 

YCGLFYFLHFVLKLKYAK 


7539 


37907 


A 


7593 


1 


862 




7540 


37908 


A 


7594 


3 


437 


IPEF/LNF/IRGVVTLGLPLNISRE 
MLQQSKILKVIRKN IV * EC/LFEL 
LSELAEDKENYKKFYEAFSKNL 
KLGIHEDSTNRRRLSELLRYHT 
SQSG DEMTSLSEYVSRM KETQ 
KSIYY1TGESKEQVANSAFVER 
VPLSHLAPPAGV 


7541 


37909 


B 


7595 


106 


1966 










7596 


453 


719 


ARGSKHTGL1AQWAHEQSGHG 
GRAGGYAWAQQHGLPLTKAD 
LPVAMATAECPICQQQRPTLSPR 
YGTIPW/WAWDAPGGRGCWRL 
QKAGE 


7543 


37911 


A 


7597 




837 


PECVIG1DILSSWQNPHIGSLTG 

RVRA1MVGKAKWKPLELPLPR 

KIVNQKQYHILGGTVEISATIKD 

LKDTEAVTPTTSPFNSPIWPVQ 

KTDGSWRMTVDYCKLNQVVT 

P1AAAVPDV/VSLLEQINTSPGT 

WFEWSPK\KALQQVQAAVQAA 

LPFGPYDPADPMVLEVSVADR 

DA1WSLWNAAIGESQRRPLGF 

WSKALLSSADNYSPFERQLLAS 

YWA LVETERLTVGHQVTLRPE 

LPIMNWVLSDPSSHKVSGAQQ 

RS1IKLKWY1HDWVRAGPEGT 


7544 


37912 


A 


7598 




399 




7545 


37913 


A 


7599 


126 


392 


ARGSKHTGLIAQWAHEQSGHG 
GRAGG Y AWAQQHGLPLTKA D 
LPVAMATAECPICQQQRPTLSPR 
YGTIPW/WAWDAPGGRGCWRL 
QKAGE 


7546 


37914 


A 


7600 




1677 




7547 


37915 


C 


7601 


37 


465 




7548 


37916 


B 


7602 


1805 


2542 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7549 


37917 


A 


7603 


3 


865 


V1PTTSQFNFP1WPVQKTDGSW 

RMTVDYCKLNQEENFNNQVDR 

MTHSVDTTQPLSPATHVITQWA 

HEQSGHGGRDGGYTRVQQHGL 

PLTKADLATAGKVFQKAV*AL 

N*HSIYGTLSLIARIHRSRNQGV 

EVEVAPLTISPSDPPAKFLLPVP 

PTLRSAGLEFLVPEEGMLPSGD 

TTVPLNWKLRLPPGHFGLLFPL 

HQQANKGRLSPHSRERGTSVFA 

SSNSQPVTALNNEPAGPNKRDI 

GKAKGLKFHHPGPHRQERDML 

E/SML* P WG YPVGKQWNHLIK 

KQGRH 


7550 


37918 


A 


7604 


3 


857 


VTASLSPVVATSPPQPMLPSDFP 

PLSEEINPMLPEATVIASPKEIAR 

QDNVDSPQEPPPTPQFSSRPITR 

LKSQWAPRGPECVIG1DILSSW 

QNPHIGSLTGRVREGYMVGKA 

KWKPLELPLPRKIVNQKQYCIP 

GEIAElSTTlRDLKDTGVVIPTTS 

PFNSSIWPVQKTDGSWRMTVD 

YCKLDQVVTPIAAAVPDMVSL 

VKQINTSPGTWQHITHLDVLLW 

RIYQVTQKAASFEWGPEQEKA 

LQQVQAAVQA\LCHLGHMTQQ 

IQWCLRRNGEMCDYIL1YGL 


7551 


37919 


A 


7605 


' 


608 


MAPGMVPIPPPGKYHSPKKLIY 
STPPKPGTYGISDSLSQYPTSAK 
AEPVPTHKNPRRESPIPHSSPSSF 
TDG/PSPNSPGDARPHPQNKTSG 
RGRPAPRQRVPTTITTPAPPARS 
PNSAHSPAFRDLPFRAEKGTAA 
ARVPREPHSPAPPKNKGSLQPP 
AGELLQRGARTTLPRILGTAPG 
PHLPGCSAPPGAP*RPAAPIGL 


7552 


37920 


A 


7606 


179 


544 


HTRLHSHPQLRGFPSWLFHSVSI 

RSPASGHLEFPSFARSSGSGSTS 

PLSFGAMTTEKQALGGRAAFPP 

KYK*AQGRAACFVLTSQQQPS 

WQ*GVTVTATGSPMHRGTFWH 

SCTGTPGSGDR 


7553 


37921 


A 


7607 


90 


653 


VPGERPRGQSGPQVLPYGPTWC 

SSNTPEPQSLRAPQ*LQVPVPLQ 

SRGQR*QPQPMP/VRSQPKAP*V 

QMPPTPSSAKGPHLDGVRVPA 

ANPE* PTAGPTRA A ILR ATPA PS 

LPMPGTNRPSPRGNSLQDSAPA 

SDAGWPPTEAVTCP\PWSRENP 

PQRNL*AHRPQGPRPVPGTERR 

NGRGGAGCRQL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7554 


37922 


A 


7608 




804 




7555 


37923 


A 


7609 


28 


682 


TTCEMSDLEDDETPQLSAHG/T 
LAALQEFYAEQKQQ1EPGEDDK 
YNIGIIEENWQLS\QFWYSQETA 
LQLAQEAIAAVGEGGR1ACVGS 
P*CLPET/HESCAEKTFS1YIFEY 
DKRFAME*KE\LIFYDYNNPLD 
LPERIAAHSFDIVIVADPFPYLSG\ 
ECLRKTSETVQV\LTRGKILL\CT 
GAHHGRTGSRTPLE*RCARLFP 
RHTRNFGKWSFRLVYVNL 


7556 


37924 


A 


7610 


1 


611 


MAPKAK.MEAPAPPEAEAKVKA 
LKAKKVVLKGVHSH/KKKKKI 
RTSPTFR*/PLRLRRQPKYPWES 
VPRRTSTQISSGERPLENK.QPRY 
PRESSPPPGEQAPKYPPEERSPG 
ETRLDHLCLSIKFP\LTH*VLPM 
KKIEDNNTL\VPLVNVKANKH\ 
Q1KQAVKKLYDI\DVAKVNTL\I 
RPDGEKNG1CSDLAP\DYDALG 
CLPTKJFG1I 


7557 


37925 


A 


7611 


1 


1035 


DK.DSLCDSCKTSCSYNCSKPRS 

SWQDQDISSGTGLHSRLTLANT 

GKESKTVQASLDQQLGRLLSVS 

LRLGVEPSLQSSGNLLVSLLLSR 

FITYKVT1VEWVKTYALGLDLK 

KSERPGFESELHSHNSCECAVS 

HLKPVHLRVSPMGHSEYYLVT 

TADYSEANGSQSAGDEFFQTQS 

FPSRQQALFRPKIQITIREYYKH 

LYANKLENLEEMDKFLNTCTL 

QRLNQEEVESLNRPITGSEIEAII 

NSLPTKKRPGPDGFTAKFNQRY 

KEELV1YKKFQIPC1VPELNSTIS 

ANSTNADTCTPKYVTFNSKGT 

AQNADSDSAGLE/CEPDVLHI** 

SLRLGVEPSLQSSGNLLVSLLLS 

RFITYKVTIVEWVKTYALGLDL 

KKSERPGFESELHSHNSCECAV 

SHLKPVHLRVSPMGHSEYYLV 

TTADYSEANGSQSAGDEFFQTQ 

SFPSRQQALFRPKIQITIREYYK 

HLYANKLENLEEMDKFLNTCT 

LQRLNQEEVESLNRPITGSEIEAI 

INSLPTKKRPGPDGFTAKFNQR 

YK.EELV1YKK.FQ1PCIVPELNSTI 

SANSTNADTCTPKYVTFNSKGT 

AQNADSDSAGLEWSLMFCISD 

KVSGDDDADAVDS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


7558 


37926 


A 


7612 


3 


573 


KEETFSAWYVDGRVLVV1VTF 
GIILPLCLLKNLGYLGWTSGFSL 
SCMVFFLIVVIYKKFQIPCIVPEL 
NSTISANSTNADTCTPKYVTFN 
SKTVYALPTIAFAFVCHPSVLPI 
YSELKDP\SQKKMQMVSNISFF 
AMFVMYFLTAIFGYLTFYDNW 
QSDLLHKYQSKDDILILTVRLA 
VIVAVILTVPVL 


7559 


37927 


A 


7613 


1 


831 


MSELEDRLFENTQSEESKGKRI 
KKNEVCLQDLK.YSLKRANLRD 
TGLK.EEVIYKKFQIPCIVPELNS 
TISAMSTNADTCTPKYVTFNSK 
KKMQMVSNISFFAMFVMYFLT 
AIFGYLTFYDNVQSDLLHKYQS 
KDDILILTVRLAVIVAVILTVPV 
LFFTVRSSLFELGLRKQRFNLW 
PSIPVVTC1LLVVINLVGDLHTP 
P*R1FFGVVGSYILLNML1FILP/S 
IFFILK.ITDQDGDKGTQRIWAAL 
FLGLGVLFSLVS1PLVIYDWACS 
SSSDEGH 


7560 


37928 


A 


7614 


1 


1118 


FNCEIFYSF/SYGDEEISKTFALN 
ERRGEIKIIRKLDFEKIVSYQVDI 
KASDGAGLSGKCTVIIQVVDIN 
DNAPELTMASFTSPIRENSPETV 
AALFSIQDRDS\FALRSLDYEAL 
QEFEFRVGASDPGF\PALSSE\AL 
VRVLWLDANDSSLFVLFPLQN 
GSAPCTELMPGRAAEPGYLVTK 
QLLKATEPGLFGVWAHNGEVR 
TARLLSERDATKHRLVVLVKD 
NGEPPRSATATLHVLLVDGFSQ 
PYLPLPEAAPAQAQAEADLLTV 
YLVVALASVSSLFLLSVLLFVA 
VRLCRRSRAASVGRCSVPEGPF 
PGHLVDVSDTRTLSQRYKYEVF 
LTRGSGTNEFKFLKSVIP/QASG 
RCE*WEEKSNFVNGFGFN 


7561 


37929 


A 


7615 


1 


764 


TRPGAHGASLTDLANLSEGVSL 
AERGSFGAMDDPFKNKALLFS 
NNTQELHPDPFQTEDPFKSDPF 
KGADPFKGDPFQNDPFAEQQTT 
STDPFGGDPFKESDPFRGSATD 
DFFKKQTKNDPFTSDPFTKNPS 
LPSKLDPFESSDPFSSSSVSSKGS 
DPFGTLDPFGSGSFNSAEGFAD 
FSQMS/KGKSTPVSQLGSADFPE 
APDPFQPLGADSGDPFQSKKGF 
GDPFSGKDPFVPSSAAKPSKAS 
ASGFADFTSVS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7562 


37930 


A 


7616 




817 


MGFCHVGQASLKLLASDPFGT 
LDPFGSGSFNSAEGFADFSQMS 
KTDPQVRSELLKAGTAARLVTR 
LDPLVSGPH\TR*PELTVALVPD 
SCRASPDAGSVVGAHL*GLGTT 
G A ADGGTP\NSN RSFVLGV 1 1 V V 
WSMCQLYLVPPPPSGPFTSSLG 
GAGFSDDPFKSKQDTPALPPKK 
PAPPRPKPPS/GHRLPVPDGGGP 
GPPCSP/DPE*QQMPWDPVWGA 
RGSPRPSCPGPRKCRMCVVPRV 
IQHPSLLLPSLVGRRSQPQIWRS 
HPMPAAPPS 


7563 


37931 


A 


7617 


3 


1039 


GSLMFQQVPMVEIDGMKLVQT 
RAILNYIASKYNLYGKDIKERA 
LYAMTHDDE\AELRTPAAACKL 
♦SECQFRTRVDAVRTMMIP/AFT 
QVLKSHRQDYLVGNKLSWADI 
HLVELFYYVEELDSSL1SSFPLL 
KVKLLASSVKPVPLPSALRWPA 
HAVAQN1VTSWLTGGRF1ELK.T 
VQ1LDRLELEKPC1DAEDECFNT 
EWSTEFTLLKA WDEY LKA WFA 
LHLLEAMFQPSDSGKSFIFNMS 
VGYNLEGQPLNPKNYPSQGVP 
RVLKSHRQDYLVGNKLSWADI 
HLVELFYYVEELDSSLISSFPLL 
KPHTHVDNTKKGSHPHMCAYT 
DYVNNPNDRMPQRE1TFVS 


7564 


37932 


A 


7618 


2 


698 


NQKTVTMAGKPKLHYFNGRGR 

MEP1RWLLAAAGVEFEEKFIGS 

AEDLGKLRNDGSLMFQQVPMV 

EIDGMKLVQTRAILNYIASKYN 

L YGKD1 KE RAL1DM YTEGM A D 

LNEMILLLPLCPAEEKDAKIALI 

KEK1KSRYFP\AFEKVLQSHGQD 

YL VGNKLSRADI SLWELL YYV 

EELDSSLIS\NFP\LLKALKTQNP 

ATLPHG*RSFLQP\GSPRKPPAD 

AKALEEARK1FRF 


7565 


37933 


A 


7619 


102 


825 


R1MLQETAIMAEKPKLHYFNAR 
GRME\PPRWLLAAAGVEFEEKF 
IKSAEDLDKLRNDGYLMFQQV 
PMVEIDGMKLVQTKAILNLHLP 
ANYNLLMGKD1KGREP*FDYVF 
*EGFSQILGLN*SSFLPVC\PPEVE 
KDAQALPL1QEKTKNRYFPAFE 
KVLKSHGXQDYLVGPTSLSRGW 
TF1WWELLYYVEGAWTPRL1SS 
FPLLKALKTR1SNLPTVKKFLQP 
GSPRKPPMDEKSLEEARKIFRF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7566 


37934 


A 


7620 


2 


1256 


CHCGPP/VKVEAYGSQVLK.GVL 
AQVQLTVGPVGPRTHPVVIFPV 
PECIIG1DMLSSRQNPHTGSLTG 
RVWTIMVRKAKWKPLELPLPR 
KIVNQKQYH1PEG1VEISATIKD 
LKDAGVVIPTTSPFNSPIWPVQK 
TDGSWRMTVGYCKLNQVVTPI 
AAAVPDVVSLLEQINTPPGTWY 
AA 1 DLANDFFPIPVHKAHQKQF 
AFRWQGRQYTFTVLPQGRWEI 
NMTK IQGPSTSVKFLGVQ WCG 
ACQDIPS K. VKDKLLHL VPPTTK 
K/EAQCLSGFRREH1PHL\PIYRV 
SRKAANFEWSPEQEKALQQVQ 
AAVQAAWPLGPYDPADPMVLE 
VSVADRDADWSCWQASI/GHK 
VGHAQQHSIIKWKWYIRDWAR 
ADPEGTTKGQGQRRWWQLAE 
RQDSRDREAA1GERQETAVGKT 
ARDGEAVCD 


7567 


37935 


A 


7621 




518 


MTVDYCKLNQVVIPIAAAVSD 

VVSLLEQ1NTSPGTWYAA1DLA 

NAFFSIPVHKAQQKQFAFSWQG 

QQYTFTVLPQWYINSPALCFINL 

IRRDLDCFSLPLDITLVHYIDDI 

MLIGSTIKWVVHSS/DS1IKWKW 

YVHDWARAGPEGTTNGLAG*S 

GTCKKHEWKTGDKGIRGRG 


7568 


37936 


A 


7622 


1 


696 




7569 


37937 


B 


7623 


1 


1014 




7570 


37938 


B 


7624 


1 


837 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7571 


37939 


A 


7625 


1 


2592 


MVRKAKWKPLQLPLPRKIVNQ 

KQHRIPGGTVEISAITKDLKDA 

GVVIPTTSPFNSPIWSVQKTDGC 

WRMTVDYCKLTQVMTPIAAV 

VPDVVSLLKQINTYPGTCKAFLG 

VQWCGACRDI/PSKVKDKLLHL 

APPTTKKEAQHLVGLFGFWRE 

HIPHLGVLLQPMYQVTRKAASF 

EWGLEQEKALQQVQAAVQAA 

LPFG PYDSADPTVLEMSVADRV 

AVWSLWQAPIGESQWRPLGLW 

SKA LPFS ADNYSPFERRLLACY 

WALMETEGLTMGHQVTMQPE 

LP1VTNWVLSDPSRHKVGHAQQ 

HS1IKLKWYICDQARAVPEGTC\ 

*LN KEVAQMP/MGTTRKWTA A 

ALQSLSG ISLKDSGEGKSSQWT 

ELQA VH L VVHFA WKEKWPGT 

WKKHDWKTGDNEIWGRGIWM 

DCSEWSK.TVKIFVSHAHEPSGH 

GGRDGGYAWAQEHELSFTKAD 

LATG I VECP1CQQQRPTLSPRYG 

TIPQGQTF1LTGINTYSIYGFAYP 

AHNASAKIT1RGLTECLIHHHGI 

PHS/1VSD*GTHFTAKDVVETR1H 

RPRNQGVEVEVAPLTITRSDTL 

AKFLLPVPTTFRSANLEVLLLE 

GGTLPPGDPTT1PLNWK.LRLPR 

GHFGLPLPLSQQAKKGVSVLA 

GVTDLDYQDEFSLLLHNRVTA 

AFPSLLH SSFA YLDNMIEKANK 

CHVEGVDHVSDPAQRRECDRH 


7572 


37940 


A 


7626 


20 


238 




7573 


37941 j 


A 


7627 


3 


229 




7574 


37942 


A 


7628 


1086 


1369 


ETGMLPLRLLKPFLSDFAGPLH 
TS1MPTRRFCSKSPT*HTLATAL 
SQGLS*GT*NEASLTKEKVGKN 
RCRYSPSYPPSG1REGKAQLCFY 
THWK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in L'SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7575 


37943 


A 


7629 


1 


1805 


MSGRSRGRKSSRAKNRGKGRA 

KARVRPAPDDAPRDPDPSQYQS 

LGEDTQAAQVQAGAGWGGLE 

AAASAQLLRLGEEAACRLPLDC 

GLALRARAAGDHGQAAARPGP 

GICAASLSERLAADSVFVGTAG 

TVGRPKNAPRVGNRRGPAGKK 

APETCSTAGRGPQVIAGGRQKK 

GAAGENTSVSAGEEKKEERDA 

GSGPPATEGSMDTLENVQLKLE 

NMNAQADRAYLRLSRKFGQLR 

LQHLERRNHLIQN1PG\FSGQAF 

•NHVLLASFLNSQEKEVLSYLN 

SLEVEELGLARLGYKIKFYFDR 

NPYFQNKVLIKEYGCGPSGQVV 

SRSTPIQWLPGHDLQSLSQGNP 

ENNRSFFGWFSNHSS1ESDKIVE 

IINEELWPNPLQFYLLSEGARVE 

KGKEKEGRQGPGKQPMETTQP 

GPLSFVWVAVSPSWLPGQQGP 

QELPVDRGPLPVHETHTYPPQL 

SRNPTGCQTDGRAGLPVTPCDK 

KALPCAQCFVSHLLYCMGLQP 

RQKEKINPEVSSITNVAPKDME 

KVHAGALDKPMCGRQGKESQ 

GATHHATPSAISPAPSHPLGSSE 

TLDIDGLAHFLEHSQINPSLLSR 

VL1QRQHLRHVAVTNG 


7576 


37944 


C 


7630 


66 


206 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7577 


37945 


A 


7631 




1643 


VQASQAEADQQQTCLKQLQ\S\ 

QLSRL*KQAIELREAVEQHKVK 

NNDLREKNWKAMEALATAAEQ 

\ACKEKLHSWTQ\AK£ES/ERNQ 

LCLIEAQTAM EALLALLP\ELSVL 

AQQN\YTE\WLQDLKEKGPTL\L 

KHPPAPAEPSFGTWAFQV*GEA 

E\ETQSTICRAEF\DQYRSILGGD 

GRALLRDLQKSVEEEEQV\W\R 

AKVGAAEEELQKSRVTVKHLE 

EIVEKLKGELES\SD\QVREHTL 

HLEAELEKHMAAASAECQNYA 

L\EVAG\LRQLLLE\SQSQLRLPP 

KNRNPQKTEPMSFALGQASS*V 

KLKSHVED\GDIAGAPA\SSPEA 

APQPSRDPRSA*RTQLELDQKPI 

PWRMRQTTSRQKLHGPSFE\EA 

SDLRACSVYKEGFWEKLPHSA 

APPRSFFRNRRE AFTA* RRDLEK 

RGRSLTSDXLGRARPRRLQELSE 

RRTQEQLGKGRRTRVKKLQE\Q 

L\EKAEDGSS\SKEGTSVLSFLFG 

KKKLLFQLYQNALTHSFTIKPT 

NLHSVYPGPNFPVLREKAHEET 

SLFRRPQE V RTFPG G PILLNGTC 


7578 


37946 


A 


7632 


3 


247 




7579 


37947 


A 


7633 




389 


GQEFSPKVY/FVNQTMGN/SCG 
P1GLFNAVANNQDKLG FE Y\G P 
LLNQFLF*NR*KCPPKDRAKCF 
ER\NEAIRAAH\DAVDKEG\QCR 
VDDQGEFPFLFCLQNVDGPPSM 
NLDG\RMPFPRGPMAPSFRRTP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7580 


37948 


A 


7634 


1506 


3135 


RGLGGGLAEQELQPWSPERSPV 

HNN/RM/QEKSLKDLMELKTM 

AQELRDECTSLSSRFDQLEEKV 

S VMEDEIN EMKQEEKVREKRIK 

RNEQSLQEIWDYVKRPNLHL1G 

VPESDRENGTKLENTLQDIIQEN 

FPNLARQANIQIQEIQRMPQRYS 

SRRATPRHIIVRFTKVEMKEKM 

LRAAREKEIQTTIREYYKHLYT 

NKLENLEEMDKFLDTYSLPRLN 

QEEVESLKRPITGSEIGAIINSLP 

TKKSPGPDGFTAEFYQRYKKEL 

VPFLLKLFQSTEKERILPNSFYE 

ASI1LIPKPGRDTTKKENFRPISL 

MN1NAKILNKILANQIQQHIEKL 

IHHDQVGF1PGMQGWFNIRKSI 

NVIQHINRTNEKNHMIISIDAEK 

AFDKIQQPFMLKTLNKLG1DGT 

YLKIVRAIYDKJLTANIILNGQKL 

EAFPLKTGTRQGCPLSPLLFN1V 

LEVLARAIRQEKEIKG1QLGKEQ 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQ1MSELPFTI 


7581 


37949 


B 


7635 


1 


594 




7582 


37950 


A 


7636 


434 


744 


TLACLARLGKFSWIISCRVFSNL 
VPFSPSLSGTPIRRRFGLENRVT 
ATR1LRFSDRLKKRRTTRLYPTP 
GSEGPTPTESR*LLAQQSEIKLQ 
GGSEAGGGAPA 


7583 


37951 


A 


7637 


1 


1077 




7584 


37952 


A 


7638 


1 


348 




7585 


37953 


A 


7639 


1 


831 




7586 


37954 


A 


7640 


275 


457 


LIAYQPK*AQDYMDSQLNSTRG 
TKKSC*GRL*GSGVIHIGSMPVP 
TRTAGPLPFFAGPCR 


7587 


37955 


A 


7641 


341 


504 


1LRFSDRLKKRRTTRLYPTPGSQ 
GPTPRESR*LLAQQSEIKLQGGN 
EAGGGAPA 


7588 


37956 


B 


7642 


1 


627 




7589 


37957 


A 


7643 


121 


375 


DGQQL1ALHRLALRELQQAVH 
AGLPQQAKILFDGGSEIGKIH*L 
RCAHCPLSSRETCRASCINESAT 
RGERPFAYWAPGWFFFHQ 


7590 


37958 


A 


7644 




479 




7591 


37959 


A 


7645 


382 


642 




7592 


37960 


A 


7646 


273 


1464 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7593 


37961 


A 


7647 


76 


1763 


IFGITRFLPFIYQKIHIFSKEQLPD 

LHSHFSDLNLEAHMYASQWFL 

TLFTAKFPLCMVFHIIDLLLCEG 

LNIIFHVALALLKTSKEDLLQA 

DFEGALKFFRVQLPKRYRAEEN 

ARRLMEQACNIKVGVYTGTEL 

Q*DFSLDSLVWSWDSSCCCGK 

ASWQDDGRNLHYGSL*RPCFQ 

PAAR*RLPH*SGGHQQAQVYG 

TN\KKLKKYEKEYQTMRESQL 

QQEDPMDRYKFVYL*VTPAVA 

FILG1FIRS* EKERGKRKWLSTF 

KNETKRKNGKVLF*LCMSYPQ 

RLLAGELFQD*HKDVSNLPLSV 

ENVKNTNSLGRKNKNHKAREN 

RRLQEASMRLEQENDDLAHEL 

VTSK1ALRNDLDQAEDKADVL 

NKELLLTKQRLVETEEEKRKQE 

EETAQLKEVFRKQLEKAEYEIK 

KTTAIIAEYKQICSQLSTRLEKQ 

QAASKEELEVVKGKMMACKH 

CSDIFSKEGALK.LAATGREDQG 

I ETDDEKDSLKKQLREMELELA 

QTKLQLVEAKCKIQELEHQRG 

ALMNEIQAAKNSWFSK.TLNSIK 

TATGTQPLQPAPVTQPPKEST 


7594 


37962 


B 


7648 


1 


618 





885 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7595 


37963 


A 


7649 


1 


2375 


MAGAPPPASLPPCSLISDCCAIN 
QRDSVGVRPSKPGAGYNLVVR 
RFLSLLEKRSIPVGVTRFSRCRP 
SPLSLTRKGNSLTPCASRJINMH 
FQAFWLCLGLLFISINAEFMDD 
DVETEDFEENSEEIDVNESELSS 
EIKYKTPQPIGEVYFAETFDSGR 
LAGWVLSKAKKDDMDEEIS1Y 
DGRWEIEELKENQVPGDRGLV 
LKSRAKH H A IS A VL AKPFIFAD 
KPLIVQYEVNFQDGIDCGGAY1 
KLLADTDDLILENFYDKTSYIIM 
FGPDKCGEDYK.LHFIFRHKHPK 
TGVFEEKHAK.PPDVDLKKFFTD 
RKTH L YTLVMNPDDTFE V LVD 
QTVVNKGSLLEDVVPP1KPPKEI 
EDPN DKKPEE WDERAKIPDPSA 
VKPEDCALGLELWSMTSDIYFD 
NFIICSEKEVADHWAADGWRW 
KIMIANANKKKHKDTEYKKTDI 
CIPQTKGVLEQEEKEEKAALEK 
PM DLEEEKKQN DG EMLEKEEE 
SEPEEKSEEEIEIIEGQEESNQSN 
KSGSEDEALAEQPREGPGVPGP 
IPPKRPSRSP1PEPRAAKRLPTQE 
LRGESYTMSASGTARGPSPKER 
LGLTTKTGEKEVAQGFCREPGL 
RRPPNAQARDRSSRAPATHRKE 
LKPEREHISCSRSHIRYQEWSVL 
RDTVHRNLVLDTKRHPALILVE 
YKERTSSPATEQSCMENDFDEL 
REEGFRRSV1TNFSELKEDVQT 


7596 


37964 


A 


7650 


914 


2786 




7597 


37965 


B 


7651 




2369 




7598 


37966 


A 


7652 


333 


752 


MSYVSRYGCGGRKNVATVSKG 

WAGSLAWPGGFPRKVKGGGS 

WRPSGGV/DVAAPVRARLALLL 

SG PI ASESPLTTN PHSHSARRPR 

TYI/GHAPALRVTN/PESFSYWG 

TRGPSATMACDGLTRTGHSSPS 

RARSPPLLCARSL 


7599 


37967 


A 


7653 


1 


177 


RPLPSRPHAAPPGHHTISSGPCG 
HRK.FSPKAGDSNTPRTRSRPRV 
SCALPPDVRGSWLS*KWNQIW 
YHTLPQPQENTPKSQENKPKSK 
PQPTQR*TRGPW\PSSRCRVRSG 
/THRRPGLFLS*KQ/PSESIGHSR 
ALSAFTPAEMISTLPPPPTSKSPL 
AARAAPPGNG*SPKAGDSNTPR 
TRSRPRVSCALPPDVRGSWLS 



886 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7600 


37968 


A 


7654 


1 


1430 


MQDTCSEIISPADFPTFSSSLKIR 

FSTDSPSQIFKKHC1QKIVL1LLP 

KNSYTRRLLVSNQMYLESFEH 

QCRKTHILCK.RTAGSGPFCSCPT 

GQPRHNSSASKCPASERGLCLK/ 

PKSKREKREPGPVAPAPLHAAP 

SSPGLGAPQLR*PGRTRSFGRD 

HVGSPGPPRAGPRLFAPRPVLS 

RCSANPSGSPHTQSPKQSSTGQI 

SGRADQVCGCWIRKRGVPGAA 

RGSPGCARTCHSRGHPHAAPFP 

QCNSLAPSAPAGLWRTQNAGP 

SG/HAQPSCPPPVPL*PPHPHP*G 

LSFSSCSRSWVPNTPP/EPREGE 

GQVPGRRAASAPGASFSAPGT/P 

RAPQPLPHPFPVAQSPPAAVAA 

SSESCKREAARRSPGASALHLPP 

KSARPRQAPCPTLTDGGH1FPAS 

AARP*HKGHQTAEGK.NPGRAD 

TSTSPFATFPF1SGGEEKSRSPVL 

PERTRQREEAPGPPSSPLRGLW 

LTFWFVFL 


7601 


37969 


A 


7655 


1 


609 




7602 


37970 


A 


7656 




649 


AKD/ELHIVEQGHDIRGRSIKIT/ 

LATLKMS/VQPTFS/LGGFE1QPT 

VV*GLKCVSGPCHISGQHLVA/ 

VEEDAESEDEEEENVKLLSISER 

RSAPGVVSMVPQKKVKALAAD 

EDDDDDDEEDDDEDDDDDDFD 

DEEAEEKAPVKKSIRDTPAKNA 

QKSNQNGK\DSNPYSHPRSQG\ 

QDPFRK.QEKT\PKTPKGP\SSVE 

DIKAKMQASIGKKRIEPVLGTY 


7603 


37971 


A 


7657 




1013 


PWCDSVLRGCSLEQRSFISVRLL 

SYLSACRHPMEDSMDMDMSPL 

RPQNYLFGCELKADKDYHFKV 

DNDENEHQLSLRTVSLGAGAK 

DELHI VEAEAIVTNYEGSPIKVTLA 

ATLKMSVQPT\VSLGG\FEITPPV 

VALRLKCGSGPVH I SGQHLV AV\ 

EEDAESEDEEEEDVKALLSISGK 

RS AP\GGG\SKVPQKKSKTCM L 

MKDDDD\DDEED\DDEDD\DDD 

DF\DDEEYAEEK.APSERNLYRDT 

PS/AKNAQKSNQNGK\D\S1CPSS 

TPR\SKGTRIPSKKQEKTPKTPK\ 

GPSSVED1KAKMQAS1EK\GGSL 

PKVETKF1NYVKN\CSRMT\DQE 

A1\QDLW\QW\RKSL 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<nown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7604 


37972 


A 


7658 


9 


271 


GRVCKALWHSDWHTARVLCIN 
STTTITASCNP/RHTARRSLTTPT 
*MCRLENWTKNLLFNGPVPVL 
VMSLLFIASVFMLHIWGKYTRS 


7605 


37973 


C 


7659 


189 


500 




7606 


37974 


A 


7660 


5 


291 


ATPSPPSPPG/VPT*RPELLGPRR 
ERLLGPEGS/PGGGALPGVPPSR 
FVRTASSTLFLPPSPRPAFPPSSIP 
L V PS PPRHC ARSRETWPRTLR1G 
SAP 


7607 


37975 


A 


7661 


1 


431 


L ALQFSFLQNRQG LNLLI AEKG 
RLCIFLNEECCFYLNQSG L V YD 
NIKrCLKDRVQKLANQANNYAE 
PPWALS\NWMSWVLPILSPLIPV 
FLLLLFGPCVFCLVSQFIQNRIQ 
AI ANNS 1 * QMLLLTTPQ YQPLPQ 
NLSSVESLPL 


7608 


37976 


B 


7662 


41 


1547 




7609 


37977 


B 


7663 


74 


298 




7610 


37978 


A 


7664 


3 


647 


EL WTRGPRKRQN GSSKPLWLL 
YGESGAQKSVVEVTKPRLLWP 
QWIQHRARRPCLQQAPCSSRPH 
APAS\LPPSSSPTARDTKHRAQV 
KTTDSGARRRDGRVLGVLEVS 
RSIADGQYKRCGWTSVPDMRR 
C\QLTPQ*PGSILLACDGLF\KVF 
TPEEAVNF1L\SCLEDEKIQTREG 
KSAADVR\YEAA\CNMLANKA 
VAAGARPDNVTV\MVVR\IGH 


7611 


37979 


B 


7665 


1 


1302 




7612 


37980 


A 


7666 


3 


1268 


SCARVAAWGGKLRRGLAVSRQ 

AVRSPGPLAAAVAGAALAGAG 

AAWHHSRVSVAARDGSFTVSA 

QKNVEHGIIYIGKPSLRKQRFM 

QFSSLEH EGEYYMTPRD\FLFS V 

MFEQMERK\IQSRS*QKRFIEDT 

LSGIPTAGCGSSFFQRPWAIKGL 

I\SYNRVIFFFALQSSLNPIPGFH 

VAFKMLDTDGNEMIEKK/ENFL 

SCRRS*VNKMT*LTVKTNETWI 

SGSNK*KNLKL/DTTLQMRFFG 

KRGPRKLHYKEFRRF\WENLQT 

EIQGN/VEFLQFSKGLSFMRKRR 

TLQSGYFFSTNTENKDIYWKNV 

REKLSAGESISLDEVKAFCHCT 

RQIGTLCY/SAMQMFTLAHRPV 

RLAEFKRAVKVATGQELSNN1L 

DTVFKIFDLDGDECLSHEEFLG 

VLKNRMHRGLVGTTTSEYTRIL 

EVCEERKH 



888 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


7613 


37981 


A 


7667 


2 


342 


QNRG PG RT* DFL PN S/VG E K I LS 
FCNCSLGSIGALGPACCRVLSEL 
SEEQVFHVNYLDVEELSLSRLC 
QCLVELSFQLATAYHGSATTRE 
A A RGEA ACRAHLMF WCLCIWQ 
FCRL 


7614 


37982 


A 


7668 


1 


1166 


VGCVLGRVEAAVTVAPAGTEE 
GMSEEEQGSGTTTGCGLPSIEQ 
MLAANPGKTPISLLQEYGTRIG 
KTPVYDLLKAEGQAHQPNFTF 
RVTVGDTSCTGQGPSKKAAKH 
KAAEVALK.HLKGGSMLEPALE 
DSSSFSPLDSSLPEDIPVFTAAA 
AATPVPSVVLTRSPAMELQPPV 
SPQQSECNPVGALQELVVQKG 
WRLPEYTVTQESGPAHRKEFT 
MTCRVERFIEIGSGTSKKLAKR 
NAAAKMLLRVHTVPLDARDG 
NEVEPDDDHFS1GVGFRLVDVL 
QNRGPGCTWDSLRNSVGEKILS 
LRSCSLGSLGALGPACCRVLSE 
LSEEQAFHVSYLD1EELSLSGLC 
QCLVELSTQPATVCHGSATTRE 
AARGEAARRALQYLKIMAGSK 


7615 


37983 


A 


7669 


2 


328 




7616 


37984 


A 


7670 


181 


1271 


LEASLDQH*ASVHSFRSHIHV1S 

RTHRK\SQRDPSELDAEHAQKV 

LEMEHTQQMKLKERQKFFEEA 

FQQDMEQQYLSTGYLQIAERR 

GE WGLG LLV WGLTGCAGCHD 

SSWGLVRWYKCYSFKFVDEPC 

LQFERNCKPIGSMSSMEVNVD 

MLEQMDLMD1SDQEALDVFLN 

SGGEENTVLSPALGRVDKLALA 

EPGQYRCHSPPKLQQWCGSVM 

N SSQRFDMLHSGNFEIHLSLLL 

VVKDWRLQGGADSPAGLTGNS 

SLFVRQAFRGVPAMGKAMGSS 

QVLQAPGPESSTCQNE1TLQVP 

NPSELRAK.PPSSSSTCTDSATRD 

ISEGGESPVVQSDEEEVQVDTA 

LATSHTDREATPDGGEDSDS 



889 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7617 


37985 


A 


7671 


60 


965 


QRGVGGVGPRGRQRQQQPEA* 
GEETAAAAAMLETLRERLLSVQ 
QDFTSGLKTLSDKSREAKVKSK 
PRTVPFLPKYSAGLELLSRYED 
TWAALHRRAKDCASAGELVDS 
EVVMLSAHWEKKKTSLVELQE 
QLQQLPALIADLESMTANLTHL 
EASFEEVENNLLHLEDLCGQCE 
LKRCKHMQSQQLENYKKNKR 
KELETFKAELDAEHAQKVLEM 
EHTQQMKLKERQKFFEEAFQQ 
DMEQYLSTGYLQIAERREPIGS 
MSSMEVNVDMLEQMDLMDIS 
DQEALDGLPELWRRREHCAVP 


7618 


37986 


A 


7672 


1 


124 




7619 


37987 


A 


7673 


3416 


3920 


CCLIKND1KEKLHYSDCRLNVG 
QPCILPRNAFEFDLLIFYLGNLH 
FYISEIGLLGYCTFFFFFFEMESC 
SLTQAGVQ*CNLGPLQPLPPGL 
E*F/SCLSLPSSWDYRHVPPHWL 
IFVFLVEMGFCYVGQAGLEFLT 
SG DPPTS ASQS ARITG VSHHAQ 
PGYC1L1LGFC 


7620 


37988 


A 


7674 


1 


387 





890 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/5*10,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7621 


37989 


A 


7675 




1827 


MKKVGGRVFWAKERASAEAL 

RHELAGLLKKCKGSAADADQG 

GLGQGCRRHSKRWEGFTRGAS 

RAARLGNEEQDAASAGPGPNG 

CG HLGAEEPS A A ASGMDQC VT 

VERELEKVLHK.FSGYGQLCER 

GLEELIDYTGGLKHEILQSHETC 

LSVVLLSLPMVMAGSGNLKVL 

QLCRFLHMKTGGEMNYGFHLA 

HHM\ALGTSIFGEEGRYSL\STS 

NSS1AALLCALYPHFPGFTALD 

NRYH LQ\ALR\HL Y VL\A A EPR A 

FLVPVGCGTQTRPCY\ALLG SLP 

YKGTQWY\EQTKE\DLMAPTLL 

PELHLLKQIKVKGPRYWELL1D 

LSKGTQHLKSILSKADGVLYVK 

LRAGQLSYKEDPMGWQSLLAQ 

TVANRNSEARAFKPETISAFTSD 

PALLSFAEYF\CKPTVNMGQKQ 

E\ILDLFS\SVLYECVYPRETP\E 

ML\PAYIAMDQLIRRLGEREMS 

ETSELW\QIKLVLEFFSSRSHQE 

RLQNPPLKRGALLMELGNSPPF 

CKCT\INNTL\DTW\LQVRGDIC 

VNAYLTGQPL\EESQL\DMLACF 

LVFHFVPSSTALPTL* D* K.GSTS 

FA\ELLFKFKASLKMPSAELCLR 

LAPLPSLEIPQPNGDVTVSGGEP 


7622 


37990 


B 


7676 


374 


515 




7623 


37991 


A 


7677 


102 


1237 


HSHRAACPDTNRLVPGASR*HY 

LHRCRSRHSSS/NIGKNI/HSLRA 

GAVNNQSRPQSHSSGEFSLLHD 

HEAWSSSGSSPIQYLKRQTRSSP 

VLQHKISETLESRHHKIKTGSPG 

SE V VTLQQFLEESN KLTS VQIKS 

SSQENLLDEVMKS\LSVSSDFLG 

KDKPVSCGLARSVSGKTPGDFY 

DRRTTKPEFLRPGPRKTEDTYFI 

SSAGKPTPGTQGK1KLVKESSLS 

RQSKDSNPYATLPRASSVISTAE 

GTTRRTSIHDFLTKDSRLPISVD 

SPPAAADSNTTAASSEYHLHQ 

WSSH1LDIPTHTIGSCAQNDLAI 

DMPEPLYAQARNSRTGRSHFL 

NQTFATIRMPSDAFGMLAKDK 

HRTIYCGPFISAILIPEYRIS 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7624 


37992 


A 


7678 


1256 


1971 


hncalhadstmrgkaplfr.pt 
yklmeqlllrifrwisqkcqnv 
evtsicwf/ctctysgwveayp 
trtekpykkgkndpsctkgqc 
n plel v itn pln ph wkkg er v t 
lgidrarldprvn1lvrggevy 
erspepvfqtfydelnvpvpe1p 
gktrnlflqlaecvaqplnvts 
cyvcggtvtgyqwpwkarel 
vpvdpvpdeflaqknypdnfw 
vlkpsitgqyciaregkkfthp 


7625 


37993 


A 


7679 




1710 




7626 


37994 


A 


7680 


1 


561 




7627 


37995 


B 


7681 


1 


642 




7628 


37996 


A 


7682 


2 


611 




7629 


37997 


A 


7683 




1718 


MLSIQSTHAEKELENFFQNTED 

WYFHTSHHLSSLRFFSARESNC 

SM KLYEEA YMERYRDFLPATM 

WSAHTEVDVPGQATWIKQKSE 

KDPVHLQKGKNGPSCTKGQCN 

PLEL V I TN PLDPC WKKEER VTL 

G1DGAGLDPQVH1LVRGEVYKH 

SPEPVFQTFCDELNVPVPEIPGK 

TRNLFLQLAWHVAQCLNVTSC 

YVCGRTIIGDQWPQEAQELVPT 

DPVPDEFLAQKNHPDNFWVLK 

A\S11GQYCIAREGKEFTHPIG*L 

SCRRQKLYNGTTKT1T/W/RGSS 

NHTERNPFSKFPKLQTVWTHLG 

VP\RAWEQPPLGFLLGYVRAWS 

LLTGLLDHWAGSCCLLGTI\KPS 

FFPTAP*KQGKLLGFPVYASRE 

KRJIAIENWKDDEWPPPERIIQY 

YGPVTWAQDGLWGYQTPIYVL 

NRIIRLQAALEIITDKISRALTIL 

AWQETQMRNAISQNRLALDYL 

LAAEGGVYGKFNLTNCCLHVD 

DQGQVVED1VRDRTKLAHVPV 

QVWHEFDPGAMFGKWFPALG 

GFKTLIIGVLIVIGTCLLLPCLLP 

VLLQM1KSFIATLVHQNASAQV 


7630 


37998 


A 


7684 


3 


406 


TLISF1YPAQNPELLNKLSQRKT 
TVLAMDQVPRVT1AQGYDALS 
SMANIAG/YLIVGGGVAGLASA 
GAAKSMGAIVRGFDTRAAALE 
QFKSLGAEPLEVDLKESGEGQG 
GYAKEMSKEF1EAEMKLFAQQ 
CKEVDI 


7631 


37999 


A 


7685 




236 




7632 


38000 


A 


7686 


1 


978 




7633 


38001 


C 


7687 


415 


453 





892 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7634 


38002 


A 


7688 


3 


408 




7635 


38003 


B 


7689 




2137 




7636 


38004 


A 


7690 


112 


3688 


GNWGARKLGTHINMANLLKTV 

ATGCSC PL LNN LG SCKGLRVK 

KDFLRTFYTHQELWCKAPVKP 

G I P YKQLT VG VPKE1 FQNEKRV 

ALSPAGVQNLVKQGFNVVVES 

GAGEASKFSDDHYRVAGAQIQ 

GAKEVLASDLVVKVRAPMVNP 

TLGVHEADLLKTSGTLISFIYPA 

QNPELLNKLSQRKTTVLAMDQ 

VPRVTIAQGYDALSSMANIAGY 

KAVVLAANHFGRFFTGQITAA 

GKVPPAK1L1VGGGVAGLAS 


7637 


38005 


A 


769! 


2 


288 


EFPATIQSNRARGAKPGRRVDR 
G PQARCFDVGGCPRS APSNGLR 
NSEPSP*GR/CGRSPVSPALSSSR 
DVNLPCMLSSGTDSGACSEVLV 
GTLYRPL 


7638 


38006 


A 


7692 


54 


522 


RFHMSSLSASPPPRRLWTQMNT 

QCLVFSASHLPRCQEMLFQGTV 

♦EKPHSPRCFSPAKKPRPAGAPA 

ASHKCR/CTP*PGPPSEPTV/PSD 

KAPLVGNAESQRVASPSGPPAP 

CSPVVGWPGTYKAIPASGTVAP 

TPLSAGTTDMTRLCPLSLEFLL 

ND 


7639 


38007 


A 


7693 


3 


57 


RAGAGRSERAVAEES*GGLSGS 
CG RHN PGQSRLQRRPSQDVELE 
DCCRGC*SGSLWLRTLRPKRPA 
PFGGFSVPASSAASIPTGSAVVQ 
PGPLPGPTGKSPPVFAGSGPSSN 
PQPAFS\NMRTRDGSKPGSA/SF 
APLTPPLEPPAGLRAPSSGVSPL 
LPATIQSNRARARSPGDA*AAP 
PRPGVLTSAVPLPRRVT/CLRNS 
RAFAPAVRTNAVTP*PGGVSGP 
SQRRAEAA 


7640 


38008 


A 


7694 


3 


237 




7641 


38009 


A 


7695 


114 


186 





893 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7642 


38010 


A 


7696 


73 


904 


FGGFLANLSYQEALSDTQVA1V 

NILSSTSGLFTLILAAVFPSNSGD 

RFTLS*ELLAV1LS1GGVGLVNL 

AGSEKPAGRDTVGSIWSLAGA 

MLYAVYIVM1KRKVDREDKLD 

IPMF\FGFAGLFNLLLLWPGFFL 

LHYTGFEDFEFPNKVVLMC11IN 

GL1GTVLSE\FLWLWGCFLTSSL 

IGTLALSLTIPLS1IADMCMQKV 

QFSWLFFAGAIPVFFSFFIVTLL 

CHYNNWDPVMVGIRRIFAFICR 

KHRJQRVPEDSEQCESLISMHSV 

SQEDGAS 


7643 


3801 1 


A 


7697 


1 


308 




7644 


38012 


A 


7698 


3 


397 




7645 


38013 


B 


7699 


1 


963 




7646 


38014 


A 


7700 


3 


1433 


KIRVTSKALELGKAQGQTGTD 

GSGRGWGRPNSGGKEGHFYYN 

ISE*VGGGASRSGAGPRRWRRG 

PRMLQITNASLGLRFRRQLLYW 

FL*GPSTLRGVESGSGGLEVLW 

GSRDPAGRMKVSNVSCQASVS 

RMHAAFGGTFK*APAPTPAHPF 

RAPQLICLAQVWAATGRRVAR 

VGMLSL*EGPGELVAGESGCA 

AVMQHLRAGPFRALLFTSNLD 

MDFRVSCLGWCMTSDFLTRPL 

SLLSLQEEERMVYVAFSEFFFD 

SAMESYFRAGALQLLLVGDKV 

CHGLFVGWAREGL*QSSLPHC 

AGGGRDRATCTPVRPRRGAAIK 

PSGTTISVTASVTIALVPPDQPE 

VQLSSMTMVRVPEWGLLAGG 

QGKMGCGLLSR*AGALPCTSVI 

GGQSHLSTGMGWAGFVRS*PS 

PSPRKA/RGVRMEEER\GVNWA 

GPD*ATNHAVSGGRMGKEGGP 

SPLSIAPQCHRPADVRASTAPTP 


7647 


38015 


A 


7701 


2 


391 


MALRGKALRTTSDLRRFRIYSN 
HSATWICSLA/L*IPLQAPLK\TM 
LPELG*MPQCSNERT\WRG\VQ 
DPHYPEGIKLCAMKVVTNPCGI 
PSPIGA*SPTFAKGLREV1EKNR 
P\ADVRAS\TAPTPSHSSCLSP 


7648 


38016 


A 


7702 


1 


189 




7649 


38017 


A 


7703 


202 


455 


KCDILPTALDSIHH/SSHRVHLA 
HSPHSLQ**HPHPLAQPSQQDRP 
SVPL**MSLADPESHLSESHSHF 
HL*PACRV*AYDLLPL 


7650 


38018 


A 


7704 


313 


378 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7651 


38019 


A 


7705 


126 


1246 


PNGLRPPCPSPASETPGNAPVCD 

PGSSSQGAQGKLNAWWAPGM 

A/ASRSLHSLHPVR/RACALPAQ 

SLLGPLRSFRCHLSDPVFRTGAP 

PGQGSWQYKVLVHAQERELTQ 

L REKLREGRDA SRSLNE H LQ A L 

LTPDEPDKSQGQDLQEQLAEGC 

RLAQHLVQKLSPENDNDDDED 

VQVELAEKVQKSSAPREMQKA 

EEKEVPEDSQEECA1 T YSN S HG P 

YDSNQPHRKTKITFEEDKVDST 

LIGSSSHVEWEDAV/HHYSRK* 

K***GRG RKRASVSQKPEETPS\ 

PRPEPPPRGSGEAERSVGSWDA 

SSRSLRRLHPLREPVPTLPSRFR 

GRCGASAAIFGSCVPHGGSTRA 

GMMGSKEVGKGGDPGEETSPV 

ALFS 


7652 


38020 


A 


7706 


3 


5665 


LLEKLRQR1HDKAVALERAIDE 
KFSALEEKEKELRQLRLAVRER 
DHDLERLRDVLSSNEATMQSM 
ESLLRAKGLEVEQLSTTCQNLQ 
WLKEEMETKFSRWQKEQESIIQ 
QLQTSLHDRNKEVEDLSATLLC 
KLGPGQSE1AEELCQRLQRKER 
MLQDLLSDRNKQVLEHEMEIQ 
GLLQSVSTREQESQAAAEKLVQ 
ALMERNSELQALRQYLGGRDS 
LMSQAPISNQQAEVTPTGRLGK 
QTDQGSMQ1PSRDDST 


7653 


38021 


D 


7707 




1098 




7654 


38022 


A 


7708 


193 


5850 


HCQRNTTGEHCEKCLDGYMIK 
S*DSLFGDVWN*LP1FASNFSFA 
EL*K*GFVRDYHK*TFVCS/CLL 
NP*GPEFVGKKIKRKKNHDAK 
YLNV*YS/CFRCAPGYYGNPLL1 
GSTCKKCDCSGNSDPNLIFEDC 
DEVTGQCRNCLRNTPGKYCHIL 
S1KKCISRLLFLFPTVCNCGGGP 
CELH*EQNFWFKNYFNSRHPLP 
QTDVSWCSAKTACL*HAFDL*F 
♦RNVSPPGCDK.CVWDLTDALR 
LAALSIEEGKSG 



895 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7655 


38023 


A 


7709 


1 


713 


TPCFESPN/ETGTYFSTKAGYVL 
LN/ESSN/IGIEFEIAFK.VRPRSSS 
GTLVHGHSVNGEYLNVHMKN 
GQVIVKVNNG1RDISTSVYTPKQ 
SLCDGRWHRITWIRDSNVVQL 
DVDSEVN\HVVGPLGIQKPIDH 
REPVL\VGGVPRILY*HPRFCPP 
QNPFTG\CIR\HFV1DGPPQWSFQ 
VKAAPGQAGARKASNSLSQQP 
GHGQKHSCPKYKVPLRALEKE 
HKASPGGTVTLSFGVGSFSSS 


7656 


38024 


A 


7710 


3 


322 


DGVSHCRPGWSAVA*SQLTAT 
STSWVQMIACFTLPSSWDYRCT 
PPCLTNFCVCIFSRDRVWAMLA 
GW\LKNS*PQAIRPPQPPKVLGI 
TGHEPRAPGQKILTFH1LT 


7657 


38025 


A 


7711 


2 


480 


Y SPPEC PFCGKIEEHSEDM ETH 

VKTKHANLLDIPLEDCDQPLYD 

CPMCGLI CTN YH1LQEH VDLH L 

EENYTFSKAWIESSVLVIYNWLT 

SFSKKKTERGD/PEESRQEIEEF 

QKLQRQYGLDNSGGYKQQQLR 

NME1EVNRGRMPPSEFHRRKA 

DMMESLA 


7658 


38026 


A 


7712 


187 


468 




7659 


38027 


A 


7713 


1 


1 110 


MHCIETGVERRILGLLLFRGSLA 

SV1RPGEVLDAAHALVCQRGPK 

GKPSGAQCGSCWPLGRPKALT 

QLVPASFVCLACAFGAERLGDS 

ALRSSDLTHHLLVNTMLSCNIC 

GETVTSEPDMKAHLIVHMESE1I 

CPFCKLSGVNYDEMCFHIETAH 

FEQNTLERNFER1NTVQYGTSD 

NKKDNTLQCGMEVNSSILSGC 

ASNHPKNSAQNLTKDSTLKHE 

GFYSENLTESRKFLKSREKQSSL 

TEIKGSVYETTYSPPECPFCGK1 

EEHSEDMETHVKTKHANLLDIP 

LEGMDRVQCSGDLQLAHQLQQ 

EEDRKRRSEESRQEIEEFQKLQR 

QYGLDNSGGYKQ\NNYEIWR* 

K*IGEECLHLNFIGEKLI 


7660 


38028 


A 


7714 


2 


303 




7661 


38029 


A 


7715 


97 


233 


RTVTCYHRNSRACHPQQITSCP 
♦HRALPCLPLWSPKCPSRWPWF 
G 


7662 


38030 


A 


7716 


229 


359 


MKWVYCSVTGMGKGQHRMP\ 
S KG * G WVQRYN RDG I PSPRVLE 
LF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7663 


38031 


A 


7717 




1185 


MSTIDDPRLQGRRMCLMLRGT 
PEQKALVIGGEACMWGEYVDN 
TNLVPRLWLCPPSTQDLANEGI 
REMT1LHRHIPDRGKGVMRSCS 
FRTPRPFTLACGPEKSLM DPQS 
QSNSEGASSSLVVKLADTDRER 
ALRRMQQMAGHLGAFHPAPLP 
LGACGAYTTAILQHQAALLAA 
AQGPGLGPVAAVAAQMQHVA 
AFSLVAAPLLPAAAANSPPGSG 
PGTLPG L PAPIG VNGFG PLTPQT 
NGQP\APTRSTITGSPL1/SGWSQ 
SRPILRIMKYAEQRIPTLNEYCV 
VCDEQHVFQNGSMLKIQPDTII 
QVWREDIPVNYMKELELVTKA 
GFRALLSAPWYLNRJSYGPDW 
KDFY1VEPLSFEGTPEQKALVIG 
GEACMWGEYVDNTNLVPRLW 
AHRIQL 


7664 


38032 


B 


7718 


1 


1196 




7665 


38033 


B 


7719 


184 


1689 




7666 


38034 


A 


7720 


228 


407 




7667 


38035 


A 


7721 


1 


725 


MQRGALSPVLMLSAAPEPPPRP 
PPGLSPPGSGPGSGSRHGSARPG 
PTPEPSGSLGAALDSSLRAAVA 
FKAEGQRCYREKKFREAIGKY 
HRALLQLKAA/LGGPP*RPARP 
RPPGPTSS PGPA RLSEEQRRL VE 
STEVECYDSSPAXCLLQSELVNY 
ERVREYCLKVLEKQQGNFRPP 
YRAGMAFYPLGDYARALRFLQ 
EAPSREPPDTNVLRYUQLTQLK 
MNRCSLQREDSGAGSQTRDV1 


7668 


38036 


A 


7722 


] 


262 


NGKEPGRYTFEDAQEHIYKLM 
KSDSYPRFIRTSAYQELLQAKK 
KGRNIPIFPCHKNCTPTLRASTN 
LL*KEGKSLTSKRLTSLAQSY 


7669 


38037 


A 


7723 


1 


1392 





897 
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SEQll) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7670 


38038 


A 


7724 




1544 


MAQGNNYGQTSNGVADESPN 

MLVYRrCMEDVIARMQDEKNGI 

PIRTVKSFLSKIPSVFSGSDIVQ 

WLIKNLTIEDPVEALHLGTLMA 

AHGYFFPISDHVLTLKDDGTFY 

RFQTPYF WPSNC WEPENTD Y A 

VYLCKRTMQNK\ARL\ELADYE 

AESWA/RGLQRAFAPKW\EFIF 

M\QAGAQAKVDKKRDKIERKIL 

DSQERA FWDV HRPVPGC VNTT 

EVDIKKSSRMRNPHKTRKSVY 

GLQNDIRSHSPTHTPTPETKPPT 

EDELQQQIKYWQIQLDRHRLK 

MSKVADSLLSYTEQYLEYDPFL 

LPPDPSN PW\LSDDTTFWELE\A 

SKEPSQQRVKRWGFWAWDEGI 

GKTQLGRRNSFLKIF*EFRISGS 

GNFKVLG WA SG RTLKK.RPF\KE 

VPSRVQEIWQEFLAPGAPSAINL 

DSRS YDKTTQN VKEPG R YTFE 

DAQEH1YKLMKSDSYPRFIRSS 

AYQELLQAKKKGKSLTSKRLTS 

LAQSYLNGSSCSMNADWSHCT 

HFVAQCCDLEQRTLEQDVA 


7671 


38039 


C 


7725 


81 


439 




7672 


38040 


A 


7726 


531 


686 


GWQWLHRPPGATQHCGGNLP 
AEESLPARATN*ARPAAHTRGG 
RGQDLPPGG 


7673 


38041 


A 


7727 


93 


428 


LHCQVHLSL1DLPLLI\SFLLLLF 
*D*VSLLLPRLECSGAISSHCSL 
H/LGPGSRDSPASAS*VAG1TGT 
CHHVQLIFVFLLETGFHRVSQD 
GLDLL/TMLVIRLPRPPKVLGLQA 


7674 


38042 


B 


7728 


99 


425 




7675 


38043 


A 


7729 


35 


861 




7676 


38044 


B 


7730 


141 


586 




7677 


38045 


A 


7731 


116 


926 


AEIVAQEVSEEGGKSRK.GPQFG 

KSQYQELIRRSECGLNRGEGESI 

KANMQQVIYIFP1TLAEVVLRP 

HSYPSKKTGLTLLAAASIAYISR 

♦EWLYFETGTWVYPVFAKLSLL 

GLAAFFSLSYVFIASIYLLGEKL 

NHWKWWSVRNSTL1LYIRMAK 

SHTQSPTSLAHMPFCSIKIEMAE 

VPSSAQSMNWCEKLLVFPPR*C 

CFLRPRDSVSPPVFAWFILMHF 

NTRLFQEAFPGQPQILQRWRLE 

SVGICFQWPDWKSPAKHQLVK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7678 


38046 


A 


7732 


32 


394 


GICAVLPIMRETLGDFHYQIHCC 
PDLPGTDLGHPGSPDLGEVKFL 
SOT* E VTSLQVSGKV WR* WTA1 
CTHTSQSLS1SLLAFCLRSASATS 
LTLSHCVNVVKGLLDFKKRRG 
HS1GGAPEQR 


7679 


38047 


A 


7733 


1 


765 




7680 


38048 


A 


7734 


3 


1295 


QARVSQELKKAAK.RTVSISEGP 
DTLGDGMRERRETLALAPEPEP 
LEKEACEKWKRPFRSASATSLT 
LSHCVDVVKALLDFKKRRGHSI 
GGAPEQRYQI1PVCVAARLPTR 
AQDVLDAHLSEVQCCSF\GPNS 
SLLATGGADRL1HLWNVVGSR 
LEANQTLEGAGGSITSVDFDPF 
G/SNQVLAATYNQAAQLWKVG 
EAQSKETLSGHKDKVTAAKFK 
LTRHQAVT\GSRDRTVKEWDL 
GRAYFSRVTIQCSFSYCNDVVCG 
DH1IISGHNDQKIRFWDSRGPHC 
TQV1PVQGRVTSLSLSHDQLHL 
LSCSRDNTLKV1DLRVSNVTARG 
FRADGFKCGSDWTKAVFSP\DR 
S YALATLPVMG PF* I WECGTPG 
KNWKKQELTGTPIALPVQTPW 
P WCLLPG SPHGETWTQG RKGC 
AFGSRAHDLPA LG WRLLPEA 


7681 


38049 


A 


7735 


123 


463 


DVEVGLISQLQDCELGGCIPLK. 
VFPAVFRLPLSLHTFLPLPLSRT 
LASGGDGATSASCCRCPGAVSI 
S*L*QTVASP*VLVFVHSRKE\T 
GKTARAIRDMCLEKDTLGLFLR 


7682 


38050 


A 


7736 


1 


489 




7683 


38051 


A 


7737 


1 


423 




7684 


38052 


B 


7738 


1 


900 




7685 


38053 


A 


7739 


] 


1824 




7686 


38054 


B 


7740 


400 


969 




7687 


38055 


A 


7741 


3 


4781 


EISATQI I VCTPEK WDIITRKGGE 

RTYTQLVRLIILDE1HLLHDDRG 

PVLEALVARAI\RNIEMTQEDVR 

L1GLSATLPNYEDVATFLRVDP 

AKVLFYFDNSFRPVPLEQTYVG 

1TEKKAIKRFQIMNEIVYEKIME 

HAGK\NQVLVFVHSRKETGKT 

ARA1RDMCLEKDTLGLFLREGS 

ASTEVLRTEAEQCKNL*LKDLL 

PYGFAIHHAGMTRVDRTLVED 

LFAVDKH IQVL VSTATL A WG VN 

LP*H\TALFK 


7688 


38056 


A 


7742 


2 


518 





899 



